Table S1. Sequence of the primers

SP6
her3fl
her3f2
her3f3
her3f4
her3f5
her3rl
her3r2
her3r3
her3r4
her3r5
her3r6
her3fusion
her3for
her3rev

5-CTTGATTTAGGTGACACTATAG-3

5-ATTTGAATTC ATGGCTGCAGCATCCAAC-3
5-AGTGCGGAATTC ATGAAACCCCAAAACGTTAAA-3'
5'-AAAAGA GGATCC CGTATAAATAAATGTTTG-3'
5-GCTTGTGGATCC GCTGAATATCACGCTGGT-3
5'-CACAATGGATCCCCTGATTTCAGTACCGTG-3
5-GCAGTCTCTAGA CTACCAAGGTCGCCAATA-3
5-CTTTTTGGATCCTTGGGGTTTTGCCGTCGC-3
5-ATTTATGGATCCCCTTCTTTTTTTCTCCATC-3
5'-GTGATAGGATCCAGAGTCACAAGCTTTGGAC-3
5-ATCGCTTCTAGA CTACCAAGGTCGCCAAACTCTATTGT-GGTTAAGACC-3
5'-CTACCATCTAGA CTAATAATTCTGTTTGAAAATG-3'
5-CATTGGATCCCCAAGGTCGCCAATAATT-3
5'-CATTTAGGATCCATGGCTGCAGCATCCAAC-3
5-GTCATGAATTCGCCAAGGTCGCCAATAATT-3

Table S2. Primer combinations

Construct 5primer/3-primer B-primer/3-primer

her3
her2AN
herAb

her3fl/her3rl -
her3f2/her3rl1 -
SP6/her3r2 her3f3/her3rl

herAHLH SP6/her3r3 her3f4/her3rl
her3AbHLH SP6/her3r2 her3f4/her3rl
her3Aorange SP6/her3r4 her3f5/her3rl

her3AC

SP6/her3r5 -

herAAWRPW SP6/her3r6 -
her3:VP16andher3:eng SP6/herusion -
pCS2+her3:gfp her3for/her3rev -

Primers for RT-PCR

her3upstream 5CGCAAGCGAAAACTGGAAAAGGC;
her3downstream 5GTCAGCATGATGGAGCGGGAATC;
neuroglupstream 5ACGTCGTGAAGAAGAACCGCAGG;
neurogldownstream  5CCCTGCTTCTGGTCTGCGATCCG;
EF upstream 'SGCCCCTGCCAATGTA,

EF downstream 'EGGGCTTGCCAGGGAC

Table S3. Sequence @fCS2her3-ZEGFP and location of the

morpholino sequences

CGAATTCCGTTGCTGTCGCCGTTGCTGNCCCCTTTGGIETIGATTCATCT
GGATTTTTTAACACACGAGCATTTAAGGABEGGCTGCEGCATCCAACAGTG

CGGCGACGGCAAAACCCCAAAACGTTAAAAAGGTTTCAAAACCACTGATGGAGA
AAAAAAGAAGGGCGCGTATAAATAAATGTTTGAATCAATTAAAGAGCCTTCTGG
AAAGCGCCTGTTCTAACAATATCCGCAAGCGAAAACTGGAAAAGGCTGACATTCT
GGAGCTCACTGTGAAACATCTGAGGCATCTGCAAAATACGAAAAGAGGACTGTC
CAAAGCTTGTGACTCTGCTGAATATCACGCTGGTTACAGAAGTTGTCTCAACACT
GTAAGTCATTATCTACGAGCGTCGGACACAGACAGAGATTCCCGCTCCATCATGC
TGACAAATCTTACGAGCGGTCTTAACCACAATAGAGTTCCTGATTTCAGTACCGT
GGAGAGCGATCCCGCATTGATCTTTACACTACCAAGTACACTTCGACGACCACAC
AAAGTTCCCATTAGAACAGACGTCTCTTATTCCAGCTTTCAACAAACTGCAGAGA
GAAAAGTTTGCTTAATGCCCAAGAGGACTGAGATTGGTGATAGCGACAGAATGT
CATTGGACGCAGCTCTTAGGAGCCAGGAATCCAAAAAGGCAGAAACCACACACT
TCAGACCTAAAGATTTAAAGGTCATTGAGTGCTGCATTTTCAAACAGAATTATTG
GCGACCTTGGCGAATTCAAGNGGGGGCCGGTCGCGAGBGCAAGGGCG
AGGAGCTGTTCACC

A, h3MO
A, 2T-Blocker
The yellow ATG is the start for EGFP




