Table S3. Genes with Grsfl high-affinity consensus-binding sites

Total
Transcript ID matches  Locations Gene ID Sequence
ENSMUSTO00000000028.1 1 73 ENSMUSGO00000000028.1 TGGAAACACATTCAAATAATGTGTGACTGAATTTACTTTATGTCTA
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ENSMUSG00000000033.1

ENSMUSG00000000122.1

ENSMUSG00000000275.1

ENSMUSG00000000384.1

ENSMUSG00000000628.1

ENSMUSG00000000951.1

ENSMUSG00000000951.1
ENSMUSG00000000951.1
ENSMUSG00000000958.1

ENSMUSG00000001034.1

AGAGTATATTGTTTTCTAAGTATGCCAGGGTCAGATAATAGACCTT
CCTTCCCGAAGTAAAGATGTCTGCCAAACATAGGTGGTTTTGGGTG
ACTGGACGTTAGCGTCAACACCGGCAACAAGGAACCAATCAGAAAG
GAGGAAAGGCTAAGAATTATTGGCTGCTGGCGTGGACCAATCAGAA
GAGCTGTGATTTGGCGGGAGTCTTGACGACCTCCGGGGCTGTCCGT
GTCTCAGCGCCAGTTCTAGGTATCCGCCGCTGTGGCT

AGCATTTCCTCATTCTCTAGAGGACTTCTCTGAAGCCACAGAAATT
AGAGGTGATTTTTCCCGGGTGTTGTAGGGCCCACTGGCTTCAGGGT
GAACCCTAGTCTCCACTCCCACCCCTCAAAAGAACTGACCTGAATT
CCCTAAAATCCATCTGTTGTTTTTCATCTCCCATTTTTAAGCAATT
AAAATTAAGCTCCCCTAAATTTCATGTTGGGAATTTTCTTAAACCC
AACAGCAACAACAAACCACCTAACTTCTACAAATTAGTCTAGGATT
TTGTGGGTTCCCCAAGCTTTCTAACCAAGATATTGGGTTCCCCTCG
TTAGGCCTGGATCAAGATGCCCCCCATTTTTGCATAGAATAATTTT
CCTCATTCCCCAACTTGGATTCTAATTTTTCTGGAATCTCAAATTT
AGTCATTCGCCACAGTTTTCCCATTTATGGAGTCGCCTTCGAGTCC
CCCTACTTTGGGCCGCTCATTCCCAGGACCGCAAATCAGACAAGGG
TCTGACTTGGGATCCCCGAAATTTGATCATTGTTTCCGCTGGCCAC
TTTCGGCAGCTTCCCGTCCTGCGCATAACAGTGGTATCGGCCTCGT
CACTTCTCCTACGGTGTCCCAGCGGCAGCACAGATTTTGGAAAAGT
GTGTGTGCCCCAAACACGCACTGGACACTGCGCGGCGGCCAGGACG
TGGGCAGTGTTGCTCCCGTGTCCAGGAAAACGACTGGGCATTGCCC
CCAGTTTCCCCCAAATTTGGGCATTGTCCCCGGGTCTTCCAACGGA
CTGGGCGTTGCCCCGGTTCACTGGGGACTGCCCTTGGGGTCTCGCT
CACCTTCAGCAGCGTCCACTTCAGCAGCTCCCACTTCATCCGCTCT
CCCGCCCTTCTCCTCCGATCCTCCTGCGCCAGCGGACCCGACCTTC
GGCCTTGTGGTACCA

GGTCCCGGATGTTGCGGGCAGTATGAGGCGAGCGCAGGGGGACAGG
GACCAGCAGCTGTCGCCGCCGTTCTCAGGGTGAAGAAAAACCAGAA
ACCTTTGCCCCCTGACTTTGGAGACTCAGTTTAACCTTCAAACTGG
CG

GCGGTAGGGTGCGCAGCTGTCCCTGCGCGTCACGTCGGGTGAGCCC
ACGAGCGCG

CGTAGGCTGATGGAGGTCAGTGAGGGTGATCGCCGCCGCAGTCTGG
CGTCCTGGAGAGACCGGGTTTCTGAACGGAACAAGACTGGCAGACT
TGCCGAAAGAAACGTCATGTGGTTATGTAGCGTGTTCTCGAAAAAG
GACTTCGGAGTCACCTACTAGGAGTCTTCCCTCCCTCCCTCCCTCT
TCCCTGCGCCCAGCATC

GCCACATTGTTGCACCAACTCCAGTGCTGGAGTCTCAGGACACCAC
AGGCTACCCGGAGTTGTTCTGCTTTGGAGATCCGAGGGCAGGAGCA
TCACGCCAGTGACTCTGATAGGTGCGATCGCCGGATTGGAACAGAA
CTGTCATTTTTTTCCGAAGTTGAGCCTTAGTGACCCAGTGAGTGAA
GTTAGCGACGGGACGCTAAGCAGCTAGACCGGTCGGCAGGAGTGAG
ACTTAGGGTACCTTCTAGTAGTTGTGATTAAAAAAATTGAAAAAAA
GAAAAAAAAAAACCCTGTTTCTGGAAACTTGAGGCCCTCAGCTGGT
GAGCCATCGTGGTTAAGCTTCTTTGTGTGGCTCCTGGAGTCTTCGA
TCCCAGCCGGACACCCGGGCCTGGTTTCAAAGCGGTCGGACAGCGC
TGCCTGCTCCATCGGTAGCGCTCGAGCCTCGGTTTCTCTATTTGGC
CCCGACTCGCCGCAACAAG
GCGGAAGCGTCGAGTGCGTGGTCTCAGGGTTCTCCTCACCATGGTT
CCCGGAGTGCCGCTCCCGCCGGAGATCCAGCTGGCGCAGCGCCTGG
CGGGCAATGAACAGGTGA

CCAGCGGAAGCGTCGAGTGCGTGGTCTCAGGGTTCTCCTCACC
CCAGCGGAAGCGTCGAGTGCGTGGTCTCAGGGTTCTCCTCACC

AGCAAATCAGCAAAAAGAGGATCTAGCGAATCAGTTGGTTTCAGGG
TTGGTTCCTCATACAGGCATCTCAGCGCAGGGACATTTGAAACTGA
AATCAGAGGGGAGAGACTTTGGGGGTCAGGGGGAGGCAGAAAAAAG
TTTTACCAAACTGCCTCATTCATGCCTGTCCTGTGTCATAACAGGT
TGAGGGTTCAGCTGTCTGATAAATAAGAGGGCAATGCGAGCAAGCT
GGTGAAGGTCTTCCTTCTCTTCGCC

GAGCGAGCCCGGGGGAACACTCATCACTGGGTTGGCAAGACTCAGG
AATCCCAAATTCCCGAGGAGGCGTGGCGGCGGGGTGCCGGCCGGTC
GGTGAGTGCGATCCCGGGAGTCCCAGCGCCCCGCCCCTCCCTTTCT
TCCGGGGCCGCGCCGCGCCCCCCTGGATCCTGGGCCGTGGGGTTCT
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ENSMUSG00000001036.1
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CTGTGCCAGCGGTCCCCTCTCGCCTGCTGCACAGGTCCTGCCTCCA
AACCCACAGAGGCGGAACTGAGAGGCCCTCAGGACGATCTTCTCAT
CAGCGCTTCGTACAGACCATGGCCGAACCGCTGAAGGAGGAGGACG
GCGAAGATGGCTCTGGGGAGCCCCCTGGGAGGGTGAAGGCAGAACC
CGTTCACACCGCTGCCTCTGTGGTGGCCAAGAACCTGGCCCTGCTC
AAAGCCCGCTCCTTCGACGTGACCTTTGACGTGGGGGACGAGTACG
AGATCATCGAGACCATAGGCAATGGGGCCTACGGGGTGGTGTCTTC
GGCGCGCCGCCGCCTCACGGGTGAGCTGGCTTCCTGA

AAACGCTGCACAGGCTCGGGTCGCTCCCGCTTCTCCCGCGTCGCCG
GCGGCTGCAGCCTTGCACTCGCGCTGGCCAGGAACGGAGGGCATGG
CTGCCAGCTTCTGGGACCTGAGGCTTTGGAGGAGGAAATGACTGTG
GAGGGCCATTTTGTTCCATCTGCATTTCTGACACGGAAACTTCCTA
GGGTGCAGGCTTAGGGGACAGGAAAGTTTCTCTTGAAGGGCTTCAC
ATTTGTAACAAAGAAGATAAAAATGACAACTTCATCTATCAGACGG
CAGATGAAAAACATTGTGAACAATTACTCAGAGGCTGAAATCAAAG
TCCGGGAGGCCACCTCCAATGACCCGTGGGGCCCATCCAGCTCTCT
GATGACTGAGATTGCTGACCTGACCTACAATGTGGTAGCGTTCTCG
GAGATCATGAGCATGGTTTGGAAGCGACTTAATGACCATGGCAAGA
ACTGGCGGCATGTATAC

ACAAGCCCAAGATGGAGGCGGTGGTGGTGGTAGCGGTGTGACAGGT
GAGGGCAGGCCCGGTAGGGTTCGGGTTTTGGAGCGGCTGCGGGACC
CGGGTATGAAGTCCAGACCGAAAGCTCAGCTCCAAGATGCTTCCGT
CTGAATCTCAGCGTTCTCCCGCCCGGAACCAAAGGAGTGGTTTGAC
CAGGGCGAGACCGTCGTCATCGACCGTGGGAGTGGATGGAGGAGTC
GGCCTGCAGGCTGCAGTGGTGGTTTCGCTTGCTGCGCGTGGCAGTG
CACCTGCACAGAGCTTGAAGCCCTTGGGGAGGGCGGGACGGAGCCA
AATTGGGTCTGGGGTCTGGGGCTTGGGTGCGAAATTCCAAGGTGAA
TTCTTAAACCCCTTAAAATGTCTAATGACGTTTCCTCACGACGTCC
AGGAGATGCAGCTCTCTCCCATGGTTCCTTATTGCCCTTCATATTC
TACGCCACCTAGGAAGATGTCTGACGATTACCTCATTATCCCTAGT
TCACCCTAATCCCTTTCCATGATTTCACAGTGCGTTTACACCAGTA
ATCTGTTTGTGACCCCCAGTAGTTATCAGGTACAGTTTTTGGAAAC
CCTTCCCCCAACCTCACCTCCATCTTCTTCATCTGGATACCATTGT
CTTCCTTTGCCTTTCCTCTTGATAGTGTTTTCTGATGAGCCATCAT
TGCCACTGCATTTGATTTAGTGTGTAATGTGGTCTGTTATCCAGCT
GTTTTTCACAGTCTGTAGTGACTCTTATTACATCTCTCTTTAGTCT
AGGGTATGGCGAACCTCTGTGGACTCTAGAGGGTCTGGTGACCTCT
ATTAGCTACCTGACAGTACCTTTGATTCTACCATTAGCCTTATAGC
TTATGCTCTGGAATACCCACAGTGCCTTTTAAGGTCATTGGTACTG
TCTTCATTTCCTTCAATCTAAAAACAAGGTCTGATGATCCTCCATT
TTCCTGTCCCCTGTCTGTGTCTGATTACCCATTCTCTGAAGCTAAG

CGCGCGCTGAGGGACGCGCAGGGTGAGCGCACCTGGCCTCGGCGAC
CGCGGGAGCGGCGCGGCGTGTCCGCCCCGGAGGATTGGGGGTCGCT
GCCCGCGGCCGGTCCCAACGCGTCCCGGAGTGCGCAGAACTGGGAG
CGGCTTGGGC

GAACTACAGTGTAGCCAGCCGGTCCGGTACAATGTAGCGGCAGCCA
GGTGCAGGGCAGTCTGGGAAGTCACGTGACAAGAGTGATGCCCTCC
TCATGCAGGGTGAAAGGGGAACATCTCAAGTAAGGGGACAGGAAGG
AAGATCCAGTTCCAAGAGGTGGGATGCT

CACTCATTCACTCAGGGTCCCCGGGAAGGGCTTGTCAGTATGGGTG
GGTCCAAGGTAGGACAGTCAAAATGTTCAGCATGGTAGGAAACAAC
TCCGTGCCCGATAGTCAGCGTGTGTCGGGGGCAGGAAGGCAGACGT
GAAGCCTAGACAGGTGTGGACACGCACATGTGTGTTCCTGGCCACG
TGTTTGTGGAATTTGAGGCAAAATTTTTGTTTTGGTTCCTGGGGTA
AAGTTTCCATTCAACATTTTCCTCTACTGTTTAATTTTTTTTTTAA
TTTTAAATTACAAAACTCTGACTAGAAAAAGCGCAATACCTTTGAA
AGGACTGGGGCAGGCAGTGGACAGCAG

CACTCATTCACTCAGGGTCCCCGGGAAGGGCTTGTCAGTATGGGTG
GGTCCAAGGTAGGACAGTCAAAATGTTCAGCATGGTAGGAAACAAC
TCCGTGCCCGATAGTCAGCGTGTGTCGGGGGCAGGAAGGCAGACGT
GAAGCCTAGACAGGTGTGGACACGCACATGTGTGTTCCTGGCCACG
TGTTTGTGGAATTTGAGGCAAAATTTTTGTTTTGGTTCCTGGGGTA
AAGTTTCCATTCAACATTTTCCTCTACTGTTTAATTTTTTTTTTAA
TTTTAAATTACAAAACTCTGACTAGAAAAAGCGCAATACCTTTGAA
AGGACTGGGGCAGGCAGTGGACAGCAG
AGGGTCAAAGCTTGCGATTCTCGATGGAGAGCGAAAGCACAGCCTC
ACG
TCCGGGGAAGGAGCGCATGCGCTAGGGTACGCGTTGCCGGCGAGAG
GGCAGCCTGACGACTCGGAAATTTGAATACCACAGTAGCATGGAGT
GTGACCTC
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ENSMUSG00000002059.1

ENSMUSG00000002129.1
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ENSMUSG00000003099.1
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CGCTCGCAGAGTGGGACGGCGGGCCTCGCTGCGCGTCTAGGGTTGT
CGCCCCCTCCTCTCACCGGTCGAGGGCGTCGGCAGTTGCTGCCCCT
GCGCAAAGTGACCCCGTGTGGCGGGGCGGCCCCGAGCCCCCCCAGG
CCTCTCTGTTATGGTAGGGCCATCCCAGCCCCGAGTTGTCGTCGGG
TCTCCGCGGCCCCGGGTTATCGTAGGGGCTATCCGACCCCGTGTCA
TTGTAGGATCCGCGCGGGCCCGGGCTCCCCGGGACGCGACTCCCCG
CCCACAACTAGCGGCCGGGGGATCTCCCCGCCCCCGAGTGGTCTTC
GGGACGCCCCGGGCTCGGGTGATTGTGGGCTCTCCCAGACCCGGGG
TGATTGTCTCGTCCCCTTGGCCCGCGGTGGTCGTAGCGTCTCCAAG
GCCGAGGGCTCCCACAGGCTCTCCGTGGCCCCGGGTGATTGTCGGT
ACCCCGCGGCCGCGGATAATCGTCGGGTCTCCACGGGTCCCGGCCG
CCGGGGCGGATCAGGCCTCTGCGCCTTCCCGGGGAGCCCCGCAAGG
CCGCAGACAAG

CTCTGGGTCGCCGCCATCTTGTCATTGAGTTGGATACTTCGTGTGG
TGATCTTTAATCTTGTCGTCGCACCGGTTGTCGCCACCGAGGTGGA
CTGGCAGCCCTGAGCGTCGCAGTCATGCAGGCCGGACCCGTGCAGG
CGGTACCCCCGCCGCCGCCAGTAGCCACTGAGTCCAAACAGCCAAT
TGAAGAAGAAGCATCGTCAAAGGAGGATCCCACCCCTTCCAAGCCA
GTGGTCGGCATTATTTACCCTCCCCCGGAGGTCAGGAACATCGTCG
ACAAGACTGCCAGTTTTGTGGCCAGAAATGGGCCTGAATTTGAAGC
TAGGATTCGACAGAATGAGATCAACAACCCCAAGTTCAATTTCTTA
AATCCCAATGACCCTTACCATGCCTACTACCGCCACAAGGTCAGCG
AGTTCAAGGAGGGGAAGGCTCAGGAGCCCTCAGCTGCCATCCCCAA
GGTTATGCAGCAGCAGCAGCAAGCTACGCAACAGCAGCTGCCCCAG
AAGGTCCAAGCCCAGGTGATCCAAGAGACCATAGTACCGAAGGAGC
CCCCTCCTGAGTTTGAGTTCATCGCTGATCCCCCCTCCATCTCAGC
CTTCGACCTGGATGTAGTGAAGCTGACAGCTCAGTTTGTGGCCAGG
AATGGGCGTCAGTTTCTGACCCAGCTGATGCAGAAAGAGCAGCGCA
ACTACCAGTTTGACTTTCTCCGACCCCAGCACAGCCTCTTCAACTA
CTTCACAAAGCTGGTGGAGCAGTATACCAAGATCTTGATTCCACCC
AAAGGCTTATTTTCAAAGCTCAAGAAAGAGGCTGAAAATCCTCGAG
AAGTTTTGGACCAGGTTTGTTACCGAGTAGAATGGGCCAAATTTCA
GGAACGTGAGAGGAAGAAGGAAGAAGAGGAGAAAGAGAAGGAGCGA
GTAGCTTATGCTCAGATTGACTGGCATGATTTTGTGGTGGTGGAGA
CAGTGGATTTTCAACCCAATGAGCAAGGAAACTTTCCACCCCCAAC

AGGGGAATTTGAACCCCCATGGCCACCGATGACAGCATCATTGTAC
TTGATGATGACGATGAAGATGAAGCTGCTGCTCAACCAGGGCCCTC
CAACCTACCCCCCAATCCTGCCTCAACAGGACCTGGTCCTGGCCTG
TCTCAACAGGCCACTGGTCTCTCCGAGCCCCGTGTGGATGGAGGGA
GCAGTAACTCCGGTAGTAGGAAGTGCTACAAGTTGGATAATGAGAA
GCTCTTTGAAGAGTTCCTTGAACTGTGTAAGACGGAGACATCAGAC
CACCCTGAGGTGGTTCCGTTCCTCCACAAACTGCAGCAGCGTGCCC
AGTCTGTGTTTCTGGCCTCTGCAGAGTTCTGCAACATCCTCTCCAG
GGTTCTGGCTCGGTCTCGGAAGCGGCCCGCTAAGATCTATGTGTAC
ATTAACGAGCTCTGCACTGTTCTTAAAGCTCACTCCATCAAGAAGA
AGTTGAACTTAGCTCCTGCAGCCTCAACGACCAGTGAGGCGTCGGG
CCCTAACCCTCCCACAGAGCCCCCCTCTGACCTTACAAACACTGAA
AACACTGCCTCTGAGGCCTCAAGGACTCGCGGTTCCCGGAGGCAGA
TCCAGCGCCTGGAGCAGCTGCTGGCACTGTACGTAGCCGAGATTCG
G

GAGAGTTGACCTAGCCGGCTACCCTTGAGTTCGCCCAGACGCTTTA
GGGTCGGCCGAGCAAGCCCAGCTAGGT

CTGCGCACTGCGCCCCCTCCCCGGCGACCAGCAGGACTTCGGAGCG
CGCGGGCGGCGTGACTCGGGGACGCGGCGATCTGCCAGGATCCTAT
GCTGCAGTGAGGGTCCAGAGCTGGCACCACAGAATCTGGGCAACCC
CCTCCACTCACCC

GCGACGGCGACTATAGCTCTCGTAAGTGAGTCCCTCGCGGCCAGGG
GGCGGCCCTCAGCTCGGAGGACAGGTCAATGGCCAACAAGGAGGAG
GGTCGGAGCCAGCAGCAGCGGCTGCAGCGGCGGCGGCGGCAGTGGT
GGCAGCAGGAGACAAATGGAAACCTCCACAGGGCACAGAATCCATC
AAG
TCACTCGGCACTCCTTCGCGACGGTTCGGCCTGGTGCCGCGAGCGG
CCGTTGCCAGGGTGGGGGTCGCTTTGCGGC
TGGCTTTCTTCCTGCGGACCTAGGCTTAACGCCGTCCTTTCCGACC
CTGACCCAGGGTCCTGCTGCCGTAGCTTGTTTCTACTGTGTACCCC
AGATCCAGGCCACGTTGTCCGCTATGGCGGAACCAGAACCTCGTTT
CTTTTCCAAGAAATGCACCCAAGATTCAGGACCCCCAACTTTCCCA
TCATGATGGAGCCAGAATCTGGCCCCCTTACGAGAAATGCACCCCA
GGTTCATGCTAGGATCCCTACAGTGGTGGATCCAGAAGCCAGAGTC
CTGGTGTCTTTCCAAGATTTGCATCCGAGATCTAGGACCCCAAAGC



ENSMUST00000003435.1

ENSMUSTO00000019676.1
ENSMUST00000003777.1

ENSMUST00000003858.1

ENSMUSTO00000061869.1

ENSMUST00000004140.1
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1 229 ENSMUSG00000003345.1
1 5 ENSMUSG00000003345.1
1 93 ENSMUSG00000003680.1
1 259 ENSMUSG00000003760.1
2 395,420 ENSMUSG00000003873.1
2 14,72 ENSMUSG00000004038.1
1 41 ENSMUSG00000004096.1
1 303 ENSMUSG00000004099.1
1 57 ENSMUSG00000004278.1
1 251 ENSMUSG00000004455.1

CCTTTTGATGATGAAGCCATGAGTCCAAGGCCCTGTGTCCTTCCAA
GTAATGTTTCCAATATCCAAGCATCCTGTTCTACTGTGTTGGGACC
AAGGAGCCAGGGCTTCCAAATAAAGCATCTAAAATTCAGACTCAGG
AGTTTCTAATTGTGGTGATGGGTCCAGAATCCCAGGGACTGGTTGC
CTTTCAAGTAATTGGCCCAGAAATTCATCCTCAGACCTATGAGCTG
GGATTCCTAGGCACTTCTGACACAAACTCAGGACTCAGTTTTACTC
CCTCTCCTCAGACTTCTGGTACCCATTCCTCTTCTGGACAGGAATC
CAGGCCCCCAGCCCAAATCCTTTCTCAGGATGCAGGAGTCCTGACC
CCCAGAACTAATTTCTTGACCCTGGTCCCCA

CAGCTGGGCACCACAAGATTTAAGGCAGTGGGACCTGTTGGCAGAA
TGTCTTCTCTCTCTGCAAGCAACCCTGAAGCCACCAAGATGAGCAC
CCCAGTCCGGCCTGTGAGCGTACCCGGGTGTCAATAGCCGGGAGCC
GAGGGGCCACCGGGAGCAATGGTGTACTAGGCCGGGCGCGAGCTCA
GGTTTCGCACTCGGATCTCACGGCAGAGTCACCGTGGAGAGGCCAG
GGTACCACAAACTT

GGCCAGGGTACCACAAACTT

GAGAGGGAATTACCGTGAGCCGGTGAGTGGAAGCAGCCGTCCCTCC
CCAGCAGGCGCCCTCCCAACCCCGGAGTCTGCAGCAAGTGTTAATG
AGGGTATAGTATGTGCTGACCCTGCTGGAGGCCTGGGATGCAAAGT
TCCACCGGGGCC

TCGCGGGCGGTGGGGGGCGGGGTATGGCGCGCTGCGAAGCGCAGGG
CGGCTGGCACAAACGGCGGCGCCGAGGCCGGAGGAAAAAGCTCGCC
ACCCCCATCAGTCCCTTCTCAAGCTCCTAGAGACAACTGTGGACTT
GGGGACCAGCGAGCACCCCCAGAGCACTAGAGGAGCCCCTGCTGCC
TGCCCTGCCTCACCCTGCCCCACACGAGGCCCAGCGGLCCCeGGaLT
GCATCAAGTGGAGGAGGAGGAGGCGGAGGAGGGTGGCACCATGGGC
CCGGGCCGTGCCCTCCATGCCCGGGGGATGAAGACACTGCTGCC

ATGGACGGGTCCGGGGAGCAGCTTGGGAGCGGCGGTGAGGCGGGAG
GCGGAGGACTAGGCCCGGTCCAAGAACCCTAGGACCCCTCCGGCTT
TGGGCTCGGGCGGGAGCAGGCTGGGGCGCGCGGATCCATTCCCACC
GGCTCATCCGCACCCCGAGAGCGGACATCCGCGTGCGCGCCCCCGG
GCAGGCCCGGGCTTGTCGCTGGCGCCACTTCCTGCTGGTGGCCTGG
GATGGGACAGAAGGCCAGCGCCACCTCCTCCCACCCCCAGCTGGGG
GTCTGTTTGCTTTTGGCATTCTGCTCTCTGGGTTTGCTGTGGAGCT
GGGATGCAGGCCGGGTCCCGCCCCCTGTCCATCAGAAGCAGTAGCC
AGGCCTTCCATGCTACTTGTCACTACTAGGGTCCCCAGCTCTGTCT
CCCCTCAGGGTTATGAGCCTACCTATCCATCCCCCTGA

