
Table S1. Morphological and functional findings for each
cell depicted in Fig. S1
Days after Days in 

engraftment culture Invasion 
Cell ID (ESGPs) (slice) depth Phenotype

Without IKIR 1 8 16 110 µm S100β+/GFAP–
2 10 18 – –
3 10 18 60 µm S100β–/GFAP+
4 19 31 n.d. n.d.

With IKIR 5 8 16 – –
6 11 21 n.d. n.d.
7 13 23 80 µm S100β+/GFAP+
8 13 23 – –
9 15 25 20 µm S100β+/GFAP+

10 16 26 n.d. n.d.
11 19 31 n.d. n.d.

With IK(P) 12 6 17 50 µm S100β–/GFAP+
13 6 17 60 µm S100β–/GFAP+
14 6 14 40 µm S100β–/GFAP–
15 6 17 n.d. n.d.
16 6 17 n.d. n.d.
17 8 16 – –
18 8 16 110 µm S100β+/GFAP–
19 9 17 60 µm S100β+/GFAP–
20 10 18 50 µm S100β+/GFAP+
21 10 18 50 µm S100β+/GFAP–
22 11 19 – –
23 11 18 – –
24 11 21 50 µm S100β+/GFAP+
25 11 23 n.d. n.d.
26 11 23 n.d. n.d.
27 13 24 n.d. n.d.
28 15 26 n.d. n.d.
29 16 27 n.d. n.d.
30 17 28 n.d. n.d.
31 20 32 n.d. n.d.

Invasion depth and phenotype were analyzed in a subpopulation of the cells
(n.d., not determined; –, specimen lost during tissue processing). 