CTGCCTTCCGCTTTAGGGTCTGCTGCTCTGGTTACAGACCTAGGAA
GGGGAGTGCCTAATTGGGATTGGTGCAGGGTTGGGAGGGACCCGCT
GTTTTGTCCTGCCCACGTTTCTCTAGTAGTCTGTATAAAGTCACAA
CTCCAAACACACAGGTCAGTCCTGCTGAAGCCAGTTTGAGAAGACC
ACAGCACCAGCACC

CTTGGGCCTGGCGCCCCCGGCGCCGAGATTTCTGGGAGCTAAGGGT
CGCATTGGTTCATGAGTGAGTTTCGGAAGGTGCTGCGTAGGACCCC
CGCCAGAACTAAAAG

ATGCGCGGGGCAGCGTTTGGCGCGGGCTGTGCTTCCTGTCGCGCGT
GCCCTTAGCTGTTGGCGCCAAAATGGGTGGGGGCCGGGGTGCTGGC
AAGCCCATTGACTGGGAGCTTGAGGGAGCAAGGGGATCAGCCCTCT
GAAATAGAACAAGCTTGGGGACACCCTCAGGGGTTCCCCTCTTTGG
TCAGCCAGGCTCCTGGGTGTGCAGGAAGTGCCCCTCTCCCGGCCTG
TGGACACCCTGAAGCCCCCACTCCGCTCCAGCCTCCACTTCCGGTG
CCCTGCAGATCCCGCCGCGCCCACCCGAGGGTCCCTCCGCCGGTTC
CCCTGGCCCTGGTTCAGAAGGGCCCTCCTTCCCAGCCCCGCTGTCA
AGTCCTAGGACCTTTTCTCTCTCATCCTGCCGGGCCGGGCCTGGGC
AGCTTGAAGCCCTCGTGGGATTTTGTTTTGTTTTCATCCTAACGTA
AAGGAGCTCCTGCGATCCTGGAGCTATCAAAGAGACTCTGCCTGGA
AAGAGCTGGTGCTGCAGAATGGGCCCTCCACTTTGGCAGTGACATA
ACTCTGTCCCGAGATCCCAGAGCAATCGAGGAAACCTTTAACTCCA
TTCAAAGTGTTTATCAGGGGGAAGGAAAGATGAATGGTAGTGAGAT
GTCTCGGCCCCCGCCCTATTATTTTAGCCCCTGTAA
GTCCCGCTTCCTTTCTGCCTCCTCTGGCCTGCATCCGTGGGGGAGG
TGGCTGGCTGCAGGGTTCTCCGGATCTCTTCTGTGTTCCCACTACT
CAAGCACCGAGTGGCGTTCT
ATCCGTGCGCCGCCCGAGGCTGGCCTGAGGAGTCGGCGGCCATCTT
GTTCTTCTCGTGGTTCCCAGTGGCGAGAGGAGGAGGAAGCCCGGAG
CGGAGCGGGGCGGCTGGGGGGGGTGGACCCGCCGCGGCTGCTGCTG
CCACCGCCGCCGCCGCCACCACCGCTCGTGGGGCTCGTGGCGTGAG
GAAGGAGGACGAGTGAGACCCCGGGGCGAGCGGGLCGGLGGLGLLGL
TGCTGCTGCTGCTGCTGCGGGAGGGTCGGCGGCGGGACGGCG
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GAAGGGGCGCGCTACCTGTCTCCGCGGCCGGGCAAGAGAGAGACCC
CGGCGTGAGGCGGCCTCCCTGGGCCGGAAGGGCTGGTCAGCCGACG
CAGCGGCACCGGAGGCTGAGAGGGTAGGACCAGGGGACGCC

GGCAGGCCAAGAATGCTATTATTCTGGTGGTGGGAGCTGGGAGACC
CTTGTGCTTGGACGGGAAAGGGTCGGGGGACACTCAAGATGAGCCC
CGCGACCACTGGCACATTCTTACTGACAGG

ATACTCGAGGGTTCTTCCCAGGCCGAGCCGGAGCTGAGCCCGGAGG
TCGGCGGTCCTCTCAACCTGTTCCTTCTGCTTCCCTCAGACTCGGT
ACCTCGGAATCGGTGTGGCTGAGTCAGCAAGGCCTCAGATTTGCCG
GGTTCTTGTTTGCTGTTCCTATCAAGATGGGAGCTCAGACAAGTTA
TTGCTTCTGAGGATCTGGTGCTTTCATCAAGAAGGGACAGTTTGGT
GCCAGCTCTTCAGTGAAGAGGAGGTCCCCCAGAGGTGCTGGGCAAT
GAACCTGAACCTGCAACCCAGCGTGGTGTGAAGTCTTCAGAGAAAG
CAGAAG

ATGCGCAGCGCGGTGCTTGGAGGCTGCGACGCCGAGTTTCACTCCG
GCTGCCTCCGGCTCGGAGTCGGAGACATACTCGAGGGTTCTTCCCA
GGCCGAGCCGGAGCTGAGCCCGGAGGTCGGCGGTCCTCTCAACCTG
TTCCTTCTGCTTCCCTCAGACTCGGTACCTCGGAATCGGTGTGGCT
GAGTCAGCAAGGCCTCAGATTTGCCGGGTTCTTGTTTGCTGTTCCT
ATCAAGATGGGAGCTCAGACAAGTTATTGCTTCTGAGGATCTGGTG
CTTTCATCAAGAAGGGACAGTTTGGTGCCAGCTCTTCAGTGAAGAG
GAGGTCCCCCAGAGGTGCTGGGCAATGAACCTGAACCTGCAACCCA
GCGTGGTGTGAAGTCTTCAGAGAAAGCAGAAG

ATACTCGAGGGTTCTTCCCAGGCCGAGCCGGAGCTGAGCCCGGAGG
TCGGCGGTCCTCTCAACCTGTTCCTTCTGCTTCCCTCAGACTCGGT
ACCTCGGAATCGGTGTGGCTGAGTCAGCAAGGCCTCAGATTTGCCG
GGTTCTTGTTTGCTGTTCCTATCAAGATGGGAGCTCAGACAAGTTA
TTGCTTCTGAGGATCTGGTGCTTTCATCAAGAAGGGACAGTTTGGT
GCCAGCTCTTCAGTGAAGAGGAGGTCCCCCAGAGGTGCTGGGCAAT
GAACCTGAACCTGCAACCCAGCGTGGTGTGAAGTCTTCAGAGAAAG
CAGAAG

CAAGCCAGGTTTTTCTAGGGTCCAGGCACCCAGGTCTCCTAGTTGG
ATCTGTCTTCAGCTTCTCCGTGCTACCCCGACTACTGCTGCCAAG

AAGTTCTGTAGCTTCAGTTCATTGGGACCATCCTGGCTGTAGGTAG
CGACTACAGTTAGGGGGCACCTAGCATTCAGGCCCTCATCCTCCTC
CTTCCCAGCAGGGTGTCACGCTTCTCCGAAGACTGG

AGGATGGGCTGCCTACCCCATCAGGATTTTATGTTTTCCTTTGTGC
TGACTTTGTGAATGGCTGCACTTCTGTGGCATCGTAAATCTTCAGA
ACTACTTTGCCATAGATTAAATTAAATGAATGTGGTAGGGATGAAC
TCTGGTCTCATTCATGTATTCTACTTCCGAAGGCCTATAGGCCATG
TCCAAATCAGAAGCTAAAGTGCAGCATTACTCACACAAATTCTTTA
TCAGTGGTTGTATTCTGTAAGTTTGACATACAGGAGGAGTTAGGTC
ATCTTTAACCTTGAAACAGTCTCACCAGATAGAGAGCTTACCTGTA
GCACTGCAGATCTCTTCCGATGGGACTGAGGCTCTGCCTTTTGCTT
GAACCCTGTTTCTCTTCAGCTCAGACCCCATGTTCCATCCTCTTAG
GAACTGTTGCTGCTGGGACCATGGCGTTTGGAGCCCAAGCCTGCGA
ATAAGCACCACTCCTCCTGTCTGGAGAGCTTTGCTGCCTTTGTCTC
TTTCTTCAAAACAAAACAAGCAGCTACTCCATTCTTAGTGGTGAAT
TTCAAAATCCTTTTTAACCTTATAGGTCCAAGGGTAGCCAAGG

AGAGTTGGACCGGGCTGCTGCGTGTGCGCAGGGTCCTCGTC

GACTTGCGAAGTGGGCTGCAGAGTTGGACCGGGCTGCTGCGTGTGC
GCAGGGTCCTCGTC

TGCGTGGGGCGCCTGGAGAGGGGTCTTGCGGGCAGGTGGGATCCTG
CGGGGACCCGAGCGCGGGGCCCACGCTGGCCTGGTCGGGGLTCCCC
AAGAGGTCTCTGCAGCGCCCCCTTCTTCTCACCCAGGGTTTGGGTC
CCATAGTGATTGAGAGACTCCTAAGTCTTCAGTCTTCAGCCCTGCC

GGTGGAGCAGCTGGGTGTGGGGTGCACTGGGCCTGTGGGGAAGCCG
TGTTGGAGCGAACTAAAGGGTCTGATCGGACTTGGGTTGCGCCGAA
GGGACAGCCCTGAGTCTGGAGGAGAGAATCCCGGACCGTGAGACCC
GCCTTCCCTTGCCCCGGCCCCTCCCAGTTCCCCCAGCGACGGCTGC
TTCCTGGTCCCCGACGCAACC
GGCACTCGTGTCGGTCGCTTGGGGCGGCAGCCAGGCCCCAGGGTTT
TCCGTACAGCCTTACTGCCCACACCCCAGTGTGAGGAGGCTGCTCG
GAGCCG
CGGCGGCTGCTGCAGAGCGGCCGGGAGGAGGGTGGGTCTCCCTAGA
GCGGAGCGCCGGAGTCCTCCTCCTCCCGCCGCCGCCCAGGLCGLCG
CCGCTGCCGCCGCGCCTCCGGACTCCTCTTGCCGCGCCCCGCGCGG
AACTCCGAGCGCGGTCCGATCGGCGCAGCCGAGGCCCAAGAGCCCG
CGGGTCGAGCGGCTCGCGGTGCAGATTTTTCTTAATCCTCTGAGGA
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CTCTGGAAAACAGG

GCCAGAGGCGGGACCAGAGCCCTAAGGGGCTCGAAATTACGGAAGT
TTTGTGCGGAGGGTCGGGTGGCTGCTGGAGTTCCTGCTGGATTTAC
GGCTCCGGAGCTGGGGCTGCCGCTGGGGGGGTCTCAGAGCCGCCAG
CCTCCGCACGGTTTGCGGTGGTGACCCGGGCGCGACTCGACGGCGC
TGCTGCGGGCCTTGTCTGTAGTAGGGGACCCCTCGGATCTCCACC

CACTTTTAAGAGGGTTTTTTCGCCTCCCCCTCCGCCCTCCGAAGTG
TGTCCACCTCTGGAGATCGGTTGCTGTTTTCTGTGAGAGGGGGAAG
GAAATCACGTATACCAAAGGCAGGATTGAGACCTGGGCTAACTGCA
AAGGTCTGCCTGGAAGTTCAGGGCCGCAGGACCAGGCTGTGGCTGT
TTTCTCGACTTTAGGGGCCCCGGCCGGAGCTCTGGCAGTCAGAGCC
AAGTCGGAAGGAGACTCTGAGGAGGCTTCGCCTTGGGCCTGGAGGA
AGCTGACCGTTCTCGCCGTGTCCAGGGTGCAGGATCTGCGGGTGGC
CGTGGGCTCCAAAGTCTGTCAAATACGGGAAAGGGCCTGGGGATTT
GCTAGTTGAGGGGAGCGTTTGGGGAAAGAGGCTGTCTGGAGAATGA
CATTCTCCTCTCCACAACAGTCTGAGGTTATGCGACTCGATGATCC
CGCGGAAACGCTACGGATCTAAGAACACGGATCAGGGTGTCTACCT
GGGTCTCTCAAAGACACAGGTTCTGTCCCCTGCAACTGCTATCAGT
AGCAGCAGTGACAGCACTCCTTTGCCCACTCCGGTGGCCCTGGTCC
CCTCCCCTCCCGACACC

GAGTTAGGAGTACGTCTAGGTGACGTGGCGGCTCCTGTTCTTTGGT
CCGGCTTCCACTGCTTACAAGTCCTTCGAGGAGGCGGCAACGATCT
GGGAAGAGTGGCGGTGGTGGTGGCGGTAGGAAACAGAAGAGTCTGA
GGTTATGCGACTCGATGATCCCGCGGAAACGCTACGGATCTAAGAA
CACGGATCAGGGTGTCTACCTGGGTCTCTCAAAGACACAGGTTCTG
TCCCCTGCAACTGCTATCAGTAGCAGCAGTGACAGCACTCCTTTGC
CCACTCCGGTGGCCCTGGTCCCCTCCCCTCCCGACACC

ACGTGTGCGGTCCCTCCGGCGCCGAGTCAGGGTCTCTCGTCGAGTC
TGGGTCTAGGTTAGATTTGGAATCGTGGAG

GGCGGCGTTGTGAGCTGGGGTTTGGGGAGGGTCTGGCCTTCCTGAG
GTTGAGGGGCAGTGGGAGGGCGAGCCCCCGTGGGAAGGGTATGGAC
TGCATAGGTCAGGGGGGCAGTGATCGTCCTGCGACTCCTGGCCGAC
TGCTGAAAGAGCTCACGCTCAACCCCATGTGTCTGA

CCCGGCCCGGAAGGGTGATGTGGCTGGACCAGCACCGGCCTCACTA
TG

AAAGGTTGACTTGCCCTACGGCGCTCCACCGCGCTCCAGTCCTCTT
GCGCCTCCTGCTCAACCCGCTCCTGACTGCCCCACGCCGCGTAGTT
CCAGCAGCAAAGCAGAAGGGTGCACCGGGAG

AGACTCTCGATTTCTCCTCCTACTCCTCCTCCGAGGAATTCTGCCC
CTTGTAACTGTTCTGCCCTCCCCTTTAAAGGTTGACTTGCCCTACG
GCGCTCCACCGCGCTCCAGTCCTCTTGCGCCTCCTGCTCAACCCGC
TCCTGACTGCCCCACGCCGCGTAGTTCCAGCAGCAAAGCAGAAGGG
TGCACCGGGAG

CGAACAGTATCGGGGCAAGAACCCTCTATTAGTTCCACTTCTGTAT
GACTTCCGGAGGATGACAGCACGGCGCAGAGTTAACCGCAAAATGG
GCTTTCATGTAATCTATAAGACACCCTGTGGTCTCTGCCTTCGGAC
GATGCAGGAGATAGAGCGCTACCTTTTTGAGACTGGCTGTGACTTT
CTGTTCCTGGAGATGTTCTGTTTGGATCCATATGTTCTTGTTGACA
GAAAGTTTCAACCCTTTAAGCCTTTTTACTATATTTTGGACATCAC
CTATGGCAAGGAAGATGTTCCCCTGTCCTGTGTTAATGAGATTGAC
ACAACTCCCCCACCCCAGGTGGCCTACAGCAAGGAACGCATTCCTG
GCAAGGGTGTTTTCATTAACACAGGCCCTGAATTTCTGGTTGGCTG
TGACTGCAAGGATGGGTGTCGGGATAAGTGAGTTGGTGGGGTGTAC
AGGCATTGCTGTCTCTGCCTTCAGGTTTATTACAGTTGCTTTTCTT
TTCTTTTTTATTTGTATTGCTTTCCCTGTTTTCCTTTACCTCCTCT
TTCAGCTAGAGTTCTGCTAAGGTCATTATGAAATACAGATACAGAA
ACTGGGTACAGTGGCACATACCTGTAACTTCAGAATTTGAAATTCA
GCATTGTGGCAGTTTCATCTTGAGTTCTGGGCCAGCCTAGGCTTCA
TAATAACTTTGAAGCTAGGCTGAGCTAGCTACGCAGTGAGATCTTA
TTGAAAGAGAGAGAGAGAGAGGGAGAATGAATGAACATGAGATAGG
GAGACCAGGGTCTGATCGTCTTAAATGTCCCCAGGAGTAACCCTGG
AAATGTAGGGGTTATGTTCTGTTCCTGTCTCCTCTTGCTGTTTCTG
TCTCCCCTTAACCTTTCATCCTTGTGTTCACCATTTAGATTCTACT
TTATTCTCACTGTATCTTACTCATGCTTTTTCTCACTACCTTTACC
TTATCCCCATCCTCTGTTATTGGTTGATTTTTGCCCTAAGGTAAGG
AGTCTCGCAGCAGCCATTGAAGGGGAAGGAACTGCGGGCGCGCGCG
TGTCTCTCTCCCTCACTCTCTCTGTGTGAAAGTGTGTGCGTGCCCG
AGTGTGCGCGCGCGGGTGTGTGGACTCGGAGGTGGGGGCAGCCGAG
TTAGTCCCAAGTCGTCGGACTCCATTTGCTATTCTTTTCTTTCTCT
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CCCACACCCGTGTGGTAGTGGGCGTTCGTCTTTGCGTCTCTTTTCA
TTCATCTCCAGACCTTTAGAGGTTTTTTTAGGGTTGGGGATAGTGG
GGAGGGCAGGCGAGGGGAAAGGAGGAGGAC

GCCCTACTCTTCCGGTCACGGTTCTCTTCCGACCTTGCGGGTGTTG
GGCAGTAGTCTCAAGCTGGGGTGCTGGCGCAAGAATGCAAGCACAT
CAGAGGGTGGTTCGTCCATGATCGGAGATGCCCATCTGACGCCGCA
GCCACCACGTGAGACAGAGCGCCGTCCCGGAAGGAAGCAGATTTCT
CGGTCCCGGAAGTGCTCAAAG

GCTCTGCCGAAGCAAGGTACTGTCCCTGCGCTGATCGCTCTGGAGC
TCTGGCTAGAGGCCTCTGCTGCGGTCACCGTCCCCGCACCGTGTCG
CGTGAGATCTCCAGAGGGACACTCCTGTTTGCCTTCTATATTTAAC
CGTGTACCTGAGATTTCCCCCGACACATCCAAAGTCCAAGTCCAAG
AGAGCAAGGCCCAGAAGGAGGGTCAAG

GCTTTCCAAAGATGAAACAAGGGGTGTGCATTTCAGAACAGTACTG
TGTAGCCACGTGCCTGTGGGGCTGACACGTGTCAAACTCACAGGCA
CTTTCAGGAACTTGTCTCTTCATGGTGGCAGTGCTCTGTGAGCATC
TGCCCATGCCTTGAATATTTACCAAAAGAATAAAAGCAAAAAAGAT
CATGACTGGACTGCCTTCTAGAGCTCCCCGGCCAATTTCAGTTGTA
AATTAGTGAGGGTGGCTTGCTTTTTTTTCTAACATTCCAGCAATTT
GCTGCTAAAGACTATCACTTTTGGAAACAAGAATTACAGGGGAGAT
GTGTGGGGTGTGACTGTAACTCGGTGTCTTGTCTTTATGCTTTAGG
AGCTAGCTCATTGCATCTGACCTGAGTATGGGAATCACTATGAAGT
CTGAGTGTCACAGGGAGGCCCCCGGAGGGCACTCTGTTCTTCTTCC
ACTGTGTGTGTAGCTGGTTCCAACCCATGGCTTAAACTTCATTTAT
GGTTTAACGTGTTAGAAACTTGCATCTTGTCTGTTTAATGTGAACT
GAGGTGTGTATCTCCAGTTTGAAAATCTCACGTTGTGTCTTACATT
TGCCTGAAGGAAGTGTGTGTTCTCTGTGGTCAGGGTGCATCTGGCA
GATGCTAAGCCTGGGCCTTCCCACACTATAGCTCACACTATGACAC
ATTCCCAGCCCTGCC

AGTAGTTCTGTACAAAGGGTGGGAATCGCTCCCTGAGGCCGGAATA
TGAGCGCAAGGTAGTGCCCAAAGCAGTTGCAAAACGAGGTCTCATC
CCTCCCTCAGCCTTCCTGCCATGGAAGTCTCCAGTTTCGGTAAATA
AGAGACTTGTGTAAGAAGAACTACCAATTCCAGCATGCATTGCGGA
ACGAAAGGCCTTCTCCACAGCATCTCTTGGAAAGTGTAGTCTTACG
GGAAAAGAGCTTCTCACACCGGAAGCAGGCACGAGTACCACAGGAA
CCCAGTCGGTACAGCGGAGACCTCCTCGCAGTTATGCGTCTTAGCT
GCTATGAATCGCAGCGTTCTGTGTTCGTGTTTTGTGCACAGAAAAT
AGACTAAAAGGAGCTGTGGGTTCCAGGAAGACTACAATTCCCGTCC
AGCCCCGCGATTCTCGGAAAAAACAAACAAACCAACCAACTTGAAC
GTGCTGGGGAGTTGCTGGGGAGTTGATGAGCCAGCGTCTGCCTAAA
TTTTACAGCTCCTAAGAAGGAAGAATTGCATTTCAGGCTGACCTAG
AACTCTTGGACTTCCATTACCATCCTGCATCAACTTCTGAGTAACT
GGGACTACAGCTCCAGCCAGACAGCATGGAACCACAGGTTACTCTA
AATGTGACTTTTAAAAATGAAACTCAAAGCTTTCTGGTTTCGGATC
CAGAAAATACAACCTGGGCTGATGTTGAAGCTATGGTAAAAGTTTC
ATTTGATCTGAATACTATCCAGATAAAATACCTGGATGAGGAGAAC
GAGGAGATATCCATCAATAGTCAAGGTGAATATGAAGAAGCACTTA
GATGGCTAACATTAAGCAAGGAAATCAGCTACAGATGCAAGTCCAC
GAAGGGTACCATGTTGTAGATGAAGCACTCCCCAAAAATGTGGTAG
AAAACCAAGCGGCTGCCAGGACAGGGAAGAAGCCACTTGCACATTA
TTCTTCACTGGTGAGAGTCTTGGGATCAGACATGAAGACCACAGAG

CTGGCATTTCCCAGAAGCCCCAGCGCCGGGAAGGAGTTTGCAGCTG
CTCGGTCATCGTGCGGCCCGACGCGAGCCCGCGCTGGTGTGCAGGC
CCGGCTCTGTGCCTGGTCTCTGGTGTGAGGGTTTACGCGAGGCCCC
TGCTTCGGTCCCCGGACTAGGCCTCGACCCCGGGCGLC

AAAATTAGCTCCACAGTAAGTAAAATAGATTGTTCCTCTCTTTTCA
GGTAGTTTGTACCTCCTTTTCAGGCTCCATGGAAGCCATCACCGAC
AGACGTCATCTCGCTCTCCAGAAAACGTGCCGCAGGGTGCAGGCCC
CGCCCCGCGGAAAGAAGGGCGGCCCTCCCTGGACGTGAAGCACGCT
GGGACTCCGGAGTCTCGAGCTTCCCGGCAGCCTCCGCGGCGGGCGT
GGTGCGTAAGGAGCTGACCAGCGGTGGCCGTTCTCCGTAAG
AGAGCTGATCTAAGAGGTGGCTATAAAGCCCTGGCCGGCTGCGGCC
CACCAGACGGTCCCGGGGAATTCGGAACTGCTCGATGCGCAGATAG
GGTTCAACCAGTAGGGCTTGGGGACCACTGGGGACCGCTGCCTCCG
CTTCTGGTTGACCTTCCCGGGGCACACGGTTGTGGTGGCGTGTGAT
AGCGAAGACCCAACTGTGGCCAAGGCTGACCAAGTCAGGCAGTGAA
AACTCGGGTACAGCGGCCAGACTGGCGGGATCCAGAGCGGTCAGGC
CAAGAC
GTCCTCGGAACTCGAGCGCGGCGACTCTGGAGGAGGAGGAGAAAGG
AAGGCGGAACGGAGAGGCGGAGACGCAGCCCGGCAGGGGCGGLGGL
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ACGGCGGGCGGCGCTCATAGTCCCGCGCCGGCCAGGGTGAGAAGAA
GGAGCGAGCAGGCGACGCCGCCGCTGCAGCCGCGGCGCATCCGATC
TCCGGGCCGGGCCGGGCCGTGCGTGGCCTCGCTGCCGGGAGACGCG
GCCCAGGGTAATTTCTCCAGAAAGAAAACAAAATTAATGCCTTGCA
TCCTGGAAGTTCATTTAGGAATCTGAAATTAGGGACTTCTTTAAAA
TTTGGAC

CAGACCTGCAGACACGCTGACGCCTGAGAGCACCGCCTGGGGCCCG
GAGCGGCTCGAGCAGCCTGAGTCCTGACCCCGGCCCGGCTCCCGCT
CCGGGCTCGGCCGGCGGGCGTAAGGGTGCGGCGGGGTCCGGGCCGG
GGGGATGTCTCGGCGGACGCGCTGC

CAAGCGGCAGATTCGAAGCCGGTTCCAGCTCAACCTGGACAAGACC
ATAGAGAGTTGCAAAGCACAGCTAGGCATAAATGAGATCTCAGAGG
ATGTTTATACAGCCGTGGAGCACAGCGATTCCGAGGACTCCGAAAA
GTCGGAGAGCAGCGACAGCGAGTACGTCAGCGATGAGGAACAGAAG
CCCAAGAATGAGCCCGAGGACCCCGAGGACAAAGAGGGGAGTCGGG
TGGACAAAGAGGCCCCTGCCATCAAAAGGAAGCCCAAACCCACAAA
CCAGGTAGAGGTCAAAGAGGAAGCGAAGAGCAACTCTCCTGTCAGC
GAGAAGCCGGACCCCACACCCGCCAAGGACAAGGCCAGCCCAGAGC
CTGAGAAGGACTTTGTAGAGAAAGCAAAGCCATCACCTCATCCCAC
AAAGGACAAACTGAAAGGAAAGGATGAAACGGATTCTCCCACAGTG
CACTTGGGCTTGGATTCGGACTCGGAGAGCGAACTTGTCATAGACT
TAGGAGAGGATCCTTCTGGGAGGGAGGGTCGAAAAAACAAGAAAGA
TCCCAAGGTGCCGTCGCCTAAGCAAGACGCTATAGGTAAACCGCCA
CCGTCGTCCACTTCGGCGGGCAACCAGTCTCCCCCAGAGACACCGG
TACTCACCCGCTCAGCCACCCAAGCACCCGCGGCTGGGGTCACCGT
GGCCGCCGCCACCACCAGCACGATGTCTACCGTCACAGTCACGGCA
CCGGCCACCGCCGTCACGGGAAGCCCGGTGAAGAAGCAGAGGCCGC
TCTTACCGAAGGAGACTGTCCCAGCTGTGCAGCGGGTCGTGTGGAA
CGCATCAAGTAAGTTTCAAACGTCCTCCCAAAAGTGGCACATGCAG
AAGATACAGCGCCAGCAGCAGCAGCAGCAACAACAACAGCAGAGCC
AACAGCAGAGCCAGCAGCAGCAGCCTCAGTCTTCCCAGGGGACGAG
ATATCAGACCAGACAGGCTGTGAAAGCTGTCCAGCAGAAGGAGGTC

GCACCGTGAGACACTGGGACCACAGCTGCTGCTCAACTGGGGAGTA
CAAATTGCCAAGGGTATGTATTACCTCGAGGAACACAGCATGGTG

AGTGCTGCTCCGGTACAGGGTCGCGCTCGCGTCTGTCCTTAAGGCT
CTCCTCGGTGTCCACGGCACCCTCTTTCCTTGCTTTGCAGCGATCC
TACTGCCAGAAATTCGCC

GGGCTGAAGGGTAGCAGACGTTTCCACAGCCGCCGACCCGCAGCTT
GAGTGTCCTGCACCACCTTTCGTGGAAATCTGAGCCGGCTGTACAG
CTTTCCTCCTTGTTCCTGCAGCC

ACTTTGTACTGTGGGAAAGGGTTTTTCAGTTCACTCGAAACAACAG
CAACCTTATCTGCGATGTCATATGTGTAACCCACAAGTTGATTCCA
AAGCAGTTACGCTGAAGGCGTAAGAGGACCAGGCTACGGGTTGCGC
TAGCAAGCTGAGCTAGTGGCGTATGTTAGCAGGCGGGGCCGGTCCG
ATGGTCGGGGGCGGGGTTGATGAATAGGGAAGTGGCGCAAATTCGT
GGATCGCTCCGCCAAGTCTGTTCGTCGAAGCCGCCTCCGCCGCCGLC
CCCCTGTCCCGGCCCCCCCCCTGGGTTCCCTCAGCCCAGCTCGGTC
CAGCCCGGTTCTCGGGAGA

GCCCGCACCTGCCGCCGCACCGCCAGCTCCCTGTGCCGCGCACCGC
AGCCTGGGGCCCAAGGGCCCGCATACTTTCTGGGGGCCACGCCCTA
ACGGCCCCTCCACTTCTTTGGGTAGTCTCGGAGCACGCCGGTAGGA
ACCGCCCGGCCTTCGGGGACCGCTTTTGTCTGGAACCAGTCCTTCG
GGCGAAGCCGGTTCCCTCTGCTGTGAGAGTGTCGCTTCACCGGAGG
GGACGATTTGTGTTTACCTCGGTTAACAAGATTTGTAGTTACCCGG
TCCAAAAAAAAATCTTTTTCTCCTTTGGGTGACTTAAATCTCTATC
CAAATTTTCTTGTGTTGCTGCTCCCCGGATTTTTGTTTTTTTGTTT
TTTTGCTTTACTGTAGGGTCGCCCTCCCGGCGCGTCCCGTCTTTTC
TGAGACAAGGAA

TGACATACTGCCGAAAGGTTGTAGGGCAAGAGGGTGTCTCCCCCAA
ACGGCCCGACCCTCCTTCGGCCTCTAC

TTTAGTCTTCCGGTCGCCATGGCGACCGGGCGCCTTGGGGTTGGCG
AGACGCTGGAGGCCCTTAATGCAGCTGTAGGGCCTGGTAGCCCAGT
GTGGTTTAAGGAAACCCATGCCCGGCACCTTCGTGTTCGAGACTTC
TTGGCACCGCGAAGCGCGCTACAGGCGCGCTTCAGGGACGGCCAGG
TGCCAGAGTGCGTGTTCCGTGCGGTCTCCTGCCTGCAGGGTCCCGG
AGTGGCCCCTGTACTGCGCTGCGCGCCGACACCCGCGGGTTTATCG
CTCCAACTACAGCGGCCCGCTGTCTTCGAACATGTACTCGGTGCCC
TGGCCTCCTATGCTACTCCCGCCAAACCTGCCTCACCAGGCCCGCG
AGTTGTCCTACACTGCCCAGCACTGCGCTGTAATTCGGGGACGCTC
CGATTGAGCCAGCTGCGTGCCGTGCTCGTAGCCGATCATCTAGTAC
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GGGTACTGCGTGCTCATGGGGTACGTGTGTGCTCAGTGCCCCCGGT
GCGGGACCCTCACATGTCAACTTTCCTCCAGAAACTTCGGGTGGAA
TGGCCCACTGCCTCGAAGAGCACCTCGACCGAAACACTGAGAACCT
GTGTTCTTGCAAACCTTAATGGTTCTAAGGAAGCGACGCTGCCCCC
TGGCGTCCTAGGCCGACTGTGTCTGAAGGAACTGGTAGAACAGAGA
GGCACTGCTGGCTATGACCCCAGCATAGACCACTGTTTGGTGACTG
AAGATGTGCTCTCTGTGCTCTCGGAGCTGCAGGAGGCTGTGCGCCA
CTGGCCAGAGGGCGGCCACCCAGGCCGGCGTCCAGATGCTGGTGTA
GATGACTGCGTGGTTATACACGTGGTTAGCTGTGAAGAGGCATTCC
AGCAACAAAAGCTGGATTTGCTCTGGCAGAAATTGGATGACCGGGC
TCCTCACAAGCAGAAACACCTGGTGTGTGGTCCCGTGAAAATGGCT
GGTGTACCCGGCACCCAGCTGACTGCCCCTCAGTACTACAGGCTCA

TCCCAGGGTTTTCGTCTCAGGTTTGCTCCGCCGCCACTTTGAACCC
AGATTCGAAGCTGTCCCCTGGCCGGACTTTGCCTTCGCC

GCGAGCGAGAGAGCAAGCAGCCAGCAGGCGGGCGGGCGGGTGGCCG
GCCGGCACGGAGGGAGGGGACGAGCAAGCGGTGAGCAAGCCAGCGA
GGGTGCCCGGGTCCCGAGGGCAACGGAGATTCCTCAGGCCCCTCCG
GTGCCCTCCCCGGAGCCCAGAGCACCTCCGGCACCCAGCGGAGCGG
ACACGGCCCGGCCTGGCC

CCCAGCTTCCGTGGCCCCTCGGCCCTGAAACTTGAAGCAGGGTAGG
GGTCCAGC

AGTGACGAGAGGCTTTGTCCGGTTCGGCGGTCTTTCTGTGAGGGTG
TTTCGACGCGCTGGGCGGTTTGTGCTTTCATCACATTTGTTAACAG
GTCAAAATGCAGATCTTCGTGAAGACCCTGACCGGCAAGACCATCA
CCCTGGAGGTGGAGCCCAGTGACACCATCGAGAACGTGAAGGCCAA
GATCCAGGATAAAGAGGGCATCCCCCCTGACCAGCAGAGGCTGATC
TTTGCCGGCAAGCAGCTGGAAGATGGCCGCACCCTCTCTGATTACA
ACATCCAGAAAGAGTCAACCCTGCACCTGGTCCTCCGTCTGAGGGG
TGGCATGCAGATCTTCGTGAAGACCCTGACTGGCAAGACCATCACC
CTGGAGGTGGAGCCCAGTGACACCATCGAGAACGTGAAGGCCAAGA
TCCAGGATAAAGAGGGCATCCCCCCTGACCAGCAGAGGCTGATCTT
TGCCGGCAAGCAGCTGGAAGATGGCCGCACCCTCTCTGATTACAAC
ATCCAGAAGGAGTCAACCCTGCACCTGGTCCTTCGCCTGAGAGGTG
GC

ATAAATAGCGGCTCGCGCGGCCACTGAGCTCAGTGACGAGAGGCTT
TGTCCGGTTCGGCGGTCTTTCTGTGAGGGTGTTTCGACGCGCTGGG
CGGTTTGTGCTTTCATCACATTTGTTAACAGGTCAAA

GAAGCGGAAGGCGGCGCCACCTCGGCGGCGGATTCGAGGGTTTGTT
GTCAGTCGTGTCAGCTGGTGACATGCC

AGCCCTGTGGACCCACGTGTGGAGCTGCCGGCAGGTACCGGGGAGC
GGCGGTTCGGCTGCCGCGGTTCCGGAGAGGGTGTCCCTGCCTCATC
ATG

TGGCACTCGGCCTCTAAGCTCCTGGAGTTGCTGCGTCCGCGCAGTC
CGGAACTGCGGTGTGGCCCCAGCCGGGACAGAGAGGGTCCGTCGTA
ACCTGTTGAGTAACT

AGCTGAGACCGGCTGCGCCAGGCAGTGGGCCCCCGGGTGACAGCGG
CTGGAGGTGGCCGAGGAAGCCGGCGAGGTCAGGGTGACTCCTAGAA
ATCCACATAGCCTACCTGCATCTGATGAAATCAGCCAGCCAGCCAA
CCAGCC

TGTGCTCTGAGGGAGGGTCGCGCCGCCAGCCACCGCCGGAGGAGCC
CCTCGCGGCGTTGTAAGCATCAATA

CGCGTAGCTGGCGGACCCGGGGACTGCTGGTCTGTGTGCTCTGAGG
GAGGGTCGCGCCGCCAGCCACCGCCGGAGGAGCCCCTCGGGCCGTT
GTAAGCATCAATA

CCAGGTTGCTGGCTTCCTTAGTTTCTCGTCTGGCATATATTAGTCA
AAGGGAGCACAGAAAATTCAGTCTTCTTGTTCCCTAGATCCCGAAG
TCCCTACTGTTCTGCCTCTCTCAGATTTTTATATCTTCTTATATTT
TTTTTTCATGTCTATTTATTATGTGCCTACATGTACCATGCTGTGC
ATGTCGAGGCCAAAGGACAGTTTGCAGCAATTGGTTCTTTCCTTTC
ACCACGTGAGGTCCCAGATCAAACCTCAGTCAAAGGTAAGCACCTT
TACCCACTGAGCCATCCTGCCAGCTCCCTCCCTTCGTATATTTAGA
AAAAGCTTTCTATATCTGCTTACATTATTTTATCCAGGGTCTTTAA
TTATACTTTGTAGAAATAATAGGGAAATGGACAACTTTGTTCAGTA
AAGTGGCAGACAGACAAATGTACATTTATCTGTTTGTGTCAAATAC
AGAACCATTGACATGTGTTTCATGTGATTTTCTTGCTGTGTTCATG
AAGACTTGGAAAATACTCTATTTAAACTGGAATCATTGTTCATGTT
ATTAACAAAACCTTTTTCTCTTTAGGAAATAATGCAAAAGGTGTCT
CAAGGCTCCTGACCAGTGAACAGAGATTTGAGAAAGACAGCCAAGC
TC
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GCGATCACTGAGTGGCGGCGGCTGCTGATTGTGTTCTAAGGGTCGG
AGTGGGGTCGACGTTTGCTCTACCGGAACAGCTTAGCTCATTCCTC
CCTTTCCATTACCTGTGGCGCGGAGAGTTGGGGCGGCGGCTGCGTC
AGCAAGGGCGGTGGTGGCGGCGGCGGCGGCGGCAGCTGCAGTGACA
TGTCCAGCATGAATCCCGAATAT

AAGGGTCTGTGGAAGCTGGGGGGGGCGGGCTTACTGGCTACCCCTT
CTCCTCAGACTGCTCTCCGGCTACAGCCGTCGCTCTGGCCTCCACG
GCGTCCCCTCCGCGGCGGCCGGAAACACAGCGGGGCGGTTGCCTGA
GGTGCGGTCGCCGGGTCCCCGCACCTTCTAGGGCCGCGGCAGCGGL
GTTTCCCTCGGAGGCCGCAGCCCACGGGCCGCCGCG

GGTGGGGCCTGCGGGCGGCAGGGACCTGGCCCCGGCCTGGATCTGG
AGCCGGGAGGGCGGAGGCTCCCAGCCCGGACCGATGGGLCGGGGCCC
AGGTTCCCACAGAGATCAGCCTCCCGGGCCATGTTGGTGTTAAAGC
CTGTTTCTTCTCCTGAGCCCCGGCAGAACACAAGTGGACCAGTGGA
TGACTTCTCTTGTCTGAGCAAGAGATGGCCTAATCCCTGCAATCTC
TCTACCACTGGCCTCTGAGCTGTAAAAGCCAGCTGGATGAAGGGAT
GTAACACGCGCCTGGGAGGGACACTGAAGTCAGGAGTGGGGGGGGA
GGGGCCCGGACACACCCCTTCCCCCCCCAGACTCCTCCCCATCAGG
GTGCACGTGGCCATGGACTTTGGACCTGGATAAGTGGAGAGAAGCT
GTACTTTGGGGGATCTGATTCTCAGTTTTGGAAATGAAGTATTAGG
TTGGGGGAGGGGGCGGGGTTGATGATCTTCAGGGAAGCGACAGAGA
GAAGAAAAGAAAGGTACATGGCTTCTTCCTACTCTCAGCCTAGAAG
AATAAACCCTTAGTGTGGGGACCTGAGCCAGGCAAGCCAAAGGCAG
CCTTGAGCCCTCCCTCCCCTGCCCTCCCCTGCGGGGGCCAGG

TCTTTCTTTTTCTCCACAGGGTCGTGGTGGCAGCCGCTGTGGTGCT
TGGCTCTCTGAGCTATCCGGTGCCATCCTTGTCGCTGCGGCGACCC
TCGCATCAACTGCAGCC

AGGAGCTGAGAAGAGCTGGGGCCCTGGCAGCCATAGCGCTTTGCAC
AGCCGGCTTGGAGCGTGTAGGACGGGCACGGAGCAGGGTTGCGTTC
TCTGAAGTCGCAGACCTGTAAGATCTGGAT

GGCGCTTGACACCCGGAGCTCGCGGCCGAGGGTACTTGTGGAAGGC
TTCAGGACAAA

ACCCTAGGGCTTTGTCTACGAGTGGCAGGGTG

GCGCTCTCCAGGAATTCGGCGATCCACTTGCCTCTGCCTCCCTAGT
GCTGGGATTAAAGGCGTGCGCCACCACAACGCGTTTAGTCCCTTTC
ATAAAGACCGGAGGAACAGACGTTTACGGCCAGCTCCCGAAACCAA
GTGAACTGGAGGCCACCCTGCACCAAGGGTTGGAACCTTTTCACAA
AATCCACGCTCCTAATACAAGGCAACTCTGAACCAGTGCA

TTTGGGCGGGTGTGCCCTGCTTGGCGGGCGAGCGGTGGCCGAGGTC
CGACGCCCTCAGGGTGGCCTTCGTGTCGTGACAGCCGCGGCGTGTA
GCTTCCCCGGGGTGACCGCGACTTGTTGGAGATCTG

TTCTTCCGCCACCCGGATATGAGCCGTTCTCGCGAGAGCCGTCCCT
CTTTCTAAGCCGGCGATCCGTCAGGGTGAAGCC

CCACAGGCAGAGCCGCCTGAAGCCCAGCGCTGAGGCTGCACTTTTC
CGAGGGCTTGACATCAGGGTCTATGTTTAAGTCTTAGCTCTTGCTT
ACAAAGACCACGGCAATTCCTTCTCTGAAGCCCTCGCAGCCCCACA
GCGCCCTCGCAGCCCCAGCCTGCCGCCTACTGCCCAGCAATGCCCT
CCAGCGGCCCCGGGGACACCAGCAGCTCCTCTCTGGAGCGGGAGGA
TGATCGAAAGGAAGGAGAGGAACAGGAGGAGAACCGTGGCAAGGAA
GAGCGCCAGGAGCCCAGCGCCACGGCCCGGAAGGTGGGGAGGCCTG
GCCGGAAGCGCAAGCACCCACCGGTGGAAAGCAGTGACACCCCCAA
GGACCCAGCAGTGACCACCAAGTCTCAGCCCATGGCCCAGGACTCT
GGCCCCTCAGATCTGCTACCCAATGGAGACTTGGAGAAGCGGAGTG
AACCCCAACCTGAGGAGGGGAGCCCAGCTGCAGGGCAGAAGGGTGG
GGCCCCAGCTGAAGGAGAGGGAACTGAGACCCCACCAGAAGCCTCC
AGAGCTGTGGAGAATGGCTGCTGTGTGACCAAGGAAGGCCGTGGAG
CCTCTGCAGGAGAGGGCAAAGAACAGAAGCAGACCAACATCGAATC
CATGAAAATGGAGGGCTCCCGGGGCCGACTGCGAGGTGGCTTGGGC
TGGGAGTCCAGCCTCCGTCAGCGACCCATGCCAAGACTCACCTTCC
AGGCAGGGGACCCCTACTACATCAGCAAACGGAAACGGGATGAGTG
GCTGGCACGTTGGAAAAGGGAGGCTGAGAAGAAAGCCAAGGTAATT
GCAGTA
CCACAGGCAGAGCCGCCTGAAGCCCAGCGCTGAGGCTGCACTTTTC
CGAGGGCTTGACATCAGGGTCTATGTTTAAGTCTTAGCTCTTGCTT
ACAAAGACCACGGCAATTCCTTCTCTGAAGCCCTCGCAGCCCCACA
GCGCCCTCGCAGCCCCAGCCTGCCGCCTACTGCCCAGCA
GCTCCTCGGCGATGACGTATATGTTGCGCAGGCGCAGGGTGGGGAG
ACCTTGGATAAGTCTTACCAGGCGTTCAGCGGAGGTGAAAACCCCT
GGTTGGAGGGACGGGACCGAGGGACG
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TAGGGTTAGAGAAGACAGTTGGTACAGAAGAAAGGAGACTGAGAAG
GACTAGAGAGGAGAAGGCAGTTGGTGAAGAGAATGAACAGTGAAAA
GAAAGGCTGGTGAGCCAGGGAAGCTAAGCTGAGCCAGAAAAGATCC
TACTGTTAGGAAACAGAGGGAGAATCCATGAAGAACTCACACAAAA
TAGCAGGAAAAAAAAGACATAAAGCTTCATTTATAGAAAATTAAAA
TTGCTGGGCAGTGGTGGCATTCGCCTTTAATCCCAGCTCTCGGGAG
GCAGAGGCAGGCGGATCTCTATGAGTTTCAGGACAGCCAGGGCTAC
ACAGAGAAACCCTGTCTTGACCCCCCATCTTCCCCCCCAAAAAGGT
GAAACTAAAAATTTCATCTGTCTTCAAATGGTTCCTTTAAAACTGC
ACTCAGGAAACAGGCATCAGGGCATATGCCTATACTGCCAGCTCCT
AGGGCCTGGGACAAAAGGACTGAGAATTTAGAACAATCTTGGCTAC
ATAGTGAGACTCTCTGAAAACAGATAAAGTCCTTCAGACACGTTCA
GACATCTGGTCAAGGAAGCATCAGAAGAAAACAAAAAGCTGAGTCG
TTACTTTGAAGTCCGTGTCTTGGCTCGTGAAACTAGAAATG

GTCTCCCCATTTGAGAGAGAGAGAGAGAGATGGAGGGTATGGGCTA
TGGACCTCGGAGGGCTCCGCCACTGACCTGTGTCCCTCCACTGTTC
CACTTTCCTCAGCGTCCTGGC

AGAGAAGCGGCCGCGCGGCAGGGTCCCAGCCGCGGGGGGCACGGCG
CcT

GTCTGACCTAGTTCACCTGAGCGGGGCAAGGGATATGGTGACCCCG
GCGCGGGGTGCGACCTGGCAAGACCAACAACTTCACGCAAAACGCA
GGGAGGGTCCGGCCCAGCGCTCGGAGGCTTTCGTGGTCAGAAACAA
GGCGGAGGTGCTGTCCTTAGTTTCAGGCCAGTGAAAACCTGCCGGG
CTTAGACCGTC

CAGAGTGGCAGTGGCACTGGTCGTAAAAAGAGCATTCCCTTGTCCA
TCAAAAACTTGAAGCGAAAACACAAGAGGAAGAAGAATAAGGTCAC
CCGTGACTTCAAGCCTGGAGACAGGGTGGCAGTGGAGGTTGTGACC
ACG

AGAAGCAGGCGCCAGAACACAACCGGAGTCCCTGAGGCTCCAGAAC
AGAGTCAGGGTGAGCCAGCCCCAGCCCAGCCCCAGGTTCTGGCTTC
CTCTCTTGCTTCTCCCTCCTTTGGTTGCAGCCAGCAGAGCCCACTT
AAACTCCGAGGTGACTCCCAGCTGTGTTGGCGAC

CTTCCGGCGCTTAGGGTGCGAGAACCAGGTCCGGCCAGCTAGGCAG
CGGACTGTAGTGTAACCCCAGAGCTCACCTGAAAACCCTGAAAACT
AACGTTTCCTCCACGAAGCAGTTTGGGCGCC

GAGCCAGGAGGCAAAGACGCTCATCCCAGGCCCTCTCCGCGTGGCC
TCACCCTCAAGGGGACCCACAAGCGCAAACTCAGTGCCTAGCGGGC
CCACGCCAGACTCTCGCCCAGAGGCGCTGGGCCCAAACCCCGGAGG
CCCAGGAGAGGTGGCTCCGGAGGAGCCCTGCGGACGCCATGCTAAA
AGCCAAAATGGCTGCCCCAAGGATGCCCGCAGCGCGCCGCCCGTGA
GGAGGGAGCCGGGCGCGCCGTCACCGCTCGCCGGCCGGAGCGGCTC
AGGTTCCAGCTACGGTCATCCAGTGCCATAACTTTTAAAGGATATT
GCAAAGAAACTGGGAAAGGGTGAAAAA

GCGGCAGCGGCGGCAGCGGCAGCGGCAGCGGCGTAGGGGGCCCAGG
CTGCAGGGTGGCAGCCCGCGGCGGGCTCCAGGTAACCGAGGCGCCG
CGCAGTGCCGAGCCGGCCGCCCGCCGCCGAGCT

GCCGCGGCCACGCCGAGCGCAGCAGGCGCCACGCGCAGAGCACACG
CTCGCACTCCAGCTCCGGGCCTCCGCCGTTCATGACCGTGACCCCG
GGCGCAGGCTCCTCCAGCCCCTGCCGCTGGCTCTTCGGCCACTCCC
AGCTGCTGCAAGGGTCCCCACCTCCCCAAGTGCTTTGAAGCTAGCC
TGAGCCCCCCTGCCCGCTGCCCGCTCGTGGCTGCCCGGCTCCGCTG
GCACC

CTGGGAACTGGCTCCTCACCTCCTGTCTACTGGCTCAGAGTTTGTC
AAGCCCTGAGTGTCAGCCGTTGTCATGCTGCTCTTTACAGTAGGCA
GAGTCCACACCATGAGCTTAAACCTCCCAGCACCATGGGGTTTCTA
ACTACACCTCCCAATCCTTCCACAGAGCCTGGATTCCTTCTGAAAA
CATCCAGGATATCACGGTCAATGTTCACCGACTGCACGTGAAGCGC
AGCATGGGCTGGAAGAAGGCCTGTGACGAGCTGGAACTGCATCAGC
GCTTCCTCCGTGAAGGAAGGTTCTGGAAGTCTAAGAATGAGGACCG
AGGTGAGGAAGAGGCAGAATCCAGTATCTCCTCCACCAGTAACGAG
CAGGTGAGTCGCCGGTGTCGGTAAGAAGGCGCTGCTGATTCGGATT
CTCCATGTACCCTCCTCACTGTCATAAACAGGTTTTGACATCTTCT
TTCCCTTTCCTACAAACATCTGTAAAGTTCTCTGCACAAGTAACCA
AACCAGTGCAAAGATGTGAGTGGGTAGAAGCAACCTGGAGCCTGAC
CCAGCTGGTGGGAGGAGAGTAAGTGCGCCGCTCGGCTCTGCGGGTC
CGCTGGCTTTCACCACCAACCCACAGCAATAACGAAGCAAGGGGCT
GCTGAGTGGATGGAAGGACTCCCTTCTCTCCTGCGCGTCCACTACA
AGTATTTTCAACACAGAGGTATTTCCGTGTGTGCCAAGTAATAAGA
TATTACTTTTATAATGCCCACAGCTGAAGGTCACTCAAGAGCCAAG
AGCAAAGAAAGGACGACGTAATCAGAGTGTGGAGCCCAAAAAGGAA
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GTAAGTTGCCCGCCTCACAGTGTCCAGGTGGCAATCGAAAGAGGAA
AGAGTCTCAAAGTACGCTCAAGACAGTCAAGTAATATCCGTCAAGT
TAAGGCCCAGTCTCCCGACTCCTGTCGTTGTGGACTGCTGCTCGAC
CAGCACGCCAGTGCACAGTCTCCGTCCCCAGTAAGCAGCCGGGGAG

CTCCAGGGCCTTGTCCCTAACTGCCGAGGCGGTCAGGGCTGTCATT
CCTAGGCGCTCGGGAAGGTATCGAGGGTGGAACGTCACTTAGGAAG
GGTGTTGGGTTCTGCGTCTTCAGGATAGATGGGAGGCTAA

GGTACAGGGTCCCCATTACTTGAAGGATAAGGCTGGCACGGCTCCG
ACGTCTGTGTGGAAGCTTCTCCCTCCCTTCTGAGCTTCTCTAGACT
CCTTACAGCGCACGGCACAGAATTTCAGTTTCCTAAG

GGTACAGGGTCCCCATTACTTGAAGGATAAGGCTGGCACGGCTCCG
ACGTCTGTGTGGAAGCTTCTCCCTCCCTTCTGAGCTTCTCTAGACT
CCTTACAGCGCACGGCACAGAATTTCAGTTTCCTAAG

CAACGCTGTCGCTCGGCCGGGGCAACCCATGACTCGCCGGTGGCCT
TTGATGTGACAATCTCCCGGCGGCTGAGGGAGCAGGGTTTGTGTTC
CGTGTTGTCCTCCTCGTTTCGAGCAGTTTCCCTGCCAGTCACAACC
CGTGTCAAAATGGTGGCCTCCTGGGTTCCTGGAGTTGTGCTTTGTT
ACATGGGGATGTCAGCTGTTTTCTCACAAGGACTCGGGCTGTTAGA
GCTCGGAGTGTTAGTTGTGTGAGGGACTCGGGGACGGGAAGTTGTC
CCGGGGAGGAGTGATGCTAAACCTGTAGGGTTGTTGTGTGTTTTCT
CCTTTTCTCTTTCAGAGCTGTTGCGCAGCCATTGGTACCTGTATTG
GGGAAACATAGCATACAAGCAAGAAGCTTACAGCCTCAGTGGCGAA
AATTTTTTCATGTCAGAGACCGAGAACTCTTGCAGTCGTTTATGTC
ATCCCTTCTTCTCCAGACAGAAGATACCAAAAAGTTGCAATCAAAG
ATCTCTTCATCTTATTGATAAAGTCACTAATAAGCCAAA

CAACGCTGTCGCTCGGCCGGGGCAACCCATGACTCGCCGGTGGCCT
TTGATGTGACAATCTCCCGGCGGCTGAGGGAGCAGGGTTTGTGTTC
CGTGTTGTCCTCCTCGTTTCGAGCAGTTTCCCTGCCAGTCACAACC
CGTGTCAAAATGGTGGCCTCCTGGGTTCCTGGAGTTGTGCTTTGTT
ACATGGGGATGTCAGCTGTTTTCTCACAAGGACTCGGGCTGTTAGA
GCTCGGAGTGTTAGTTGTGTGAGGGACTCGGGGACGGGAAGTTGTC
CCGGGGAGGAGTGATGCTAAACCTGTAGGGTTGTTGTGTGTTTTCT
CCTTTTCTCTTTCAGAGCTGTTGCGCAGCCATTGGTACCTGTATTG
GGGAAACATAGCATACAAGCAAGAAGCTTACAGCCTCAGTGGCGAA
AATTTTTTCATGTCAGAGACCGAGAACTCTTGCAGTCGTTTATGTC
ATCCCTTCTTCTCCAGACAGAAGATACCAAAAAGTTGCAATCAAAG
ATCTCTTCATCTTATTGATAAAGTCACTAATAAGCCAAA

TTCTGAGGAGCGGGGAGAGAGAGAGCGCGAGAGAGAGCGAGCGCGC
GGCGCGAGGACCTCGGCCCCGCGCGACTTCTACACAGCGGLGGCCT
TCTCGTGCGCACCCGCGGCCCCCAGCATGTCGGCGGCGGLGGL e
CGCTGCGGAGGGAGAGGACGCCCCCGTGCCGCCCTCATCCGAGAAG
GAACCCGAGATGCCGGGTCCCAGGGAAGAGAGTGAGGAGGAGGAGG
AGGATGACGAAGACGATGATGAAGAGGACGAGGAGGAAGAAAAAGA
AAAGAGTCTTATCGTGGAAGGCAAGAGAGAGAAGAAGAAAGTAGAG
AGACTGACGATGCAAGTGTCTTCCTTACAGAGAGAGCCATTTACAG
TGACACAAGGGAAGGGTCAGAAACTTTGTGAAATTGAA

TGGATGTGGGCAGCGGCGGCCGCAAAGACCTCGGGACTCACGCGCA
ATGTGGCAATGGAAGGCGCAGGGTCTGAGTCCCCGGCAGCGGCCAC
GGCCGCAGCACCCGCAGCGCCCGCCGTGTGAGCGGCAGCAGCGGGT
CTGTCACCCGGAGCCGGAGTCCCCGGCGGCCAGCAGCGTCCTCGCG
AGCCGAGCGCCCAGGCGCGCCCGGAGCCCGCGGCGGLCGGCGGCAAL

GTTTGCAGGCCCTGGAGCTGGTCGCCGCGTTCCCAGGATCAGTCAC
TCCGCCGTAATGTGGGGAGGGTGAGAGCTCTACGATGTCGCCCTAC
TAGGCTGCTTCTTCAGGCTGCCTTCTCCCCCTGCTCCGGGACGCGG
TGGTGGCGCCGCGACCCCGCCCTCGCGCGCGGGTCCTTCCCTGGGL
TAGCACCCTTCTCAGGGTGCCAGACCCCGCCCCAGCGTCAGGCACC
TTCGCTGCTGCGGTCCGTCGCTGCCGGGGTCCCAGCCTTCTAGGGC
CGGGGCCTCCGGGGCCGCGGCAGGACGGGGAGAAGAACT

GGAGGGTGGCGTGTGCGGTCGGGAGGCCAGAGCTTCGAGCCATCCG
GGCTGCGGCTCCGCTGAGGGACCGGTGGTGTGGGCCGGGATCCGCG
GGGCTGAGGGACGCTCAGGAGCGGCGAGGCTCGCGTCCGGAAGGAA
GACCCGATAGAAGGAACATGACATCTAGAGGCAGCGAACTTGTTTC
CGATTCATGCTTTATCATTTCTTAATTTCGTATGTTGGGAACATCC
CTGCAAG

GAGAGGGTGGTGCTGGAGGGTGGGAAGGCAAGAGCGCGAGGCCTGG
CCCGGAAGCTAGGTGAGTTCGGCATCCGAGCTGAGAGACCCCAGCC
TAAGACGCCGCTGCGCTGCAACCCAGCCTGAGTATCTGGTCTCCGT
CCCTGATGGGATTCTCGTCTAAACCGTCTTGGAGCCTGCAGCGATC
CAGTCTCTGGCCCTCGACCAGGTTCATTGCAGCTTTCTAGAGGTCC
CCAGAAGCAGCTGCTGGCGAGCCCGCTTCTGCAGGAACCAATGGAG
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CCATTCCGTAGTGCCATTCGGAGCGACGCACTGCCGCAGCTTCTCT
GAGCCTTTCCAGCAAGTTTGTTCAAGATTGGCTCCCAAGAATCATG
GACTGTTATTATATGCCTTGTTTTCTGTCAA

GCAGAGCTGCAGAGCGGGGTCTCCCGGCCCTCTGCGTCCTAGCTCT
CCGCACCTAGCCCAGCCAGACAGCAGCTCATTCTCTCGGCGCGGCC
CATAGGGCCCCAGCGGTCGGCAAGCTGGCTCCCCGAGTAGCCACCG
GGACCCCCGAGCCCAATGGCGGGGGCGGCAACAAAATCGACAGCGC
CGTGGAGATCGCCCCCGGCTCCAATGGAGCAGGTCGGGAGCCTCGG
AGATGCGGTCCCCCCCGAGCAGCTGCAGGGTGAGCGGGAGCGCCGG
CGGGAGGGGGAGGGCGACGCGCTGGGCAGCAGCCTGTCGCTGGCCG
CGCCCCCGGGACCCCTCAGCTTCGAGGCTCTGCTCGCCCAGGTGGG
GGCCCTGGGTGGCGGCCAGCAGCTGCAGCTCGGCCTGTGCTGCCTG
CCCGTGCTTTTCGTGGCGCTGGGCATGGCCTCAGACCCCATCTTCA
CGCTGGCGCCCCCGCTGCACTGCCACTACGGCGCCTTGCCCCCCAA
CGCTTCGGGCTGGGAGCAGCCCCCCAACTCCAGCGGCGTCAGTGTC
GCCGGCGCGGCCCTAGCAGCCAGCGCCGCCAGCGGAGTCGTCACCA
GTACGGACCCCTCGTGCAGTGGCTTCGCCCCACCAGACTTCAACCA
CTGCCTGAAGGACTGGGACTATAACGGACTGCCCGTGCTCACCACC
A

GGAGGTGCTGGAGTCAGACGTGTCAAGTTCGATAACACTTTTGAAA
AACCTCCAGGAGCAGGGTG

GCTTTTTGGACGCTCAGGGTGTTCTTGGGGCTGGGGTGGCAGGGGC
TTTGAGGGGTCGGACGTCACCCACAGCCTGGCGCCAGGGGLCTCCCT
TAGTGGCCGCTGTGCGGCGAGCGGGCCGAAGTCGCGTTCTCCTGCA
AGCCAGGTTTTCACACATCTTCCGGAAGAGGAGCATCCTTCTTCTC
GGAGCCGACGGTACCGTGGACCATCC

CCCAGTGTCCCGTCGCAGCGGCCACTCGGAGCTCTCGGTACAGTGC
AGAGCCAAGGGTCGGGCGAGCGGTCCGAGGGTCGGGGCGGCCAAGG
AGAGGGGCAGGAGCAGCGGACCCAAGACGAAGCGAGCGACGCTCTC
ACAAACTTCCACGAGCGCCGGAGCT

CAAAGCAAAATAGGTGTGTATTTTGGCTTTGGTTTGCTTTTTAAAT
ACAAGAGCAAGACAGAATCTAACTGTTGAGTCTGAGGATGTAGTGA
GTAGATGAAGTGCCTTTCCGTGCTGCTCTGTGACTGGTCTGAAGGT
AAGTTGGTTGTATTGTTGGTAGACTGTGCCAGGCTTCTCCCAACAG
AGTAAAAGTGATTTGGCCCTGCACTTTAATGGTGGTTACTAAGTTC
TTCTACATTCTAGCTTCGAAAGGGGGTGGCACTAGATTTTGTCATT
CTGAACTCTGGTCTCAGTGTAGCTCCTGTCAGCATATCATTACAGA
AGAGGCAGGAGTTTGGGGTATTGGAGGGAGCTCCCATAGGGTAATC
ACAAACCAAGATGCAGGGCCTGCCTGTGTCCTGAGTGGCACTGATC
CTCTTTTACTCTGTTGGGATGAGTCTTTTTTTTGTACCTACTCAGG
GCAGTTACTAACTTCATCTTCTCCCCTCTTGCTGTCATCTGCATTC
GTGCTCTCCACCTCTTGGCATGTCTTTACCTTCTCTTTCTCTGCCA
CATCAACCTACACAATGTCTCCTCATTGACGTGGAAGATGTGGAAG
ATGTCAAGTTTGTCATCAACTACGATTATCCAAACAGCTCAGAGGA
TTATGTTCACCGTATTGGCCGAACGGCCCGCAGCACCAACAAGGGC
ACTGCCTATACTTTCTTTACCCCGGGCAACCTGAAGCAGGCTAGAG
AGCTGATCAAAGTATTGGAAGAGGCCAATCAAGCCATCAATCCAAA
ATTG

AGTTTAGGGAACAGGGGGTGGAAGCGGGAAATGCGAGTGGGCGTGC
CCGCTTGAAGGGTCGAAGGGCGTGTTGTGCGTGATGACGCAACGTC
GCTGATTGGGCGAGAGACAAGGAGCCCGCGTGGACGTGGTGCCCAC
CTTCTGCTGTCCCAGTGGCTTGCCCGCCTGCGGTTAAGTGAGCAAA
CCAAC

CTGAGATCGACGCTGTCTACCACCAGTTCCTCCTCAATTTCGAACC
GCCCTTGTCCCATGGCGCTGGAGCCTCCCGGGTCAATGTGAAGTGA
CTTCTGCTCCTGATCCCAAGCCTGTGCTGGCACCTCTGGGTGAACA
GGGTCAGATCCCCGCTCGTGACGTTAATGAAGCCCTGGTCCTTTAG
GGGCTCTGTGGAGTTACACCCCAGGCCACCCCCTTCCGAGTTCTGA
CAGATTCGCTGGAGCTTCAGAGAGTGGACCTACAGACAGAAGGATT
ATTTGGGTCTGGCGGCTCAGGGGAGGAGGAGGGCTCGGGACTGGGG
CCTCAGGTAGGGGCTGGCCTGGGCGCTCAAGGAACGAGCCTGCTGG
AATCGCTCTGCCTTCCCTACCAAGGGACTGAGGACACAGGCCCATC
TGTATCTCTGTC
GAGGAGGCGCGGGGAGAGTAGGGTGCTGTGGTCGGAGCTGGAGGGC
GAAGCCGGTGGAGTGAGAGGATGGGCGAGCAGTCTGAATGCCAGA
AGCTGCAGAAGGACAACCGAGATGGCCGCCTGCGGAAGCAGGAGCT
AGAAGAGCTGGTGCGTGGGCTGGAAGCCGAGAGCGAGAGCCTCACC
GGGCGCCTGGAGGAGCTGCGGGAGCGCGAGCGCAGCCTGCAGCGGA
GACGAAGTCAAGCATCACGAGCCATTCGAGGCGAGGCATGTGAGGC
GGCACGGGAGCGTGCGGAGCGGGCTCGTGGGCTGCTGGAGGCGGCG
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GAGCAGCACCGGCAGGACCTGGTGCGGGCAAGAGCAAGAGGCGGCT
CCCGGGGTGGCTAGGCTGGAGGAGGGGCCTAGACAGCCTGGACCCT
GTTCGCAGGAGCAACACAATCGGAAGCTGCAGGAACAGTGGGAGGA
ACTGTCCAGTCAGCTTTTCTACTATGGAGGGGAGCAGCTAAGTCAA
CAGCGAGCGGAGCAGCAACTAGGGAACCAGCTTGTGGCGCTGCAGG
TACTTGGGCGGGGCTGTGGGCGGAGTATGGCTGTGGGCAGGGTTAT
GTGCATTTGTGGGCAGAGTATCAGCCTTCAAGGCCGGGGACCGAGC
CTCGAGGCCCAGTGGTGTGCGAGGACTTCAGGTTCTTGACATCACT
TGAATCCTCCCGAAGAAACATCTGGAGCTGGCGGAGGCCAAATTCA
GCATGCAGGCAGAGGACCTGCGGCAGGGTGCGCAGCGGACAGAAGA
GGCCTGGGCCAGCTTCCAGGAGCAGAGTGGAGTCCTGCAGGTGTGA
CCCCTCGTTTCTGACAGCGGTTCTCTTTCGAATGCCCTGCGGCCTC
GACTCTTTCTTCCTTACTCTCTGACTCGCGATGTAGCGCATCCTCT
GCCCTGAATCCCTATTGCCATCCTTCAGGAGCTGCAGGGGAAAGTG

CCGGAATGGTAGCAGCGCTCCGACCCGGGCGGGGGCGTGGGGGAGG
GTCCTGCCCTGGCGCGGCTTTTTCGCCATCCAGCCCTCGCCGTGGG
GCCTCTGGGCGGCGGTGGAGCCGCGTTTAGTGGGCAGTGGTCGCTT
TTCCAACGAGCTCCCCGCGGCCCCGAGGAGTCAGCATTGGCAGTCG
TGTTGAGCTACAGAGGAGACATTTCTAAGCTTTTTTATTGCTGCTG
TTCTGGGTCTGGGTGCAACGGTCTGTGGGCCCTGACAGCCAGGAGC
AAGA

TGGCGGCCCGCAGGAGAGGGGGGAGGAGAAAGCAGAGAAGAGTGGG
GGCTGGCGGCCGAGGAAAAAGGGAAGGGTCTCCGAGAGTAGACGCG
CGGGGGACTCGGCGAGGGTGCGTCCGGAGCAGCGACAACTCCGAGC
GTCCCAGCGGGCCAGCGAGGAGGATGGTGGCGGCCGGGCGCGGACC
AGCCCGGCCGCGGGCGCCGTGAGCCGGAGCGCAGCGCCCGGCATGC
GGCTGCGGTCCCCGGCCTCGGCCCCGCTCCGCCCCCGCCGAGLGLTe
CCAGCCGAGCGGCGCGCATC

GCCGCTATAAAGGCTTGTTTTGCTCAGGGTCCGATGTTCGCGAGCG
TGCCCGGGCTGTTTGCTCTCGTGTGGGGAGGCTGGGGTGCAGAATT
TCTGAAGTGAAAGGAGGAGTCTGCACCCTGGTCCTCTGTGTGGTGA
AG

CGTTCGCCCTGTCGGCCGCGCGCTCCGCCGCCCGCCAGTCTGGTCG
GCGCGCGCTCAGCGGCGGCGGCGGCGGCCCGACGACGCAGCAGCGG
CGCTCGCGCTCGGCTCCCCGGCCACGGGACGCGGTCGCACCCGGLG
AGGGTGCAGCCCCCGGAGCGGCGGCGGCGGCGGGAAAAAA

CGTGGGCCGCGTCGGGACTGCGTTCGCCCTGTCGGCCGCGCGCTCC
GCCGCCCGCCAGTCTGGTCGGCGCGCGCTCAGCGGCGGCGGCGGLG
GCCCGACGACGCAGCAGCGGCGCTCGCGCTCGGCTCCCCGGCCACG
GGACGCGGTCGCACCCGGCGAGGGTGCAGCCCCCGGAGCGGCGGLG
GCGGCGGGAAAA

CGCAGTGAGGGAGGATGCGCAGTGAGGGTTCCTTGACCTTTTCTTC
TGAGTTCGGCACCCTAAAGAAAACTGTATGTAAACTGCCCGTCGAT
GCACTCTAGCTACAGTATGGAATGCTGGAGCATCAGAAGCTGTTAC
GCAGTTTCTTAGGGGAGGAACCGCTGATGGCCACAGCGCCCTGAAC
ACGGCTGA

GAGCCGGGGAGCGGGCCAGCGGACCATCTTCACCGCGGTCGGGTCG
GCTTGCGGAGCGGGAGGCAGCGGCCGGAGAGCCGGGCGGAACCTGC
GGGGGCGGAGGCGGCGGTGGCAGCCGCGGCGCAGGGAGCAGGAACA
GGGTCAAGTCCTCCATACCAAGGACCAGGCTAAAACCAGATTACAC
TGCCCCTCCCTGGGCCCTATTGACTTAAAGCAGCCACTGTAATCAT
G

GTCGCCGTCGCGGCTTCCGGTGCTAGGTGGAGGGCGGGCAGGAGGG
AGCCGGGGAGCGGGCCAGCGGACCATCTTCACCGCGGTCGGGTCGG
CTTGCGGAGCGGGAGGCAGCGGCCGGAGAGCCGGGCGGAACCTGCG
GGGGCGGAGGCGGCGGTGGCAGCCGCGGCGCAGGGAGCAGGAACAG
GGTCAAGTCCTCCATACCAAGGACCAGGCTAAAACCAGATTACACT
GCCCCTCCCTGGGCCCTATTGACTTAAAGCAGCCACTGTAATC

TGCCTCCTGACAAGGCCCGGCTGCTGCGACAGTATGACAACGAGAA
GAAGTGGGATCTGATCTGTGACCAGGAAAGATTTCAAGTAAAGAAT
CCTCCCCACACCTATATCCAGAAACTCCAGAGCTTCTTGGACCCCA
ATGTAACACGGAAGAAGTTCCGGAGGAGAGTGCAGGAGTCCACTAA
AGTCCTACGGGAGCTGGAGATCTCACTTCGCACCAATCACATTGGG
TGGGTGAGGGAGTTTCTCAATGATGAGAACAAAGGCCTGGACGTGC
TGGTGGATTACCTGTCATTTGCCCAGTGTTCTGTCATGTTTGACTT
TGAGGGTCTGGAGAGTGGTGATGACGGTGCATTTGACAAGCTCCGG
TCCTGGAGCAGGTCAATCGAGGACCTGCAACCGCCCAACGCCCTGT
CGGCCCCCTTCACCAACAGCCTCGCTCGCTCTGCGCGTCAGTCCGT
GCTCCGGTACAGTACTCTCCCTGGCCGCAGGGCCCTGAAGAACTCC
CGCCTGGTGAGCCAGAAGGATGACGTCCATGTCTGCATCCTTTGTC
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TCAGAGCCATCATGAACTATCAGTATGGCTTCAACTTGGTCATGTC
CCACCCCCACGCTGTCAATGAGATTGCACTTAGCCTCAACAACAAG
AATCCAAGGACCAAAGCCCTGGTCTTGGAGCTGCTGGCAGCTGTGT
GTTTGGTGCGGGGAGGTCATGAAATCATCCTGGCTGCCTTTGACAA
TTTCAAAGAGGTGTGTAAAGAACTGCATCGGTTTGAGAAGCTCATG
GAGTATTTCCGAAATGAGGACAGCAACATTGACTTCATGGTGGCCT
GCATGCAGTTCATCAACATTGTGGTGCACTCGGTAGAGGACATGAA
CTTCCGGGTCCACCTGCAATATGAGTTTACCAAGTTGGGGCTGGAG
GAATTCCTCCAGAAGTCGAGGCACACGGAGAGCGAGAAGTTGCAGG
TGCAGATTCAAGCGTACCTGGACAATGTGTTTGACGTGGGGGGCTT

TGAACGACGGTGGACCAGGCACAGCTTGGAGTTTTAACTTTCAGTT
TACAAAGACGCATGTTTGGCTGTTGCAGCAGGCAAGTTGTAACTGG
TACTTACTTCTTGTTCCTCTAGAACCCTGAAAGTCTGCCCCAGCAC
TTTAGAAGAGGGACCCTGTCTGTGTTAAAGAAGAAGTGGGAGAACC
CGGTGGCTGGGGCAGAATTCCACACAGACTCACTGCCAAACAGCAG
CAGTGAGGGTGGGCACACAGCGGACTACCCTCCTGCTGAAGTGACG
GACAAGCCTGCTCCTGGAGTCAGAGCTGACCGGGAAGAGCACACCC
AGCCCAAACCTAGATTTGGATCTCGTCCGGAAGCAGTTATCCAGAG
CCGGTATCCTCGCTCAGAGAACAGCCACGATTTTAAAGCCCAGGCC
ACGGAGAGCCAAAAA

AGCCCGCATCCGCGCCGAGGGCCGCCGCGTCGGGCTCCCCGGLGCG
CGTGCCCGCCAGCGCGCTGCCTAGCCTGGGATGTGCCGGGGATGCG
CGCCCGCCGGCCCTGCGGCTCCTGGCAGCTGGGCGCGGGGCGATGG
AGCTGAGCATGAAGAAGTTCACGGTGCGCAGGTTCTTCTCCGTGTA
CCTGCGCAAGAAGTCGCGCTCCAAGAGCTCCAGTCTGAGTCGCCTC
GAGGAAGAAGGCATTGTGAAGGAGATTGACATTAGCAACCATGTGA
AGGAAGGCTTTGAGAAGGCAGACCCCTCCCAGTTCGAGCTACTAAA
GGTTTTAGGACAAGGGTCGTATGGAAAGGTGTTCTTGGTGAGGAAG
GTTACAGGATCAGACGCTGGTCAGCTCTACGCCATGAAGGTCCTGA
AGAAAGCCACCTTGAAAGTGCGAGACCGGGTCAGATCTAAGATGGA
GAGAGACATCCTGGCAGAGGTGAATCACCCTTTCATTGTCAAGCTG
CATTATGCCTTTCAGACCGAAGGCAAGCTCTACCTGATCCTGGACT
TCCTGCGGGGAGGTGACCTCTTCACCAGGCTTTCCAAAGAGGTGAT
GTTCACGGAGGAGGATGTCAAGTTCTACCTGGCTGAGCTGGCCTTG
GCTCTAGACCACCTCCATGGCCTGGGGATCATCTACAGGGATCTGA
AGCCAGAGAATATCCTCCTGGATGAAGAGGGACACATTAAGATCAC
AGATTTTGGCTTGAGCAAGGAGGCCACCGACCATGACAAGAGAGCC
TATTCATTCTGTGGGACTATTGAATACATGGCGCCCGAGGTGGTGA
ACCGGCGTGGACACACACAGAGTGCCGACTGGTGGTCCTTCGGTGT
GCTCATGTTCGAGATGCTCACAGGGTCCCTGCCATTCCAGGGGAAG
GACAGGAAGGAAACAATGGCCCTCATCCTCAAAGCCAAGCTGGGTA
TGCCTCAGTTCCTCAGTGCGGAGGCTCAGAGCCTGCTCAGGGCCCT
GGCTCCGCAGAGTGACCCTTTTTCTTGGAAAAGCGGTGGCGAGAGA
AGTGAAGGTGGCTGTTGGGTAGGGAGTCAAGACTCCTGGAAGGTGG
AGAGGGTGGCGGGAGG
CTTATCTCCCAGCTACAGGGTGGCCCTTTATCTCTCCCAGCTTCGC
AGGACCCAACCTCCTGCCTGAGCCTGAGCCAGGACCCCTTCCTGGG
GAACGCCCAGGTACCTTTGGCTCTCACCGTCCTGCCAACATCGAGT
CTATAAATTTGCAAGAGCCAGAGGGAGGGAGCTGCCAGCCAGGCAC
AGCCGAGAACACTGGAGCC
AGTCTCTGAGTTCGAGGGTTTGGAGGCGCCACCTTTTGATCCTTCG
CTATGGGAGTGACGTGT
GCTTCCTGTGTTTAGGGGGCCGCCGTTCGCGTGAAGGTCTGGAGTC
TCTGAGTTCGAGGGTTTGGAGGCGCCACCTTTTGATCCTTCGCT
CGGCCAGCGCAGGGTCGCTCTGTGCTCTAGTGGTGTTGGTGTGGAG
CGGCTCGGAA

GAGGCGCGGGCGCGCTCTCCTAGAAGTAGAGGGTCGCGCG
GAGGCGCGGGCGCGCTCTCCTAGAAGTAGAGGGTCGCGCG

GAGCCGAGGGTGTGTGTCCCGCAAAGCCCAGAGCTCCGGAGGACGA
CAGCCTCCCCGAGCCAGCTACCTGCCCGTCCTCCTCCCTTGACCTC
CTCGCGCCTGGCCGCAGCGGCATTGTTTTACTAGGCTCCCTCGGGA
GCAGGTTTCAACACTAAACTTGCACA
ACCGCCGGCGCCAGTAACGGGGAGGTGCCGCGAGCCGCCGAGGGTG
CGCTGAGACCTGGTGCCGGGGCTGCCCGCCGLCCGreeareaeeea
CGCGCCCGCCCGCCTGCCTCGCGGCCGCTCTCCCCCTCCCCGACAC
ACACACACAGCCGGGCATTG
GGGTTTATTGATTACAGCGGGTAGAGCGTGAAGAGGTTAGCGTTTG
GCTTGGAGGGTTCGGGGATCTCTTCTTTCGCTCTCCTTTGCCTAGG
GAGTGGCTATTCTGGACGAAAAGAGGCTGCGGCGCCTCGGAGAGTT
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GCGGGTAGAAAGTGCTGTCCTTCTGCAGGGTCAGGGAGGGGGGATT
CAGGTGCCTCCCAGAGCTTGAGACCCAGCGACCCCCGCCCAGGAGG
CTTTCTCCTTCACC

TCCCGGAGCCGGTGAGAGGTCCCTGCTGCTCCCTTACGGCGCTTTC
CAGGCCTTTACCCCAACCAGTGGGCCATAGAGACGCGGGCCCAGAG
AGACCGTAAAGTTGCTGATCAAAGGCTAGAGCGGTGTCGGGGGTGG
GGGGCTGCATCCAGGAAGGGTGTTGGGGATGAGGTGGACCGGCCTT
GGGGACAATGTAAGAGCGGAGCAAGTAGTATAGAGGAAGGGCTTCA
AGGGACGCGGATCCCGAATAGGTAGATTGAGAGTCAAGTCGAGTCG
TCTCTTGTTCCTCCGGTCAGCGTG

TCCCGGAGCCGGTGAGAGGTCCCTGCTGCTCCCTTACGGCGCTTTC
CAGGCCTTTACCCCAACCAGTGGGCCATAGAGACGCGGGCCCAGAG
AGACCGTAAAGTTGCTGATCAAAGGCTAGAGCGGTGTCGGGGGTGG
GGGGCTGCATCCAGGAAGGGTGTTGGGGATGAGGTGGACCGGCCTT
GGGGACAATGTAAGAGCGGAGCAAGTAGTATAGAGGAAGGGCTTCA
AGGGACGCGGATCCCGAATAGGTAGATTGAGAGTCAAGTCGAGTCG
TCTCTTGTTCCTCCGGTCAGCGTG

GGCGCGCGTGCGCACTGGAGCTCTCTGCCCTCCCATTCATAAAAAA
GCCATTTTCCCAGGCAAGGGTTGCAACATCGCCGCTGAGGCAGCGA
ACAGAGCTGACAGCGCGGAGCTGGCGCTGCAGGGCTCAGGGAGCTT
TGCCGGCTCCTCCGACTGACGTCTGCGACTTCAACGGCGACTGACC
CACTCGGGTTCGGGGATTTACACAGACGTGGAGCGATGCTTGTGAC
TCTGCAGCTCCTCAAAGACCCCTAGAAGCCTGTCCCTTGGTGCAGT
TCAGGACCTCCAGCCTC

CCTGTCAGATCACCATCCCATATCGTCACGTGCATTCTACTGTCAA
AGGGTACAGTGGCTGAGGGTCTGTGCCCTGCTCCACGGCAGCCCCC
GAATGGTGCCCACCATGGCACCTGATATCTTAGGTTTCTGGGTTCC
ACCCACAATGCTGTCACTCGTGAACCTCAGTGTGAGTCATTGGCAA
GTCCTGGGTCTTCCTTCTCCCCAGAGTAATCACACAGAGCGCTCAC
ACTCTCTCCTCCTGGGAGCCTGTGTGAGAATTAATTACCAGCACAT
CCCCGAAACTGGTGAAGTCGTGGCTGTAGGAGAATGTGTGGTGGGA
TACATCTCCTGGAAGGGACCTGCGGAAGTTAGAAATTAAGCGGTGG
CTGGCGAGCCCTGCACATTGAGCTGGTTGGGAGAGGGCTACGGATC
AGTTGGCTCTGTCTGGAGCCTGTAGAAT

GGAGGAGCAGCTCGCCAAGCCTGCAGCTCGCGAGCGCCGAGCGAGC
CTCCCGGAGGGTAGATTTACCGGGCTTTTTCTGAGTGTGGATTGTT
ACCTTTGGTAAGAAA

GAGTTCCAGGGCAGCCCTGGCTACATAGAGAGACCCTGTCTCAAAA
AGGAGGAGGAAGAGGAAAAAGAGGAGGGTTTGATGGAAGCCAGAAA
TGTTAGAGCATGATAAAGCAGGAATGTTACCAGGTGAAAGCTAGAC
TGAACTACAGAGATCCCCCATCTCAACATAAAGAAGTGACACACTT
CCTCCTACAAGGCCACACCCCCAATCATGCCACTCCTGGGGCCATC
TACACTCAGACCGCTCCACTGTGGTAGCTCCTAAGATGTAGCTTCT
GCTCTGCACAGCTGACACTGCATTGCCCAAGCTCTTGAAACAATTT
GAATTCAGAGGGACAATATGGAAAGATGGATCAAGTCGCAACTAGG
AGTTGACAGGTGTCTGGTAACCAGTGCGGCGGTGGAGATGGCAACC
TCGCTGGGAACGCGCTGGGGAGCCTGAGCCCGCAGCCGGAGACGCA
CTGCTCCTTGTGCTCCACCGCCCGCCACGCCGCCGCGCAGACCCTC
CATCTTCCATTTCAGCTCCGGGCCAGGCTCGACCCTGCCCCGGGGT
GGGGTAGGGAGCGGGCTCCCGCTTCTCTCGGGGCTCCAGGTCGTTC
TCCACCCCCGGGCCCTCTGCGACTCAATTGCCTGGGTCCCCCCTCC
CCCGCCACACACACTCACACGCGCCCGCGAGCACACACGCACGCAC
ACAACACACTCACACGCCAGCAGGCTGCTGGCCGCTCAATGGACCG
ATTTCCCCGGTTTCCCTGAACCCAGCCTAGCCCGGG

TACTGGCCAGAGACAAGAACTCGTAAGAGTAAGGGAGCAGGGCATC
AGAGATTTTAAGAAAATGACGTTGAATAAGGGTGGACCGTGCGAGG
CTCCGTGCAGGCTCTTTACAGAAGTCATTTTGTTATACTCTTAAAT
CCTAAGCGCAGGGGATAACCCCTCCCGCAAGCACACCCCATTAAAC
AGAGGAAAGTGAGGCTTAAAGAGAAAGGCACCAAGCGGAGAAACTT
TGAAGCTGTTCCTTTTCCCTGTCCGAGCAAACCACAATACAGGCCA
CTGATGGCCACGGGTGA

ACCCCTTTGAGTTGAGGTTGGAGCTATGGCGGCTGCGGCAGCTGTG
GGGCCTGGCCTAGGGTCCGGGCCTGGAGACTCCCCAGAAGGTCCCG
AGGCGGACGCTCCGGAGCGTCGGCGGAAGGCTCACGGGATGCTGAA
GCTTTACTACGGCCTCTCGGAGGGGGAGGTGGCGGGGCATCCCGCA
GGGCCTGACCCTCTGGACCCAACCGATCTCAATGGGGCGCACTTCG
ACCCGGAAGTTTATCTTGACAAGCTGCGTAGAGAATGTCCTCTGGC
CCAGCTGATGGACAGTGAGACGGACATGGTACGGCAGATCCGGGCT
CTAGACAGCGACATGCAGACCCTGGTCTATGAGAACTACAACAAGT
TCATCTCAGCTACAGACACCATTCGAAAG
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GACGTAGGCACAGCCCGGTGCTGTCAGTCAGAGTTCTGCCTGGTCC
GGGCCAAGGGTCCCGCGGGACCGGCGGGGCC

TCGCGCAAGCGCGCGCTAGGCAAAGCGTTTGGCGGGTTTTTCCTGA
TGCTGTGCTCCTCACGGAGAAGCTAAGGTGTAGTCCTCGGAAGCAA
GTTTTCTCTCTGGATCGAGACCTCTCGAGGGCTTTTGAAGTATTTC
TCTGTGACCTGGTGGCTGGGGTCGTTTGAGGGCTTAGGCCAGGTGG
TCTCGTGACACGTCCCTGTCACCTTCCGGTAAAGCGAAAGGATAAG
CGTCTGCAGGGTAGAGCTGAGGTCGGGGCCCGGCGGCAGGCGCCCG
GCCACTCCCGGGTCACC

CCAGCAACAGCCCGCCCTGGGGAGGGACTAGTACAACTTTCATGAT
AAGGCCACTACAGGCTGACCTCTGAAGGAAGCAACTGAGCAGGACC
AGGCCAGACCAGGGTAACAGGTGTCCCACTGCCACCTGCAGCTGCA
GCCCGTTGCAGGCTAGCAGAAACAGCCGCAGCC

CGGGGCTGTGACCCCGCGGGGCGGGCGGAGGCTGTGCATGCGAGTC
TTTGTGCGGCCTGCGGAGTGGAGCTCCCAGCCAGACCGGCCTGTCC
CACTCGGGACATGAGCTGCTGAAGTTGGCTCCACCTTAGTCCTCAC
CCTTGCCAGGGTCCCTGAGGACTCCCAGGCGCTCCCCGCACCTCCC
CTGACCCCCTCAGTTCTCCCAGGTTGTTCCTCAAAGTCATTCAAGC
TGTACTCGCCGAAGGAGCCCCCGAACGGCAACGCCTTCCCTCCCTT
CCACCCCGGCACC

CTGGAGGAAGCTGGTGACTCTGGGGCTGACAAAAAGTTCACCAGGA
AGCCACCTCGATTTTCCTGTCTTCTGCCAGATCCACGGGAACTAAT
TGAAATTAAAAACAAAAAAAAGCTGCTGATCACTGGTACAGAGCAG
TTCAACCAAAAACCAAAGAAGGGGATCCAATTTCTGCAGGAGAAAG
GCCTCCTCACCATCCCAATGGATAACACGGAGGTAGCCCAATGGCT
CCGAGAAAACCCTCGGTTAGACAAAAAAATGATTGGAGAGTTTGTG
AGTGACCGCAAAAACATGGACCTGTTGGAGAGTTTTGTGAGCACCT
TCAGCTTTCAGGGTCTGCGGCTTGATGAAGCTCTCCGACTCTACCT
GGAAGCCTTCCGTTTGCCTGGGGAAGCACCCGTTATTCACAGGTTG
CTGGAGGTATTCACTGAGCACTGGAGGAGTTGTAATGGCTCCCCAT
TTGCTAATAGTGATGCCTGCTTTGCCCTGGCCTATGCTGTCATCAT
GCTTAACACTGACCAACATAACCACAATGTTCGAAAGCAGAATGCA
CCCATGACCCTGGAGGAATTTCGCAAAAACCTAAAAGGTGTGAATG
GAGGCAAGGACTTTGAGCAAGACATCCTGGAAGACATGTACCATGC
CATCAAGAATGAGGAGATTGTGATGCCTGAGGAGCAGACAGGTCTG
GTCCGTGAGAACTATGTGTGGAGCGTGCTGCTTCACCGAGGTGCTA
GCCCTGAGGGCGTGTTCCTTCGAGTGCCTCCTGGCAGCTACGATCT
TGACCTCTTCACTATGACCTGGGGCCCCACGATCGCTGCTCTCTCT
TATGTCTTCGATAAAAGCCTTGAGGAGACCATCATCCAGAAAGCCA
TCTCAGGCTTCAGGAAGTGTGCCATGATCTCCGCCCACTATGGCCT
CAGCGATGTGTTTGACAATCTCATCATCTCTCTGTGCAAATTCACA
GCTCTAAGTAGTGAGTCTATTGAGAACCTTCCCAGTGTATTTGGAA

GGTAGCTTCTTCCCTGGTAGGTTCCGGAAGAGCCGCGCACTCCTTG
GGCGTTAAGGGTTCGCGCGCCGCAGGGTCGTTTCAGCCGAGCACTT
GGCGTCCCCTCGAGCTCGAGATCTGTGAACAGCCACC

GTCCCCTCCTGTCCAGCTCGGGCTCCGGCGCCCCTGCTCTGACCGT
GCGCTCTCTTGGGTCAAGGTAGAGCCCCCGCGAGCCCCGTGCCACT
CGCACACTCTCGCACCCGGCCAAAAGGGCAGCGGAAGGGGLCCGCCTe
CACCGACTGGGTGAGGGCTGCGGCGTCCAGAGAAGGAAGCGTTGAC
AGCTGGAAGCTGCTGCTGGAAGGGTTTGCGCTGGGACTCCGGGACT
GCCGTAGCGCTGCGCAAGACGCAAGACCGGGGCTAACCCTCTGAAA
AACAAGAAGCTGTACTACCAGGCTGTCTCTGTGATCAACTTCAGGA
AGAGAAGAAGG

GGCGGCAACATTGTTTCAAGTTGGACAAATTGTCAAGGGCTGAGCT
CTCCTTGCGTTCCATCCCGAGCTGGGACTGCCGTGCTCACCCGGGG
TCCCCCAGGTCCTCCGCTCCGAGTGTCGGGCCCGCTTTCGTCAGGG
TTCCCGGGCCCCGCTCCCGGGGGCCTGAGCCGCCTCACTAGCGCTC
C

GGGGTCCTCGCTGCCTCGGAGGCGCTCCTAAAGCTGCCTGCTCGCG
CGAGAGTTTGGAGGGGCGGGCTTAGGGTCAGTTTCGGTGGGGGGCT
CGCACGGGACCCTCAGATCTCCGCTTAGGTGCCTAGTTAAGTGCGG
GAAGCTGGGCCAGGCGGTCACTGGCCACCCTGAACCTGGCGGGAGC
CGGAGCGCTCTGGAGAAGCCGGGACAGCCCCGTTTTTCCCAGCCAG
CTGCTAGGGTTGGGACCCACAGAAAACAAAGTGAGAGTCCGGCTGC
TTTCCAGAGCCTGGGCCACGGCGGCGGCCGTGGGAGCAGAGGTGGA
GCGACCCTGTTACACTAAAG

GGCCGAGCGTTCTCTGTACTCCGAGTGATCGCTCCTACCGTGGCTG
CCGGGGCTGGTATTTCAAAGCGTGGTTGGTGAGTGCTCCGTGAAGC
ATAGCCGGAGGGTGTGGGGAGCAGTGTCCTGAGTTCCTCGCTCACT
GGTGTTCCTAGTCTCCAAGCTGGCCTCAGGGACGCCCAGGAGGCAG
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AGCCTGAGATCTGGTGGCTCTGAGAACCATTTTGACCACTGCTTAA
GCTTCTGTAGTTGGAGTGGCAAGATCCCACCTGCTAGGTGAAGGGC
AGAGAGTGACTTTTGACCTGTACCTGCTGGTCCTGACTTGAGAGGC
CCAGG

ACAGACCACGTGACCCACGCTGCCCGCTGAGCCTGGGGGTCTTCGG
CCTGGAGGGTGATTGCGCAGGCCTTCAGAAGTATTCATGCTGCCCC
GAACCAACAGGCTTTCACC

AGATTCGATTTCCTTTTCTTTGAAAGGGTAGGAGATTGAAACTGAG
TGGCCTCTGATGAAAAGAGGGGAAGTCCTGGGCTGCAGGAGCCCCT
TGAGTGAAGGCGGAGGCTAACATGGGG

CTGAGCCCTCTGCAGCAGCCAGAGCCGCAGCCACTGTCGCCTCGCA
GCCAACCGCCACCATGGTGAAGATCGTGACAGTGAAGACGCAGGCA
TATCCGGATCAGAAGCCGGGCACCAGCGGATTGCGGAAGCGAGTGA
AGGTTTTCCAGAGCAACGCCAACTATGCGGAGAATTTCATCCAGAG
CATCGTCTCTACCGTGGAGCCGGCGCTGAGGCAGGAGGCCACGCTG
GTTGTGGGCGGGGACGGCCGCTTCTACATGACCGAGGCCATCCAGC
TCATCGTACGCATCGCTGCAGCCAACGGGATTGGTCGCCTGGTTAT
TGGGCAGAATGGAATACTCTCCACCCCTGCCGTATCTTGCATCATC
CGAAAAATCAAAGCTATTGGTGGGATCATTCTGACAGCCAGCCATA
ATCCAGGAGGGCCCAATGGAGATTTTGGAATTAAATTCAATATTTC
TAATGGGGGTCCTGCTCCAGAAGCAATCACTGATAAAATTTTCCAA
ATCAGCAAGACAATCGAAGAATATGCCATTTGCCCTGACTTGAAGG
TAGACCTCGGTGTTCTGGGAAAGCAGCAGTTTGACTTGGAAAACAA
GTTCAAGCCCTTCACAGTGGAGATTGTGGACTCAGTGGAGGCCTAT
GCCACAATGCTGAGAAACATCTTCGATTTCAACGCACTGAAGGAGC
TACTCTCTGGTCCAAACAGACTGAAGATCCGCATAGACGCCATGCA
CGGAGTTGTGGGACCGTACGTAAAGAAGATCCTCTGTGAAGAACTT
GGTGCCCCTGCAAACTCAGCTGTGAACTGTGTTCCCCTGGAGGATT
TTGGAGGCCACCATCCCGACCCCAATCTCACCTATGCTGCTGACCT
AGTGGAGACCATGAAGTCAGGAGAGCATGATTTCGGGGCTGCCTTT
GATGGTGACGGGGATCGAAACATGATTCTGGGCAAGCACGGGTTCT
TTGTGAATCCTTCTGACTCTGTGGCTGTCATCGCTGCCAACATCTT

GCGCGCACGGGTGGACGGAGACTATTAACACGCGGCTCTGAGAGCG
TGGTTCTTGAGTTTGAGCTGCTGTTTCAAGGGTTTGAGCTGCTGTT
GGGGCAGTTAGCGAG

CCCATTTAGTGAAGAAACTGAAATATGGCCCACTCACACTGCTGGC
GGGTCTGAAGTGCGGTTGGCCCCAACACTCCTCCCAAAGTATCTAT
CAAGAGAATGGTCAGCAGAAGTTAGATCTAGTTTTTAGAGAAATCA
ACCAAGACAGGGAAGACAGAGAAAATGCATTCTGGACCCGCTACTG
TTTTCAATCGTCATTTCAAACAAAACCCGTAGTTTATTTAAAAAAA
AAAAAAACACGGAAAGAGAAAATTAGGCCCTGAGATCTTTGAAAAG
ATGCCCATTACTAGATACAAAAGAGAAGAGTCACTGTGGAGGTGAG
GGACTGCGTCCCTGCTTCTGAGAGGCAGGAGAGCTACATGGGGAGA
CTGTCTCAAAACTAACAACAGAAGAGATAGAATTTTTTTTTTCTTA
AAGAGCACCTGGCTAGAGAATCGATTTGTAAAATTGCTATTTCTAC
CCTTAGAGTTTCCTTGATTAAACATCTGAAATGCATTTTTTTTGTT
TTACTTTCAAGCTAATGTTTTTCAGAAAAAAATAAAAAGCTTTGAG
GAAAAGCACATTATCAGTTAGATTTAAGACCAATTGCTTTTAAATT
ACCAATTTAAAATATCATTTTTTTTATTTCTTAAAGCAGATTTAAT
TTTACCCCCTTTGTATGAATCTTACAGACCTGGAGTTTTAACTACT
ATCACTGATCTCTACACACAACCTCCAGCTTTAAATGGGAGGGAGG
GTCACCACTGCTTTATAACATAACAAATTAGAGAAAAGCTGGCTTC
TGTATGAGTTCTTTGGAGACAAAGTAGCTCCAGAAACTGCAGACCA
GAAGCTATCAAAATCTCTGTGCTTTTTTGGAACCTCCAGTAAGCCA
GATTTGGTCTCTGAAATAATACAGGAAAACCTCAGCATGTCACCTC
ATGGATACAATGAGCAGCACCTCCAGACATCTGAATTTCAGCCTTC
CTATTTCCCCAAGAGGTCTTGGCGCCAGCGCCCGGCTCCAGCCAGT
CTGAAGTGCGGTTGGCCCCAACACTCCTCCCAAAGTATCTATCAAG
AGAATGGTCAGCAGAAGTTAGATCTAGTGAGCAGCACCTCCAGACA
TCTGAATTTCAGCCTTCCTATTTCCCCAAGAGGTCTTGGCGCCAGC
GCCCGGCTCCAGCCAGTTTTCCCCAAGGCTAGCTTCCGATCCCTGC
CTCAGGGTCGGGGGAAGCGGCGTGTCCCGTGGCCATAGCAGAGCTC
GGGGTCGGTCTGGAGAGCC
TTTCCGTCCTCCAGGTCGGGCTGACAGAGGTTGCCGTGGCCGCCAT
ATTGACTTAGCGGCCAGGGTTTTGAGGGGTCAGGGAGACCCGGACA
GGTCCGCGGAACTACTCGGTGGGCTCCGGAGGAAAGCCATC
ATCGTCGTAATCGTTTGCAGACTTCTCGCCGTCGCCTTGTAAGCTT
TGTCTTCGCCTTGCAAGCTTTGTCTTCAGGGTTGGAAAG
CAGGACTGTATAGGGTCAGCACTTCCAGCCTGGTGGTTCAGAGCTC
CTGACCTGAGAGGGCTTCAACACCTGGACTCCAGGATCTTCCTTTA
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ACCCTGCTGTCTCTGGTCCAGGCAGAGGGCAGAGACATCTTCATCT
TGCAAGACTGTGCATCCTGTAACCTGCTATAGTGATTCCAAGACCT
GGAGTAAAGGGTGCCTCCGGGGCTAGGATATTTGAGTTTCAACTTC
TGTGGTCATCGATCCCCAAGCACAG

GGCGGTTGTCCCGCCCGGCCGGTTGGTGTGACCGGTCGGCGCGTGC
TGCGCAGCTTCCTCGCCTTGTCCTGCCCGGCGGAGCCGAGCGGAGG
CCGAGACCGGAGTCCGCGAGGGCGGAGGCGGCGGCGGCCAGGGCGG
CCCGTGGGAAGGGAGCGCGGGGCCCCGGCAGLCGLCLGLCGGLTCCCG
GCCCTGCCGGCCTCCTCGGTCGGAGCCGCGGCCATGGCGGCCAGCG
CGAAGCGGAAGCAGGAGGAGAAGCACCTGAAGATGCTGCGGGACAT
GACGGGGCTGCCGCACAACCGCAAGTGTTTCGACTGCGACCAGCGC
GGCCCCACCTACGTGAACATGACGGTCGGCTCGTTCGTGTGCACCT
CCTGCTCCGGCAGCCTGAGAGGGTTAAATCCACCTCACAGGGTGAA
ATCTATCTCCATGACAACATTTACACAACAGGAAATTGAATTCCTA
CAAAAACATGGAAATGAAGTCTGCAAACAGATATGGCTAGGATTAT
TTGATGACAGATCTTCAGCAATTCCAGACTTCAGGGATCCACAAAA
AGTGAAAGAGTTTCTACAAGAGAAATATGAAAAGAAAAGATGGTAT
GTTCCGCCAGAGCAAGCCAAAGTGGTGGCCTCGGTTCATGCGTCTA
TTTCAGGGTCTTCTGCCAGCAGCACAAGCAGCACCCCGGAGGTCAA
GCCCCTGAAATCCCTGTTGGGAGAGTCTGCACCCGCACTGCACCTA
AATAAGGGCACACCTAGTCAGTCCCCAGTTGTAGGTCGCTCTCAAG
GGCAGCAGCAGGAGAAGAAGCAGTTTGACCTTTTGAGTGATCTTGG
CTCAGACATCTTTGCTGCTCCAGCTCCTCAGTCAACAGCTACAGCC
AATTTTGCTAACTTTGCACACTTTAACAGTCATGCAGCTCAGAAT

TGTTGCAGAAATCCAGTTTTCGAACGTGGTCTTGCGTGTGGCTCGG
CTCTCGGGACATTAGGGGAGGCTTCTGAGGGAGGGTCGAGTGACGA
GGCTTGGTGTCGGTGCTAGTAGTTCCGTTGGGTAGACTCTGACTGG
TAACTCCTGGACTCGAATTGGGTCTTGGTGCTCTCCATTTCACTCC
TGAAGATCCTCACGTATTTACCGCAGAACTGATTTGTGGGAGCGGG
TAAAGGCTGAAGGGCATTTCTGCGTGGGGATGGCCAAACCGGCTGG
CGATGCGGCAGTAGGATCTCGTTCTGGAGAGTTGTTTCTGCCCTCC
GTTTCTTCTTCAGCCACGTCGCCAGCTCCAAGTGCAGCCTCAGCCC
CTGCCTCCGTTTCCCTGTTGTCCCTCAACGGGGAAGCTCCACTCAT
TCGGGGCCTGAGCCTGGTGAGCCAAGCTCCTGGGGAGGCTCTGGCC
TGGGCGCCGCGTACTTCCTGTCCAGGAGAGAACACAAGCTCGGGGG
GAAAAGTATCTCCATATTCTCTGGAAATTTCAGAGAAATTATTTTG
TTCAGCCTGTGACCAGATCTTCCAGAACCACCAGGAACAGAGAGAA
CATTATAAGCTTGATTGGCATCGCTTTAACTTAAAACAACGTCTCA
AGAACAAGCCTCTCCTGTCTGCTTCAGACTTTGAACAGCAAAGCTC
CACAGGTGATGCTTGTTACCGGGAAGCCTGCCTGGGAGCAGGGCGG
GCTGGGGAGGACCCTGTGGGGCTTGAGGAAAGGTCACAGGTGGAGT
ACCAAACTTGCAGGGCCCATATTTGTCTTCAGGGGATCTTTCCAGC
ATCTCAGGATCAGATGACACAGACTCCAGCAGTGAAGAGGACTTGC
TGCCACTGGATGAGGGGAGGGCTGAATCCGAGAAACCTAACCGGCC
CCCCGGATTCTACCCACATCGGGTCCTTTTCAAAAACGCCCAGGGC
CAGTTTCTTTATGCCTATCGTTGTGTCCTAGGCCCTCACCAGGCAA

GGTCTTGCGTGTGGCTCGGCTCTCGGGACATTAGGGGAGGCTTCTG
AGGGAGGGTCGAGTGACGAGGCTTGGTGTCGGTGCTAGTAGTTCCG
TTGGGTAGACTCTGACTGGTAACTCCTGGACTCGAATTGGGTCTTG
GTGCTCTCCATTTCACTCCTGAAGATCCTCACGTATTTACCGCAGA
ACTGATTTGTGGGAGCGGGTAAAGGCTGAAGGGCATTTCTGCGTGG
GGATGGCCAAACCGGCTGGCGATGCGGCAGTAGGATCTCGTTCTGG
AGAGTTGTTTCTGCCCTCCGTTTCTTCTTCAGCCACGTCGCCAGCT
CCAAGTGCAGCCTCAGCCCCTGCCTCCGTTTCCCTGTTGTCCCTCA
ACGGGGAAGCTCCACTCATTCGGGGCCTGAGCCTGGTGAGCCAAGC
TCCTGGGGAGGCTCTGGCCTGGGCGCCGCGTACTTCCTGTCCAGGA
GAGAACACAAGCTCGGGGGGAAAAGTATCTCCATATTCTCTGGAAA
TTTCAGAGAAATTATTTTGTTCAGCCTGTGACCAGATCTTCCAGAA
CCACCAGGAACAGAGAGAACATTATAAGCTTGATTGGCATCGCTTT
AACTTAAAACAACGTCTCAAGAACAAGCCTCTCCTGTCTGCTTCAG
ACTTTGAACAGCAAAGCTCCACAGGGGATCTTTCCAGCATCTCAGG
ATCAGATGACACAGACTCCAGCAGTGAAGAGGACTTGCTGCCACTG
GATGAGGGGAGGGCTGAATCCGAGAAACCTAACCGGCCCCCCGGAT
TCTACCCACATCGGGTCCTTTTCAAAAACGCCCAGGGCCAGTTTCT
TTATGCCTATCGTTGTGTCCTAGGCCCTCACCAGGCAAGTAACAGT
CCAGATTGTGTGCTCACTCCCAACTTTTGTATACTAGGTTTTCCTC
AGCCAATGTATGTCTTATTTTCTTCCTTTTGAGTAAGGCTATATCA
TACCTGACAGCATAATCTTGAACTGGCCAGAATCTTGAATGGGTCA
CTTCGCACAGGCCGGAGACCGGTCGGTGTGGAGTTTGTAGTGGCAG
ACCCTGTGCTCGTTCCCGAGCGACGGAGGGTGGACTCGGCCAGAGG
TGGGCTCGAGCCCCGCACCTCCTGCGCCGCCACCCCATGCCTGACG
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GGTGCGAGAGCTGGACCTGGCCGAAGGTGGGCCGGGGTTGAAAGAA
GCGGCCTGCATGACCCGCCGGGACCCCACCGCATCGCCTGGAAGAG
CCCACTCTCCCTGGAAGGAAGACCATCCCTGAAGAGGATGACTGAG
ACGTT

GGCGGAGCCTGTGCTTCAGCTCGGGTGTGGACGGGGCGGGCGCTGG
GGCGGGGCGCGCGCTCGCGGGTTTGAATGGAAGGGTCTAGACCGCC
GGAGACGGCAGCGAGCGGGTCCTGAAACCAGAACTCCACCGCCGCC
CCGCGCGCCATGAGGCGGGAGAGGTGTGGCGCCTCTCGCCCGCGLT
TCGGCC

GTCTCCCGCGGTGAGTGACGGCGCCGCCGLCLGLCGreaeaeeeas
GGTAGCGCGGAGCCTCCGCTCCACTGCACCGCCGCCATGGACGTCT
TCGGGGACCTGCCGGAGCCCGAGCGCGCGCCGCGGCCATCTGCCGG
GAAGGAAGCACAGGGACGACCCGTGCTCTTTGAGGACCTGCCCCCG
GCCAGCAGTACTGACTCAGGCTCTGGGGGACCTTTACTCTTTGATG
ATCTTCCGCCTGCTGCCAGTGGCAATTCAGGTTCTCTTGCCACATC
AGGTTCCCAGGTGGTGAAGACTGAAGGGAAAGGAGCAAAGAGGAAA
GCCCCTGAGGAGGAGAAGAATGGCGGTGAAGAGCTTGTGGAAAAGA
AAGTTTGTAAAGCCTCTTCGGTGATCTTTGGTCTGAAAGGCTATGT
GGCAGAGCGGAAGGGTGAGAGGGAGGAGATGCAGGATGCCCATGTC
ATCCTGAACGATATCACTCAGGAGTGTAATCCTCCATCATCTCTCA
TTACTCGGGTTTCATACTTTGCTGTGTTTGATGGACATGGAGGAAT
ACGAGCCTCGAAATTTGCTGCACAGAATTTGCACCAGAACTTAATC
AGGAAATTTCCTAAAGGAGATATA

TGGGTGCTGCTTAAAGGTGGACGGCGGCCAGGGTTGCCGCGTCCAG
CTCGGTGCCACGCCCCGGCCGGTGCTGCGGAAGCCTCAGCC

GCCGAGTCTCAGCATGGCTGCCTCCAGGGTTGAGGGTCCGGGAGCC
GCCACTCCTTCGTTTTGTTGACCGCCCCTGGCGTCTGTGCTCTTCT
TGTCTTTCCTGAGCTACTCCAGCAGAC

TTTTGCCTTCCTCCTCCTCTTACCCACCTTCCTGCACCCCTCCCTT
CTCCCTTCTCCCGCAGCTCAGGTTACAGCTTCTTTGGGGGGAAAAC
CGCTCACCTTTCCAGGGCCAGGAAGAGCCAGGGTCCCGAGTAGGGA
CCCCGGCGGGGCGCGGGGCAGGGCACCTAAGCCTGGCAGCGCGGLTC
GCGGAGGGCGGGAGCCGGCTCGCCACGACCGGGACACGCGCAGAGT
CCGCCGCGGCGGCCAGAGAGGGGCACCGCGCCGGGCAAGCTGAGCA
AAGGACCCATCTTGGACCCCTGCTGATC

GTGAGCGCATGCGCCTTGCGGAGAGTTCGGCCCTGACGGCTCTGGG
CGGGTCTGGGCTGCTCCAGTGTTTTGGGGCCCAGGAGCAGTGGGAG
GAGCCGGCGGGTTCACCGTGGTAACCGCTGCGCCGLCGLCLGLeaee
ACCGCCACCGCCACCGCCGCCCCGCCTTGCAGGCCTTGGGACTGTC
ACCGCTCTGCTTTGAGGGTACTTTGGCCGGGTCTCCGGAAGTAGCC
CTCCCAGATTCTCAGACACTCCCATTCTCCCCACGCCGCTGCCGCC
GCCGCCaGeeaee

CGGCGGGTTCACCGTGGTAACCGCTGCGCCGCCGCCGCCGCCACCG
CCACCGCCACCGCCGCCCCGCCTTGCAGGCCTTGGGACTGTCACCG
CTCTGCTTTGAGGGTACTTTGGCCGGGTCTCCGGAAGTAGCCCTCC
CAGATTCTCAGACACTCCCATTCTCCCCACGCCGCTGCCGCCGCCG
CCGeceaee

CGGCGGGTTCACCGTGGTAACCGCTGCGCCGCCGCCGCCGCCACCG
CCACCGCCACCGCCGCCCCGCCTTGCAGGCCTTGGGACTGTCACCG
CTCTGCTTTGAGGGTACTTTGGCCGGGTCTCCGGAAGTAGCCCTCC
CAGATTCTCAGACACTCCCATTCTCCCCACGCCGCTGCCGCCGCCG
CCGCCGCCATGCAAGGCGAGGACGCCAGATACCTCAAAAGGAAAGT
TAAAGGGGGG

TCCTCCGAAGTTGGAGTCTCTTACAGATGCCTCATCCCCTGTTAGC
GTTTTAGTTTGGACCACCCAGCCTTGGACAATTCCCGCCAACCAGG
CAATTTGCTATATGCCAGAGGCAAAGTATGCTGTGGTGAAATGTTC
TGCCTCTGGGCACCTCTACATCCTGGCTGAAGATAAAATAGCACCT
GTCGCTTCTGCCTTGGAAACAACATTTGATGTTGTTGCAGCATTTT
CAGGTGTGGATCTGGAAGGTGGCACTTGTAGTCACCCTTTAACTCC
CGATAAAGTGTCTCCTCTTTTACCTGCTACCCACGTGACTATGGCC
AAAGGAACAGGGTTGGTTCACACAGCCCCAGCTCACGGTATGGAAG
ATTACAGCGTAGCATCTCAGCACAGCCTCCCTATGGACTGTTTAGT
GGATGAAGGCGGAATGTTCACCGATGCCGCAGGCCCTGAACTTCAG
AACAAGGCTGTACTTAAAGAAGGAACAGATGTGGTTATAAAGATGC
TTCAAGCTACCAAGAATGTGTTGAAAGAAGAGAACATTGTGCACAG
CTATCCCTGTGACTGGAGAACTAAGACACCCGTGCTGATTCGA

CAGTTCCTCGCCGCCGAGCTCTTCAAGGGTCTCTACCTTTAGGTAC
CGGGCGGCTGCCGTGGGCCGTGTGCGGAGGGCTCCGCCCGGCTCGT
CCACCATGCACTGGGGGCTGTGCCCTCGCGGGCCCGGGGCGGCGGL
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GGTCGCCGCGGCT

CAGACGAGGGGCTCGGGTTTCGGCGCGGTTGGCCTGCAGCGGGCGA
GCCTGGGCTCCGAGCGGCGCGGTGGTGTGGTTGCCAGGGTGGCCGC
TCGCC

GCGGAGGAAGAGGGTCCGCGGCGGGGACGCGCCAGGCGGLCGCCCGG
GGAGAGGTAA

GCTAGCTGAAGCTGCTGAAGGGTCCTTCGTTGAGCTGCCGTGGTCT
CCGCCGCCTT

CAGCTAAGAGGAAGGAAGGGTTGGTTACAGGAAAGGGAGTCGGATT
GAGTCTTCAGCACTGCCTAGTGTACAGCTGCTTAGAGCACTGGCTT
CACGTGCCTTCCAAAACCAGCTCAGACTGACCTTCGCCCATTCGTA
GGATAAAAACCGTAGCACTTACATAAGCTTTCTCTTACAGGTGTGC
TTATCTATTGATCATCCTCAAAAAGTCTTAATTATGGGAGAAGCTA
TGGACCTGGGAGCCTGTAAAGCCAAGAAGAAGAATGGAGAGCCATG
TACACAGACAGTTAACTTGCATGACTGTGAATACTGCCAGTATCAC
ATCCAGGCCCAGTACAAGAAGCTCAGCGCAAAGAGGACTGATCTGC
AGTCCACTTTCTCTGGGGGACGGATTCCGAAGAAGTTCCGCAAAGG
CACCAGCCTGAAGGAGCGGCTGTGCCAAGATGGTTTCTACTATGGT
GGTGTTTCTTCCGAATCCTTCGCAGCGTCCAGGGCGGCGGCCATTG
CTCCTAAGAAGAAGGTTCAAACCACGCTGACCAATCTGGTTGTCCG
GGGCACAAACTCGATCATCCAGGAAACAAAACAAAAGCTTGGTATT
CCCCAGAAGAGCTTGTCCTGCTCTGAGGAGTTCAGGGAATTG

GGACAGGGTGTGTTCCTGCTGCGGGATCCTGTTTTCGGCTGATCCA
GTTCATCGCTCTCCACCCGAGTTTCCCTTGCAGGTCCCTAATCACA
CCCACCAGGTGTTGCTCGCTGCGAAC

GGAAAGCCGGCTGTGACAGCTGCAACATGGCGGACGTGCTGAGCGT
TGGTGTGAACCTGGAGGCCTTTTCGCAGGCTATTAGCGCCATCCAG
GCGCTACGCTCTAGCGTGAGTAGGGTCTTCGACTGCCTTAAGGATG
GC

AGGAAGTCTACAAGACAGTCTCCATGCGCCTGAACATCGTCAGCCC
TGACCTGTCTGGTAAAGGCCTTGTCCTGCCCTCTGTACTGGGTATC
ACCTTTGGTGCCTTCCTGATTGGGGCCCTGCTCACAGCTGCACTCT
GGTACATCTATTCTCACACACGTGGCCCCAGCAGCATGGCGTAGTG
CCCAGCCTGGAGCCTCGGGGAGCCCCCCAGCCAGCCCTTGCCCTGC
AGGAGAGACCGAGCAGCCACAAGCTGGAAACCACCGGCCATGAACT
TGTCCCAGGAACCAAACACCTCCCCTGCACCTGTTCATTCCTCCCA
GTGGAGACTTCAGATTGGAATACCTTGGGATCTCCTCACCCCACTT
TACAGAACTGCCCAATCCAGGGGCTCTGGGATATGGCTGCCCGGGA
TTACAGAAAGACACGGCACTGCCGTGCACACCCATGCTGCTTAGAA
GCCTAAGCCTCTGCCTTCAAGCTGGATCCTGTGCAGGGTGGGCAGG
CAAGAACTCAGACATGCCCAGCCTAGCCCAGGGCGGCCTGCATCTG
GCCCCAGAAGCCTCCTCACCTGGACTGGCACAACTTCGGTTGGGGA
AACAGAAGCTGAGGGAGCTTAGATGGGGTGGGGGATCCAAGCCCCT
CCCAGCCCACCCATTGGCCAGGCAGCAGGGGGGAGTGGCCAGGCGG
CTGGTTGTGGGCCAAGTCCTGCATATTCACTAATAAATCAGACATG
AAACCAGTGCCCCTCTGGGTTGTATGGGAGAAGAGGAAGATGGGCA
ATT

GCCAGCTCTGCCTCGGAAACGCACCAGTGAGAGCAGGTCTGAGCAG
GTGGCCAAAAGCACGGCGATGCCCCCTCCCCGGCTGGTGAAGAAGA
ACGAGGAGGCTGCTGAAGAAGGCTTCAAAGACACAGAATCCAGCCC
TGGCTCCAGCCCTCCCAGCTTGACTCCCAAACTCCTCCGCAGGCAG
GTCACTGCCTCTCCTTCCTCTGGCCTCTCTCACAAGGAAGAGGCCA
CCAAGGGCAGTGCCTCAGGCATGGGGACTCCGGCCACTGCAGAGCC
AGCACCCCCCAGCAACAAAGTGGGCCTCAGCAAGGCCTCCTCTGAG
GAGATGCGCGTAAGGAGGCACAAGCACAGCTCGGAGTCCCCAGGGA
GAGACAAGGGGCGACTGGCTAAGCTCAAGCCTGCCCCGCCGCCTCC
TCCTGCCTGCACAGGAAAAGCAGGCAAGCCCGCACAGAGCCCCAGC
CAAGAGGCCGGGGAGGCAGGGGGGCCCACAAAGACAAAATGCACGA
GTCTGGCTATGGATGCTGTGAACACTGACCCCACCAAGGCCGGCCTC
ACCTGGAGAAGGACTGAGAAAGCCTGTGCCCCCATCTGTGCCAAAG
CCCCAGTCGACGGCTAAGCCTCCAGGGACTCCCACCAGCCCGGTCT
CCACCCCCTCCACAGCACCAGCTCCTTCACCCCTGGCTGGGGACCA
GCAGCCATCTTCTGCCGCCTTCATCCCCCTCATATCAACCCGTGTG
TCTCTTAGGAAGACCCGCCAGCCGCCAGAGCGCATTGCCAGTGGCA
CCATCACCAAGGGTGTGGTTCTGGACAGTACTGAGGCCCTGTGCCT
TGCCATCTCCCGGAACTCAGAGCAGATGGCCAGCCACAGTGCTGTA
CTGGAGGCTGGCAAGAACCTGTACACTTTCTGTGTGAGCTATGTGG
ACTCTATCCAGCAGATGAGGAACAAGTTTGCCTTCCGTGAGGCTAT
CAACAAGCTGGAGAGCAACCTCCGAGAGCTGCAGATCTGCCCTGCC
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CGCAGCGCCAAGGGTCTGGTTCCGCT

ACGGGCGACACGGCCGAGGGCACCTGGTCAGGGTCGCGGCTACCGC
CGTC

GTGGGGACCAAGGGTTCGTCTATGGATCCAGAGCCGGGGGTGGAGT
GGGGAAAGGTGTGCGGCTCCTGTCGGGAGCTGCCTGGGGCTACAGC
ATCACAGATAGACAGGGTCTCACACTCCAGTCCCCTGAAAACTCAA
AGCCTTCTCGGAAGGAGGAGCCGGAGGGCAGGGGACCGCGGGGCGG
AGCTCTTGTCGGCCGAGGTGGGAAGGCGCAGCTGCGAGCCAAGGCG
CTGACCTCCTCTGAGCTCCTCTGGCCGCTCGCAGGATCTTCCCGAC
CCTGCAGGACTTGGCAAACTCCCACCTCCGCTCCCATTAGTCCTCC
CACCCCCACCAAATCTCCTCCCTCGGAGGTCCCCTATCCATCTCAC
TTTGCAGAATTTATCGCTTCTTCCAACACCTTTTTGCAACACCCCA
GAACTCCGAGTCCCTTAACTGAATTTGACTTTTGTTTTTATTTCTC
TCTGGCTTCCTCTTCTGCCCCCTCATCTGATTGATGTGCTAAGGCT
GATGTCTCTGCCAGAGCGAGAGGAATAAATAGATGCTGCCTCGCCT
AGAGGCTTAGACGCTTGGGAAGAGCAGCCGGCGCAGCGAGGCACCG
GGCTCCGCCAAGCTAGTGGACCGGACCTGGGAGCACTTGGATCCAA
GAGAACTGTGATTGTCCCAGGGGTGGGGGCAGCTCCCCAGGTCGTT
GGGATCACCCCTCGGAACCGCAGGGGGAGACTTCGGAACGAAAGTG
TCTCCCGCGTCCGTCGCTCGGCTGCGCCCTGCCCCATCCTGCTGGG
ACC

GAAACGTAGATTCACGCGGGGCCCCGGGGTGGTGGGGTCTCTGCGA
TCAGGACACTACCCTCTGAGCGGAGTTGAGATTCCCACCCTGCTGG
ACATCTACACAACTAACCAGGAATTGGGGCACAGCATCCAGAGAAG
GGTTCGTTTTCTCTGGTGCAGCCTAGGGCTGTGTGCTCAGGCCACC
ACGGGCAGGTGAAC

GTTCTGCTGCTGCTACCGCCGCCTCCGCGGTCGTTTCTGACCGCCT
GGCCGCGGGGCTCGCCTGCAAGGGTTCCTGCTGCTGTCTCTGGAGC
ATGGCAGGCTGCTGAGGTTGAGTGGCAGTGTCAAGTAGGAGCTGCG
TGTCTTGCCCAGTGGCAGGGAGCGTGTCC

ATTAGACGGTTGCGGGCGCAGAGGGTTGGTAGTTGTCGCTGTAGGC
CTTCGCTGCCGCTTCTGCATCGTGAATCGGGGGACCTTGGCAGCCA
GACCTCGTTCCTCTTAGAGTAGCTCTCATCTAGTCGCCACAACTCC
GCCACC

TCCCGGCGGAGGGGGCCGTTCGCCAGCTCCGAGGCAGAAAGTGCCA
CGACTCCACACACGCGCACGCAGCCAGCGAGCGGCCGGAGCGGACG
GCGGACGGGGCGGACGGCGCCAGGGTCGCAGTGTGTGCAGCTGCTC
AGGGGCGGCTTCTCGGTGGAGGCTCGGCCGGCTCCCCTCTTGCGGT
TCCGCGGCGGCGGCGGCGGCTGCTCTTGCCCTCTCGCTCTCCCTCT
CGCGTCTCCCGCTGCAGGTGGAAAGCAAGCCAGCCAAG

AGGTAGGGTTTCGCCAGAGACCCCGGAAGCGACGGCTTCTCGTCTT
TGCTAAGGCTTCTGGTTTTTGCTACGGTTTCTGATTTCGGCTTTGG
G

AGTGGAGGCACCTCTCGGAGTCTTAGACTTCAGAGTCTGAGACTTA
GCGAGAGGAGCCTCGAGGAGACTCCTTCTCTCTTCTTTACCCATCC
CTTTCTTTTACTTACAGCCACAAGCTGAGGCGCGGAGCTTTAGAAA
GTTCGCAGTGGTTTGAAGTCCTTGCGCAGTGGGGCCACTCTCTGCA
GAGCCAGAGGGTGAGTCGGCTTCTCGGTGAGCACCTAAGAGA

CGCTCCTCCCGCCTGCAGCCTCTGCTCCGCGGGTCGGCCGCCAGGG
TCCCGCGCTGCTCCGGAGCGGCGGGCGCTGTGCACGCTCTGCCGCC
GACAGAACCGGACCGGAGCCGCG

CCCCAAAGGAGACAAGGACATGAAGTAAACACCACGCTAAATGCTA
CAGACCCGCACAGGAACCTCTGGAACATCGGGACCAGCCTCCCGGG
GACCGACGGGTACTGGGAGGGTCGTTTCTGAGTGAGATCCCATTTC
TCTGGCTGGAGACACAGATGGCCTCAAATGAGAGAGATGCTATATC
ATGGTATCAGAAGAAGATTGGAGCATATGATCAGCAGATATGGGAA
AAGTCAATCGAACAGACTCAGATTAAG

CATCCACCATGTTTTCTGACGGACTCTAGCCTGGTTTTTTTTTTTT
TTTTTTTTTTAATCGAAAACCATATGGAAATGTTCGGAGAGCTCCA
GGGAACCTAGGTTCCCTGGCTTCGGCAGAGCCTGGGCTAACGCGCG
AGCGCGGCGGGACTGTCCTAGCAGGTGTTCCCGGAGAGAGAGGCGA
TGGCGTCTAGTAGTAACTGGCTTTCTGGAGTGAATGTCGTGCTGGT
GATGGCGTACGGGAGCCTGGTATTCGTACTGCTGTTTATTTTTGTG
AAGAGACAAATCATGCGCTTTGCAATGAAATCTAGAAGGGGACCTC
ATGTTCCTGTAGGACACAATGCCCCCAAGAGATCCCGTTTCATGCT
GAAGGCCGGCACCCCTGTTCTTTAATGGGTAAGAATTTCCGCTCCT
ACTTGCTAGATCTGCGAAATACTAGCACTCCTTTCAAGGGTGTTGG
CAAGGCCCTCATTGATACTCTCCTGGATGGATATGAGACAGCCCGC
TATGGGACAGGGGTCTTTGGCCAGAGTGAGTACTTACGATATCAAG
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AGGCCTTGAGTGAGCTGGCCACTGTGGTCAAA

GGTTGCTTTCCGGCAGCGAACGCTGAGCCCTGGCTATATCCGACAG
GGTAGCGTAAGCTGGTCGTGGTCTCGTGTTGCCCATGGGCTGCAGA
GCTTCAAAGTTTCTAGTGCCCCTACTGGA

CGAGGGTGGGGTGGAGGTCGGACTCCGGGCTACAGAGCTCCTGGCG
CTCATCGCCTCTGGCGCTCCAGCCTTTGCTTCGCGGGGCTGACCCT
TTGGGTCCCGGTGTGA

AGAGGGTGGGAGCGCGTGCTGCTGGGAGTTGTCTGGAGGCCTGCGG
CGCGGGGCTGAGCGCCCTCGGACAGAGCAATC

ACTTGCTGTGCTAGTCGGTTCCAAGAGCTATGATATCTGTCTGTGT
TTTATTTGGTAGGTCTTCTATCCCTCCAAGGCACAGAAACTTCCAC
AGTCTTCTCATTCGCTGGTCCTGAGTAGCTCCAGTTTCCAAGATCT
TCTGGAGAGGGCATCATGGCTCTTTGAGGGCACAGATGGAGGGAGG
GCTGAAGGTTGAAATCGATGGGGGAAAAGAGTGAAGAGAGTCTTCT
TTGGAGTGGGCAGCAAACTCCCTAGCAGAGTGAATGAATGCAGGAC
GCCTCCAGGGTCTACGGGCACTGTCTAATCACTAATAAAGAAGTGT
GCTGGTGTC

TGGGCCACCGGAAGCGACTGAGGGAGAGCAAGAGGCTGCGACTGTA
GGGGTGTGTTGGTGCAGGTCAGGGTTAAGAGACGCAGGC

GTGCCTGGAGGGCCGCGCGCCCGTTCCAGCCAGGCTGAGCCTGCTT
GCCTTGCCTGGACCCCCTTCTTTGCCTCGGATGGCACCCTGATTCA
GGGTTTGAACACAGGACTTCTCAGTGTGGCTGGCTCAAGGAACCAT
CTGGTGACCATCTCAGGCTGACC

AGCCAAGGACCCCTGTCATCCATTAGAGCGGTAATCAAGAGATCTT
CTCGGACCTGTATTCAGAGTGAACTTCATCGGGACAGGAGGCGTCC
AGAGATCACCATCGTGGCAGCAGAGCCACTGAGGCCGGCCTCGTGG
TTTCCAGGAGCTCCACCTCCAGGACTGGGATTTCCCTCCACGCCTG
GAGCAGGCCCTTGGAGACCCAATGACTTGGTTCCCGCTGAGCTCCC
GCCATCCTATGAACAAGTGATAAAAGAAATCAACCAAGTCCAGGTC
AATGCCACAAATAACAATAACGCTGCTGCCACTCCAAGGAGCACTA
TCACCTCTGCGACGCAGACGGACTTTCCGGAGGACATAGACAGCGA
TCCTCCCCCAACACTACAGGCGCCTCTCAAGCCTCTCCAGCCGTCA
CCCGCAGCCTCAGCTGGTAACCTCCCCCCAGGTGTGGCACCTTTAA
TCGTCTTCGATATCTGTGAAGAGCAAACTTGTCCTGAAAACCCCAG
TGCTACAAGATGTCCAGTGCCAAGGCCAAGATCAAAAAGCAACCTC
AGACCAGTAGCTAGGGATGCTAACAGTAAAGAGAAAAACAGCCAGA
AAAGCCCAGTGACCCCCAGAGAAGACTGGCCACCCCACTGTCTACT
GGACAGCACCTGCAATTTAGATAGCCAGGCAATGATGAACATTATG
AACACAGAACAAAGCCAAAATACTATTGTTTCCAGGATCAAAGCAT
TTGAGGGTCAGACGAACACAGAAATCCCAGGACTGCCCAAGAAACC
CGAGATTATTCCCCGCACGATTCCCCCGAAGCCTGCTGTTTCCTCA
GGGAAACCCTTAGTGGCACCCAAGCCAGCTGCTAACAGAGCTTCTG
GGGAATGGGACACATGGGCCGAAAACAGGCTCAAGGTGACTTCCAG
AGAAGGGCTCACGCCATACTCATCGCCACAAGAAGCCGGAATCACC
CCAGTAACCAAACCTGAATTGCCAAAGAAACCAACTCCTGGCCTTA

GGGCAGCGAGCAGGGCAGCCGGTCCCAGTCCAGAGCGACCCGGAGC
CTCCGCGGGACTCGAGTCCTAGCGAACCTCGAAGCATCATCCGCGT
CCGTCTGCGGCGTTCGGGCTTCTCCGGCGCCGCGCAGGGGAGCGAG
CTCGTGCATCACCCGCGCGGCCGCCGCTGGGGCTAAGAGCAGGGAC
ACCGAGGGTGACTGACCGCTAGAACTCTTCCAGTCGTCCAAACAGC
CATGACCCACTTCAACAAGGGCCCTTCCTACGGGCTCTCCGCCGAA
GTTAAGAACAAG

CGCGGGCCGGTTCTAGCAGCGCAGGCCGGAGCTCAGGGCCCCGCCG
CGCCCGGCCCGCCCCGCGCTTCTCCGCCCGCGCCGCAGCCATGGCG
CGCCGCTGAGCCGCCCGCCCGCCCGCCCGCGCCCCGACCLGGLTCG
GGCTCCCGCCGGTCCGCGCCGCTCCGCAGCGGGAGCCCGCAGGCGA
GGAGAGGCCGCGCCGCATCTCCAGGGTACCCTCAGAGGCCAGAAGA
GGGTGTCAGAGCCCTTGTAACTGGAGTTTGACGGTCGTGAGCTGCG
CATCTTCACC

CGCGGGGCTGCTGGGGAGAGGCAGCGGGGTGCCGCCTGGGATGGCT
TACGCTCTGGGCGAAGGGTTGTGCCTGGCTGGGCCTCGAGGAGCCA
GCTGCCGTCCTCGGGGAGCGCCCCTCGGAGCGTCTCGGGGGGCGLT
GGGGCGAGCACCCGGAACATCGCCGGGTCTACAGCGCGCCCCTCCC
CTCCCCCACCCGTGTCTCCCAAGTCCCTACTGCCGAGCTCTCGATG
GCACCTATGAGAAGGATATAGGACC

AAGTCCTGGGCGCTTTGCGAAGCATTCAGAGCGGTCTCCCGGGAAG
GAGTTTCTGTGAGCTTGTGGTATACCAGGATGGTGCAGGCCAAGAG
CTGGACCCTGAAGAAGCACTTCGAAGGCTTCCCTACGGACGGTAAC
TTCGAGTTGAAGACGACTGAGCTCCCACCCTTAAATAATGGAGGAG
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GTCCTGCTGGAAGCCCTGTTCCTCTCTGTGGATCCTTACATGAGGA
GTTGCAGCCAAAAAACTGAAGGAGGGCGACAGGATGATGGGCGAGC
AAGTGGCCAGGAGTCGTGGAAAGTAAAAACTCAGCTTTCCCAAAAG
GAACGATTGTAGCGGCTTTATTAGGCAGGACATCACATTCCATTTC
TGATGGGAGCCTCACTGCCTACTTTGGCCTGCTTGACATCTGTGGC
GTGAAGGGTGGAGAAACCGTG

AGCGACGCGGGAAGTCCAGACACCAGAACTGTCTGGAGACCTGAGC
AGGAGGGTCGGGCCCCAGCGGAGGCA

GGATCCACAAAGTTTTGTGTTATCAGCTTATAGATAATAGAACCAC
ACCTAAGGAACATAGACATAAAAGAGCCGCAGGGACCACAGCCTCA
GGACCTCACCAAGGGAGGCGAGGGGCCAGAGAGGGTCGGTCAGGAA
GTCACCTGATGAGCAGTATACTTTCTTTTCTTTCTTTCTTTTTTTT
TTTTTTTTTTTGGTTTGTTTTTGCTTTTGTTTTTCGAGACAGGTTT
TTTTTCTGTGTAGCCCTGGCTGTCCTGGAACTCACTCTGTAGAACA
GGCTGGCCTCGAACTCAGAAATGCACCTGCCTCCCAAGTGGTTTTT
TTTTTTTTAAATACTTTCTATGATTGCAACCAAATGTCACTCAGCC
TGCTTTCTCATCGATGAATCGGAGACAGTTAACAACCCCTATTACA
TGGCATATATTGGTTAACAACAAACTCTCCAAACATAGGAGTAGCT
AGAATTAGCATTCCCCATCTTAAGGTTCTCATCACATTCAAGGATA
AATGGGTCTGAGGCCTCGGGGTCAAGACTTCAAGTGCTTAAATCTT
CCAGCTTCCACTTTCAGATCAACAAGGTTAGGTAAAGGAACGCGCA
GTGACAAAGTTTTTAGGAGCCCTGAGTTCCACAGCTTATCAGCTGT
GAGATTTTACAGGCCATTCATTCTTATTCACTCCAAGGCACTGAAA
TCTTTGTTTACTACATAGTCTGGGCTGGCTCCAAACTCTGGCTCTT
CCTGTCTCCGCAACCAGAGTCTGGGATTACAGGTGTTCACGACCGC
GCCTAGATTCCAGTATTCTGTTAAATGGGGACTGTGTTCCAGCGCT
GTGTACAACGGGCTGTTCTGTACGCAGGCTTAGGAATTAATGCAGT
TTTCTGCCAGTCTCATCCCAACAAGCATGTGTCATCTCCATGTGGC
ATGCACTAGAGGCCATGTTGCACCTAGAACCAAGTTGGGCAGGTTC
CTGAGGTTTCCCAATCCTGCAAACACTTATGTGGGAGTAAGAGTAG

GGGAGGCTGCCAGAGGGTTTGTCACTGCTGTTGCTCCTCCGCCTCA
GCGAGTCCAGCCCCGGCCTAGTCGGTCGCCTGCCTTTCTCATAGCC
GTTACCCTCAGGCCGCCACAGCCGCCGACCGGGAGAGGCGLGLGLTe

GGCAGGCGAGTCCCCGCGTGCGGAGGGTGTCGAGGCAGGGGCTGCT
GGGCAAAGTGCGCGGGCTGCCGTCCTGGCCACCGCCAAAGCC

TTTCACCGCGGGAGAGTCAGGGTGCCGGCAGGTGGCCAGGCGCTGG
AGACTCGGGAAGCCAAG

AAGGACCCAGACAAGCTTGCCCGGGGAAAGGATGGGGCTGAGGGCC
AGGAGGAAGGCTTTGATCTTGGAGGCAAGGAGGAAAGGGACTTCGA
ATGGACTTCTGCTCTTCACACAGAAAGTAGTCCCGTACCCCGAGAT
GCCCCCGGGACTTCCCAGCTGGGGCGTCTGGTCAAACTCAGAATGC
AGACCCAGGGTGGGCACAGAAGATCCGCCCCTGACCGGGCGGAGCT
GGACAGTTCCTCCCCACAGTGCTCTCAGGTGACAGGCCTGCAGGTC
CCCGCCCCGGCCCGTCTAGCTGCGTTTTCGGGAGATCCAGTCCGAG
GCTCCGAAAGCAGCCCCCGCCATCGGTGCTTGGACCCCCGCTCCAG
AACCCGCTGTTCGCC

GAAGAAAACAAAAGAGCAGACCCGAACCCCAGATGAAGTGTTAGAA
GCAGAGGCAGAGCCTAAAGCCGAAGAAGAGCTTGCAGTTGACAGTG
TCCTTGAGCCTGAGCAAGAGAAGATGAGCCAAGGGTTTCCGTCTGA
GAGAGACCCCTCTGCCCTGAAGAGAGGGAAAGCTGAGGAAGGAAAC
GGAGAAGAGGCTGAGCCTGTGCGAAATGGCGCTGAGAGTGCTTCTG
AGGGGGAAGGGGGAGATGGCAACTCAGGCTCTGCTGACAGCTCTGC
TGATGGGCTCACCTTCCCGTTTAAAGCAGAGTCCTGGAAGCCTGCA
GATACAGAAGGCAAGAAGCAGTATGACCGGGAGTTCCTACTGGACA
TCCAGTTTATGCCCGCCTGTATCCAAAAACCAGAAGGCCTGCCTCC
CATCAGCGACGTGGTCCTTGACAAGATCAACCAGCCCAGATTGTCA
ATGCGGACCCTGGATCCTCGCATTTTGCCTCGAGGACCTGACTTCA
CCCCAGCCTTTGCAGACTTTCCAAGGCAAACGCCTGGTGGAAGAGG
TGTGCCTCTGTTGAATGTTGGACCTCGGAGGTCTCAACCTGGCCAG
AGAAGGGAGCCCAGAAAGATAATCACTGTCTCCGTAAAAGAAGATG
TGCACTTGAGAAAGGCGGAGAATGCCTGGAAGCCGAGCCAGAAACG
GGACAGCCACGCCGATGACCCCGAAAGCATTAAAACTCAGGAACTT
TTCAGAAAAGTTCGAAGTATCTTGAATAAACTGACACCACAGATGT
TCAACCAGCTGATGAAGCAAGTGTCGGCTCTTACGGTGGACACGGA
GGAGCGGCTAAAAGGGGTCATCGACCTTGTCTTTGAGAAGGCTATC
GATGAGCCCAGCTTCTCTGTGGCGTACGCAAACATGTGTCGGTGCC
TAGTAACG

CGCCAGAGTACGCTCCCGCCACTGCGCTCCTTAGGGCTGCCGCTCG
CGAGCCGGAACAGACCCTCCCCACGAGTGCCTGCAGGATCGGAACG
TCAATTAACGTCAATTAACATCTGACGCTGCCCCCCCCCCCCTCTT
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CCCACCATCTGGGCTCCAGCGAGGGACGAATCTCAGGGTACACC

GCTCCAGTTCCCCTGAGGAGAGAGAAAGCAGGGTGAAGGGAGATTG
CAAAGAAGCACTGTTTCACACTCCAGACCCCAAACTTCCAGACCTG
AGGTCCAACACACCACCCA

CGGAGGTGTCCTGCAGGCCCACCGGTGACAGCTCGGGAGCCCCCCG
AAGCAGCTCTAATACGGAATGGGAGGTTCCCACCTGCCCTACCCCA
GGGTTTGACAGCTCAGCATGGACCAGTCTGTGGCAATCCAGGAGAC
CCTGGTTGAGGGGGAATACTGCGTCATCGCAGTCCAAGGTGTGCTG
TGTAAGGGAGATAGCCGGCAGAGCCGCCTGCTCGGGCTGGTGAGGT
ACCGGCTGGAAAATGACGCCCAGGAGCATGCTCTCTTCCTGTATAC
ACACCGGAGGATGGCCATCACAGGAGACGATGTATCTCTGGACCAG
ATAGTGCCACTCTCAAAAGATTTTATGCTGGAAGAAGTGTCCCCAG
ATGGTGAACTCTACATCCTTGGCTCTGATGTGACAGTACAATTGAA
CACAGCTGAACTCAAGCTTGTATTCCAACTTCCCTTTGGTTCACAC
ACCAGAACGTTCCTCCAGGAAGTGGCCAGAGCCTGTCCAGGTTTCG
ACCCTGAGACGCGGGATCCCGAGTTCGAGTGGCTGTCAAGACACAC
ATGCGCGGAGCCCGATGCCGAGTCGCCGAAACCGCGCGAGTGGAAT
TCGGACCCGGGTACCCGGAGTGGGTTCGCGCCCATTGGAGGAAGCA
GGCATCAGTCTCGGAATGCACGGCGAGGATTGGAGGATGTCTTGCC
TAGGGGCCCTGGCTACATTCTGCTTTGGGGCGGAGCCGCTGAGGAG
CCGGAATTTCTATTGGCGGAGGAG

GAACTTTATGGAATCGGTACCCGAACCACGGCCCAGCGAGTGGGAC
AAGCGCTTATCTACACACTCACCCTTCCGGACTCTTAACATCAACG
GGCAAGTCCCTACTGGAGATGGAAGTGTAAATGGCATTCGAACAGA
GGAGGTGGCTACCGTGACAAAAGGGCCATCCACCTACCCTGCCTCT
GAATGGGAGTGCCCCAAACAGTCAGTAGTTCCTAGTCAGAGCCTGA
TGACCACTCCGCCGGCGTCTCCACAGAGCTTTGGTTCTGGCTCCCT
CTCCATAAACAGCAAGGAGGCGGAAGAGAAGGAGCAGGGGGCAGCT
GGCTATCTTGATGCTGAAGAGATGCCAACAGGCCCAAGTGGGGAAT
GCTTAGGAGTGGAGGAACAGGCCAGTGCATTCAGTTTCCCAGTAAC
TCCAGCTTCCTGCCAGCTGCAACTCGGTGGGGAAAAGGCAGACAGT
AGCGAAGAGCTGGGTGCAGCAGCAGAGACCCTTGAGACCCAGAGCG
GATCCTTTCTTGACTCACCTGTGGGTAACCAGTTCCCCACCCTCAT
TCGAAGTTTCCAGCCTCCTCTGGTAAAGACTCAAACTGTCACCATC
TCAGATACTGCCAATGCTGTGAAAAGTGAAATCCCAACCAAAGATG
TCCCTATTGTCCACACTGAGACCAAGACCATCACCTATGAAGCTGC
CCAGACTGAGGACAGCAATGGGGACTTAGACCCTGGAGTCTTGCTG
ACAGCCCAGACCATCACATCCGAGACCACAAGTAGTACAACCACGA
CACAGATTACCAAGACTGTAAAAGGTGGGATTTCTGAGACCCGGAT
CGAGAAGAGAATTGTGATCACAGGAGATGCCGATATCGACCATGAT
CAGGTCCTTGTACAAGCCATCAAGGAAGCCAAGGAGCAGCATCCAG
ACATGTCAGTGACCAAGGTGGTCGTCCACCAGGAGACAGAGATCTC
TGAGGAGTGAGCTCAGGGACTGTCCTGCCCCACCCCCACCTGTCCC

GAGGAGAGTAGTCAGAGATGATTGCAAGGTTGTTGGGAGTGAATCA
GGTGGTCAGGGGTTCTGGAAGAGAGAAATCATGAGGTAGGTTTTCT
TCTTTGAAGGTGGGGAAAGATCAAGTGCAGACTGAGCTGTGGCCAA
CCGTTTGCAGACCAGGAATCCACACTAGCTCTAATGAGAGAGCTCT
TGGTGTGCGGGAACTGCCAGTTTGCCGACGTGAAAGAGTCCCAGGC
TGGGTAATGGTGAGCCCTGAAGTCGCACCCCAGCTCTGCCACTGAG
TGAGCACGGGTAAGTCTTCCACCTTCTCTGGGTGGCCTTGATGGCC
CTCCCTCCTCTGAGACTAAAGAAAAAGGGAGGGCAGAAAGCCAAGA
GCAGCCTCCTTCCTGTCTCAGAATAGGAAAAGGTCTCAGGAACCTG
CTCCTGGAGCAGCAGCTTGCCACTGTGGCTTGTAAACTCCCTCAGT
CACTGCGGAAGCCAGCTCACATCCATGGCCATTAAGGTTAAGCAGT
TAATGTGCTTTGAGGGCCTGACTGCTGGTGCCCTGGGATGCTGCAG
ACCTGTGGAATCAGGGCCATTGCACTGTTCTCATTCACAAGCTTCT
ACAAGTTAGCATCACCTGAGCACGAGAGTTGGCTGTAGAACTGTCT
TAGTTCTACAGGTTTCTGTGCACTCGATGCAGCACTCGAGAATTAC
TCTCTACTGTCCTGTCATTATGCCCTTTTCACCTCTTAAGACCCAA
GTTGGTTGAAGCCTAGGATCTACTGAGTGCTTTGAAAGCTGTTTGA
TTCCTGTTCACTGAATACCATTTCTTTCAGGGTAGATTTAAGGGCT
CTGCCCTCAAAATACAATGCTACTGGCTCTAGATTGAGGGTTCAAG
CCACCCTGTGGGTTTACTTCAACAGATGAAAATTTTTCCTTGGCTA
CAGCAACATCCCTAATCCTGACCAGCCATGGAGAGGTTCGGTTCTT
ACAAGGAAAATGAGTGAATGTGGGA
AGAGCTCTTCCTAACAACTTCCCTTTGGCTGCAGCTTCTGCAGGGT
GCAGCAGAGACAGAAGGAC
GAGGGTCACGTGACCCCTTTCAAAGATGGCCGCCCTGTTGTTTTGA
TGAATAATTCTTGGTGGGGCGAGGGGGTAAGAGTAGGGTTGGAGGG
GTAGGAGGATTTACGCTTCCAGCGAGGGCTTCGCCAGTCCCGTCCC
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TCCCCTGCCCCCCACCGGGGTTCTCGCGTGGAGGCGGGGCGAGCCT
GGCCTGCTTTTAGAGGGGAGGGGCTTCCCGGTCCGGTGCTGGGCTC
TGCCTGGGCTGCTGTAGGGTCGCCGCGCCTCGGGGGCATCCAGTGT
GCAGTGGAGCTGTTCCCGCCTGGGCCCAGGGGTGGGACCCGGAGCA
GGGTCTGCGGGAGAAAAAAACGCAGCTGCCGCGTCACCGCCACGAA
GACACGGCGCGCAGCGGGCACGAGCCGAGCTGGAGACCGLGLCCGLC
CGCCCTGGGTAACCTGGGAAGCTGAGGGGAGTCAGTGGCGCCTGGA
GAGGACCCCATAGCGGTGGCCGTGGCCAGAGGCGGCAGCTCTGGGC
GCTTGCTGCTGGAGGAGGCTGCGGCGGTGCGAGCGGCCGAAGCCAA
GGCGATTCAGTGCCTCGTGTTCTTAGTTTTTAACCTCTGACTATGC
AATTCTGAAACCTCCCCCATTGGGGGACCAGACAGCCCGATAGATA
CCTTCCACTCTTCCTTTGCTCCCGCCCTGGTCTCAAGAACTGAAGG
ATCTCTCTAACGCCTTTCACCATTAAGAGGAAAGCG

GGAAGAGGGGGTGGGGCAGGGGGCGGGGACAGGATGCAAGCGAAGA
GGAAATCGGCGGCGCGACGCCCGCTGCTTATTGGCTGGCGAATCCC
AGAGCGAGAAGCCCCGCCTCCCCGGCGAGGGTCACGTGACCCCTTT
CAAAGATGGCCGCCCTGTTGTTTTGATGAATAATTCTTGGTGGGGC
GAGGGGGTAAGAGTAGGGTTGGAGGGGTAGGAGGATTTACGCTTCC
AGCGAGGGCTTCGCCAGTCCCGTCCCTCCCCTGCCCCCCACCGGGG
TTCTCGCGTGGAGGCGGGGCGAGCCTGGCCTGCTTTTAGAGGGGAG
GGGCTTCCCGGTCCGGTGCTGGGCTCTGCCTGGGCTGCTGTAGGGT
CGCCGCGCCTCGGGGGCATCCAGTGTGCAGTGGAGCTGTTCCCGCC
TGGGCCCAGGGGTGGGACCCGGAGCAGGGTCTGCGGGAGAAAAAAA
CGCAGCTGCCGCGTCACCGCCACGAAGACACGGCGCGCAGLCGGGLA
CGAGCCGAGCTGGAGACCGCGCCGCCCGCCCTGGGTAACCTGGGAA
GCTGAGGGGAGTCAGTGGCGCCTGGAGAGGACCCCATAGCGGTGGC
CGTGGCCAGAGGCGGCAGCTCTGGGCGCTTGCTGCTGGAGGAGGCT
GCGGCGGTGCGAGCGGCCGAAGCCAAGGCGATTCAGTGCCTCGTGT
TCTTAGTTTTTAACCTCTGACTATGCAATTCTGAAACCTCCCCCAT
TGGGGGACCAGACAGCCCGATAGATACCTTCCACTCTTCCTTTGCT
CCCGCCCTGGTCTCAAGAACTGAAGGATCTCTCTAACGCCTTTCAC
CATTAAGAGGAAAGCG

GGAGCGGCGGGGGCGCGCCCCGGGGTGGGCACCGGGAAATCGTCGG
GAGCGCGCGAGGGTTCCGGAGGATCAGGGGAGACCCGGAGACCCCC
GGGACACGAAATCTAGAGCTAGCGGGTTATGCCTCCACCTTGTTGC
CCTGAAAGCCGAAGCGACAGCGAGAAGGGCTAAGATTTGGCC

AGAGCTTCATCTGGAAGTGCTGGTCCCCAGATTGGCCATGAGGGGA
CCAAATGCAGACCAGGGTTGACTGACACCAGGTTGTGTTCTTTGCC
TGCACTGGCACACAGGCATTTGGAAG

GATCTCGGGACCACAGAGGCGTGCCTTCGTCCCGCTAGACCGGTAG
AGAAGGGGCAAGCGCCTAGGCCCCGGTGTGCACCCTGCCTGAGTGC
GCGTGGAACCTAGGGTCAGCACCTCTGCAGCCCAGAGACAGTGACA
TTACTGTGAGAAGCCCGCATGCCCAAT

CCGGGCGCTGTTCCTTCCCAGACTCCAGGACCGGCTGCGGCGGCTG
TAGCGGCGCAGGGGTGAGTAGCGGCGCGGGGGTTCGGAGCAGGGTT
TACGGCGCCCCTGAAGAATCGCGGCTGGCGACACGCTGCTGCCGCG
GAGCAGTCTCGCTCCACACGGAGCTGAGGGCGGTGGAGGCGGCAGG
CCTGGCGGCCCCCGGAGCCGGCCCTTGCCTCAGGTTTGCGTGACTG
AACCCTCAGAAGTGGGACCCCGCCCCGGAGTCCCGCGCTTGACAGT
GCACCTTGATCTTACCTGTCACCCAGGCCTCCCCGCGTCCTGGAGC
TTTCTCATACAACCTTTTGACACCTAAGGCAGAGTGTGTTGAGTGC
GAGGCACTGAAATGACCTGGATGGTCTTTCATCCTAGAACAGTACC
GTTACGTGGATGATGATGGTTGCGTTTTACGGAAAACACTGAGGTA
AACTAAGTTACCCAAAACCTTACAGGAATGACAGAAACGACAGTGT
ATTCAGGCAGAATCCTTCCGACCTACCGGGACTTACTCTGAAACAC
TAACGATTAGACTTAAGTGTTCGGAAAAGACAGACCGACAGACCGA
CCGTAGCTTTCTGTGTCCCGAGGTTGCTTGAATTGTTTTTCTTTTT
GCAGTGTTTTAACTCAA

GGCTGAGCGCCTTGGTTCCGCTTCTGCCTGCCGCGCAGAGCCCCAT
TCATTGCCTTGCTGCTAAGTGGCGCCGCGTAGTGCCAGTAGGCTCC
AAGTCTTCAGGGTCTGTCCCATCGGGCAGGAAGCCGTC

GTCGGTCTGAGGCGGCGGCAGGGCCTGCGGCGTGGAGCCGAGGCGG
TGACCCGCAGGTCCCGAGGTGGAGCCCGGAGGGGTGGAGGACCTGG
CGCGGCGGCTGCCACCCCGCGGCGCGCCTCCGGGTCTGGTGAGAAG
GCGGCGGGAGCCCCGTCGCCCTCTGCAGGGGTGTCCGAAGAATGTC
TACTGGCCGCTGTGGTATTACCCCGCTGCCTGGCTCCTGGCTGACA
TCCTGATTAGAGTTAGCATCTCAGGCGACTTTGCTGCAGTCTGTAA
AGTTCAAACAAGAGCTGTGTTGCAGTACAAATATTTACACTATAGA
AGGGTGGGGATAGAGCAGATATTACTTAGAACGATGTTAAGATGGC
AGACAACTGTTGATTATACCAAGACAACAACAACAACAAAACATTC
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ATAATTGTGTGGGCCAGACTCACACCAGGAAAAAGTTATTTTAGTG
TAAAGTGGGGAATACTTTTAAAGTGTTTTTGGTTACAACTAATGTT
GATAAGCACTTCGAATGAAAAAAATAACAACCTTATCTTTTTTCTT
TCTTCCAACCTTTACACACACAAGTTGCCAAGAGCAAGTCAAAGTA
AGTAAGGTTTTTGTTTTATTGGCCCAGTGTTTGGGTTTGATCTCCC
AAGAGTTGATCTGGGGTATTTATTTGGTTAATTATTTTGTTGATGT
GAGCACCTTGGGGGAAAAGTCCTTTGATGGTGCTACCATTGACAGT
TCGATCCTGGGTTGCAGATACATAAGCTGAGAATGCATCTGATATA
CCAAAACCACAGATCATGTCGCTTAGCAACCCTGCTTCCTCTTCCC
TTTGTGGCTGGTAGGAAGCCGAGGTACCCGTTACTAACTGGGGAAG
AGAGCACAGTGGGAAATGTGGCCTCTTGCAAAGCAGTGCATTTGCA
CTGGGTAAACTGAGGATGTAAGTTGAGGACTGTGCTGTCTCCCTTC
TGTCCCAGGGAGTATTCACAGCCTTTGTGTAAAGGAACTTTGCTTC

GCACCTTGCGTCGACTGCGCAGCCGGGCCCGCTCCTTGCCACGCGC
GCCCCCAGGGGCCCCGGCTCCGGCGCCGGCAAGGGTCGCGTCCCGL
TTACCTGTTCCTCAGGTAGCCAGCCATCCGCCGCC

AAGCGACGAGTTGTTGGACGCGTCCGGTGCCGGGGGTGCTGTTCCC
TCGATCCCTTGACACTCCTGAGACCTAAAAGAGGGGGATGGCTCTA
CGCTGCTGGGATACAGCTCGCAGCCTGGGGTCCCGGGTGAGCGGCG
GGAACGCCATTGCTTATCCTAAGTTCAAAACTAGGGAAATTGTTCC
AGATATCCTTTTTTTAAAAGCCCCGACAGCTGTGGCATATCTTAAT
TATTGCAAACTTGTTGACAACATATTTTAGTACCTGTTTTAGGAAT
AGAAGACATGAAAACGTGGCATGTTAAGTCACCCACTAAGGTTTTC
TAACCTATATTTAGCGGTTAACTTTGATCTGCGTCCCACTTTTTTC
CCCCATTTGTCATGGCTGAGCGTGCATCAGGGTCTCTGTAATCTAG
GCTGGCCTGAAACTAAATTCTTAGACCAAAGACGACTCCTCACTCT
GCCTCCTCTGAGAGCTGCATTACGTGTTTGAGCCGCCGTGACTTAC
GGTTCTTTCACCTTGAGTCTTTTTCAGGTTCTGATCTACGTAGTTT
GAGCTCTTAAATCGTTTTACATAATTTCTGAATCAATTTCTTTAGC
TTTGGTATTATAATGGGTTAAAACTAAATTATTTCAGAGTCTACTG
AGTGAATGTTGTACTGAACCCTTTTTGTAG

GGAACGCGACGGCGAGGGTGGCAGTGGCAGCGTTCGTGTGCTCGGG
TCTGAATCGCTGAGGGAGGAGGCGGCGGCGGAGGAAGAGGTGGCAG
CGGTGGCGGTGGTCGTAGCGGTGGCGGAGGAGGCGGGTACGAATCA
GCTGCGGGCAGAGAC

CTCTTCAGGGTCGCCGCCTCCACCGAGGTTGGCCCCAGATTTGAGT
CTCGCGCTCTTCGTTCGCTTACCGGCGGCTTCCCTCCCATTCTCGC
GCCCTGGGACGGCGAGGCTGGAAAAAGGGGTTGAGAGAGCTGTTGG
CCGCCGCCTTTAACTTGTGCGTGGGGCGGCC

AGGGTCGCCGCCTCCACCGAGGTTGGCCCCAGATTTGAGTCTCGCG
CTCTTCGTTCGCTTACCGGCGGCTTCCCTCCCATTCTCGCGCCCTG
GGACGGCGAGGCTGGAAAAAGGGGTTGAGAGAGCTGTTGGCCGCCG
CCTTTAACTTGTGCGTGGGGCGGCC

GCAAAGCGTGCCGGGATCAGCTTGCGGCAAACCTCCTTCCCCGGCC
CGTAGAGAGACCACCGTTAGCGCCGCTCCTGCTCGCACAGCCTGCT
CTCGGCCACACGCTTGGCCGCTGCGGCTCCCGCAGTGTTCGGCCCG
GTCCACTTGGTTTCCCAGGCAGCCGGCGTGCGCTCAGCTGCGGCTT
CGGCAGACATGTTGTGAGGCGGCGGCGCGGGTGCCTGAAGGATGGT
TTGGCCGAGGCGGCTGCAACCGCTGCTGGTGGCGGCGTCCTCGGGG
GCTCCGGCTCTGTAGAGCTGACCCTGCTCAGTGTCCGCCCGGGACC
GCGGCCGGGCGGGTATTCCTCTGTCTTGCGTGCGCTCCCGTGCCGT
TTAGGTTCGGTTAGACGACAGCGCCAGTCCGTTTGAGGCGACACGC
AGGGTGGTTCTCCAGCCCTGGGAGTGGTGTCCCTAGAACCCTCAGC
CCCCTGACCTTTCCTTCATATTCCCACTAAAATCTCTCACACAGTG
GGTGTTCCCTGCCCTCCAGCCCTCCTTCCTGGTTTCTGCACTCTCT
TCTCTGAGCTTCCCGGACCCCAACATCCCTCTCCAGGGACAGCCTG
TTGAGAAATCTTCGTGGAGTGGTGGACCAGAGGCGAGGAGTTTAAA
AGTTGGGGCTTGAAAGACAGGAAGATACG

CCGCTAGTCCGCGGGAAACCAAAATGGCGAAGGGCTGTTGCGAAGT
GGTCTGTGTTTGAGGCCGGTGTGAGCACGCACATTCTCCTTCCTAA
CCCTCGTCCCCAAGGAACTCGGTGTGTGTGTGCGTGTGCGCAGGGC
TCCCGCTGGGGCGGGTGCCCAGGGAGTGCCCGGACTCGCGGGGGAG
CGCCCACGGGAACGAGATTGCTTCTATTTTCCTGTATGAAGCGGTT
GGCACCACTTAAGTGACCGAATGAGAGACTCTACAGGAGCAGGTAA
TTCACTGGTCCACAAGCGGTCTCCTTTACGTCGAAACCAAAAGACC
TCAGCATCCTTGAACAAGCTGTCTTTACAGGATGGACATAAAGCCA
AAAAACCAGCATGTAAATTTGAAGAGGGTCAAGATGTCTTAGCTAG
ATGGTCAGATGGCTTGTTTTATCTTGGAACTATCAAAAAGATAAAC
ATATTGAAACAGAGCTGCTTCATCATATTTGAGGACAGTTCCAAAT
CCTGGGTTCTCTGGAAGGACATCCAAACAGGAGCCACTGGGAGTGG
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GGAA

GGGACGTCAGTGTGAACGCAGTGGGTAGACCCCACTCAGGACTTCC
GCTGAATTCCAGCGGGTGTAGTGGGAGAAGCATCCCCGGGGAGCCG
CAGGCTTCGCTGTCCCGACTGAGTTTATCTTGGCCTGAGGGCAGCG
TGCTGAGCGATCTAACCCAGCAGGGAAGCTCCTCTTGCCTCCATCT
GGGTCAGGCACTTTAAACCGAAGCCGACTTGACCATGCCTCTGGCG
CGATGAAGACTCCGGAGAACTTGGAGGAGCCTAGCGCCACGCCAAA
CCCCAGTAGGACCCCCACGGAGAGATTCGTTTATCTGGAAGCGCTC
CTAGAGGGAGGGGCTCCCTGGGGCTTCACCCTGAAAGGTGGCCTGG
AGCGTGGAGAACCGTTAATCATTTCCAAGATTGAAGAAGGGGGCAA
AGCCGACTCAGTGAGCTCCGGACTGCAAGCTGGGGACGAAGTCATA
CACATCAATGAGGTGGCGCTGAGCAGTTCCAGGAGAGAGGCTGTCT
CCCTAGTGAAAGGGTCCTACAAGACCCTGCGGCTGGTGGTGCGCAG
A

GGTCCGGCCCCGGCCCAGCACCGACCGGCTGGGCTCAAAGTTTGCG
GCCGCCCCTGCGCCGCGCGCCCGATGTATGGGTGATCTACTGCGGC
GGCGGCGGCGGCGGCGGCGGCGGCGGCAGGGTGAGGGACGGCCATA
TTTGCCGGCGCGGCCCGAGCCGGCGACAACAAAAAGTGCGCGGGCT
CCCGGCGGGCGCTCGGACGGCTGCGGGGACGTGGGGCCGLCLCCGGLL
CGGGCCTCGGCCTCGGCCTCGCCGGCGCGCTCGTGGCCTGGCCCGG
CTCTGCCCGGCGCGCCCGCCGCCCGCGGGGATGTCGTACAAGCCGA
ACTTGACCGCGCACATGCCCGCCGCCGCCCTCAACGCCGGAAGTGT
CCACTCACCCTCTACTAGC

CCAAGGAGCGGTCTCTAAGAACCCGCAAGCGCCCCAGTGCCTCCCG
AGGGTGGGGAGGTGGTTTCGTGAGGAGGATTTGAGTTTTAAGCTAT
AACATTAATC

GCGGCGCCGGAGTTCCCGCAGCGGAGATCGCGGACGCGGGACTGAG
CCCCTCCGACGCCCAGTATGGACCTGGAAACCAAAATGAAGAAGTG
GAACTATGGACACCAAACAAGGTGATTTATGGGAAATACTTCGAGC
TGTGCCTGGCAGTGCAGATGCTTGCTGCTGTTCCCACTACAATCCC
TTGTAGACCCATTCCTGTGAAAGCAGTGGACGTTTTGGGGGGCAGG
ATACTATGTATATAACAGGCAATCTCTCTGCTCTGGATCAAGAGGG
TCACCTGAATTGTTGCCAGCATATCTGGTTTCTTGACATGATTATG
GAGAAATTGGTGCCACTTCCATTTCTAACTCTAAACTAAACAGAGA
GAAGAAGCAGGGGCTTGGAGACTCGGGTCATGGAAATATGGGCTTA
GGTCATGAGCAAGGATTTGGAGCCCCCTGTCTAAAATGCAAAGAGA
ACTGT

GCGGCCGAGCCGGGTGAGAAGCAGCGCGGGCCCATGCAGGACGCTG
AGAACGTGGCGGTGCCCGAGGCGGCCGAGGAGCGGGCTGAGCCCGC
GAGGCAGCAGCCGGCCTCCGAGTCGCCGCCGACGGACGAGGCGGLA
GGGTCTGGGGGGTCCGAAGTGGGGCAGACGGAAGACGCCGAAGAAG
ACGCCGAGGCCGGACCGGAGCCCGAAGTGAGGGCCAAGCCGGLGGL
CCAATCCGAAGAGGAAACGGCGACGAGTCCGGCCGCCTCGCCCACG
CCGCAGTCGGCGGAGCGGTCCCCGTCGCAGGAGCCCTCTGCTCCCG
GGAAGGCAGAGGCCGTTGGCGAGCAGGCCCGGGGGCACCCCTCGGL
TGGAGCGGAGGAGGAGGGCGGGTCTGATGGGAGCGCGGCTGAGGCG
GAGCCGCGGGCTCTGGAGAACGGAGAGGCAGATGAGCCCTCCTTCA
GCGACCCCGAGGATTTCGTAGACGACGTGAGCGAGGAAGAACTACT
TGGTGATGTACTC

AATGGGTGTTCCAGGAGACGCGTCTTTTCCCGAGAGCGGCAGCGCC
AACTCTCCCGCGGTGACTGTGACTGGAGGAGTCCTGCATCCATGGA
GCAAACCGAAGGCGTGAGGTACAGAATGTGCTAAGGCCATCAAGCC
TATTGATGGGAAGTCAGTCCATCAAATTTGTTCTGGGCAGGTGGTA
CTCAGTTTAAGCACCGCTGTGAAGGAGTTGATAGAAAATAGTGTAG
ATGCTGGTGCTACTACTATTGGATCTAAGGCTTAAAGACTATGGGG
TGGACCTCATTGAAGTTTCAGACAATGGATGTGGGGTAGAAGAAGA
AAACTTTGAAGGTCTAGGCTCTGAAACATCACACATCTAAGATTCA
AGAGTTTGCCGACCTCACGCAGGTTGAAACTTTTGGCTTTCGGGGG
GAAGCTCTGAGCTCTCTGTGTGCACTAAGGTGATGTCACTATATCT
ACCTGCCACGGGTCTGCAAGCGTTGGGACTCGACTGGTGTTTGACC
ATAATGGGAAAATCACCCAGAAAACTCCCTACCCCCGACCTAAAGG
AACCACAGTCAGTGTGCAGCACTTATTTTATACACTACCCGTGCGT
TACAAAGAGTTTCAGAGGAACATTAAAAAGGGAGTATGCCAAAATG
GTGCAGGTCTTACAGGCGTACTGTATCATCTCAGCAGGCGTCCGTG
TAAGCTGCACTAATCAGCTCGGACAGGGGAAGCGGCAGCCTGTGGT
GTGCACAAGCGGCAGCTCTGGCATGAAGGAAAATATCGGGTCTGTG
TTTGGCCAGAAGCAGGTTGCAAAGCCTCATTCCTTTTGTTCAGCTG
CCCCCTAGTGACGCTGTGTGTGAAGAGTACGGCCTGAGCACTAGGA
CGCCACAAAACCTTTTCTAGCGTTTCGGGCTTCATTTCACAGTGCA
CGCACGGCGCCGGGAGGAGTGCAACAGACAGGCAGTTTTTCTTCAT
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CAATCAGAGGCCCTGTGACCCAGCAAAGGGTCTCTAAGCTTGTCAA

TTTAATAACAAATATTTATTTGTGATTTTTTTTTCCTTCTAGTGAT
AGAACAAATACTGGCAAGTTTTATGGAACAGAGTAGCAAGGGTAGG
CTGACATGTGATTAGGTGTCGAGCCAGAAGGCCACGGGGTGTAGCC
GGAGCTTGAGCACTCCTATGAGAGCCAGTCTTAGAAAGCTCTCAAA
GTAATCTTTGTTAGCATTCTTGAGACTAGGAGCCTAGGCAACATAA
ACATTTATCAATGTATTTCACAGATAAAGATTGGGAAGATATAAAA
AAGATGCCCGAACATTCAACATTAATGAAAGATTTCAGAAGAAATA
CGTATACCAATTGCAGCCTTATCAAGTATATGGAAAAGCATAAAGT
TAAACCCGATAGTAAAGCATTCCACTTGCTTCAGAAGTTGCTCACT

GCTGCGTGAGAGAGGCGGGCGGCGGAGAGCGGTGGCAGAGACTGAG
CGCAGTCTTGCAGGGTAAGCCGGAGGCATCTTCCCGACTGGTCGGG
AGCAGGACGAGCACGCAGCGGACCCGAGGCGGAGGCGGACCGGGLC
AGCC

AGCGACCGGACTTCGTGGAGGCGCGGGTTCGGTTGAGCCCTCGGCC
ACCCATGGCTCCTCTCACGCCGCAACTGCTCCTGCAACGTGGGCGA
CCCAAGACGGATAAGCTGGGGAAGATTCAGAGTTTGAATCTGTCGG
GGCTGCAGCTGCTCTCAGAGCACTTGGATCCCAATCTCCTGGGGCG
CCTGAAGAAGCTGAGGGAACTTGACCTCTCTAACAACTTGCTGGAG
ACGCTGCCTGCTAACCTGGGCCTGTCCCATCTGCGCATCCTTCGCT
GTACCAACAACCAGCTCGGGGATGTCACTGCCTTGCACCAGTTCCC
AGAACTTGAGGAGCTCAATCTGGAAGGCAACCCCTTCCTGACGGTC
AGTGACAACCTCAAAGTCTCCTTTCTCCTGCCCAAGCTTCGTAAGG
TGAATGGCAAGGACACGGCCTCCACCTGCTCACAGGTGGAGAATCT
AGATCGGGAGCTGATGGACAGGGTAAGGATGATGGCGTGGGGGTGG
GGTCCTTGGTCATAGCAATTGGGTACTGAGTGGGACAGAAGTGGAG
TTTTGGAGCTGTGTAACAGAGATTCTTGCCCAGACAGCCTCAGGTC
TGAGGTGGTGAGTCTGTTTTTTTTGTTCCTTTCTTTCTGTGTTTGG
AGACCCTGTCTCCAAGGTATGCAGCAAGCACAGCAGGACACCAGCG
AAGCTAGACTCACAGTGAGCTGGTTTTTGGCACATGCTCTTTCTTG
CTTATATAGCCCAGGTGGCCTAGGACTCTTCTGCCTCAGCCCCCCA
AGTGTTGGTATCACCACCATGTTCAGTTGAACCAGACTGATTTCAA
GTCTAGCTACTAGATATTGAGTAGTTTCTAGAAGGTGGTATAGTCA
GTCTACTGTGTGAGCCGGAGGAGTTAGGGTGGAGGTGCTGTGTGTA
GCCTGGAGACCCAGGCTGGGCGGGGACGGTTCTGGTCTTTCTTACC
GCAGGTCACAGCTCACTGGCAGAAGTTCATAGCCACTGTGAGCCCT

CACTCGGGGAAGGAGGGAGTGAGGTGGTCTTAGGAAGGGTTACAGG
GGGCTTCCCCTTGCTCTCTTCTCAGTACCCTCGCTTGAGAAGGGGA
AATTAAACAGGGAGAGGAGATGATCGAGATGGCGGCGGAGAAGGAG
CCCTTTCTGGTGCCGGCCCCGCCGCCGCCGCTCAAAGATGAGTCGG
GCGGAGGGGGCGGCCCCGAGGTGCAATCGCACCAAGAGGCTGCCTC
CGGGGAGCTCCGTGATGGGACAGAACACGGGCCGGGCCCTCGCGLG
CACTCGGCCGGGGCCGGCAGCCGAGCGGAGGGGGCGGCCCCCAGGL
ACAGGCGCACGGGGAGCCCCACGGGCGAGCCGCCGCTCCTGCGGAC
GTGGGGGAGGAGCGCCGGGGAGGGGGCGGGACGGACCTGGGTCCCC
CAGCCCCTCCTCGACCTCGCAATGGCTACCAGCCCCACCGACCceCT
TGGGGGTGGTGGGGGCAAAAGAAGAAATAGCTGTAACGTGGGGGGA
GGGAGCGGTGGAAGCTTCAAACATCCGGCCTTCAAGAGGCGCCGGC
GAGTGAATTCAGACTGCGACTCTGTGTTACCATCCAATTTCCTTCT
GGGGGGTAACATATTTGATCCACTGAACCTGAATAGCCTCCTGGAT
GAGGAAGTGAGTCGCGCACTCAATGCGGAGACCCCAAAGTCATCCC
CACTTCCGGCCAAGGGGCGAGACCCTGTGGAGATCCTCATCCCCAA
AGATATTACTGACCCGCTCAGTCTCAACACTTGCACTGACGAGGCC
CATGTAGTGCTTGCCTCACCACTCAAGATTGGTCGCAAGCGCCATA
GACACCGGGGACCGCACCACCAGCAGCAGCAGCAGGCGTCTGGAGG
GAATGATAGCAACGCCGCCGTGCTGCCCACTGACCCTCTCACGCCC
TCACTCCATGGGGAGGGTGCTACGCAGCAGCAGCAAAACAGAGGCC
AGAACCGTGATGCCCCTCAACCCTATGAACTCAACACAGCCATCAA

TCACGGCCCCTTGGTAGCCCCCTTTTGAAGCATAGGGTTCCTTCTT
CTCTGGAAGAGTCTCCAAGTCTACTCCTCAAGCTCCATCTTGGCTC
AGGATGCTTCTCCTTCCTTCTATCTCTGCTTTCCTGTAGGACTCTG
GGGAGGGAGGGATGTGTTGGACAGAGGATGTGACTCTGGAAACAGG
GCTGAGGCTGGGGAGGTCAGAGTCTGGCTTTACCTTCCATAGTTAT
CAGTGCCTCACGCCTGCGTTCTAAGAGCAGGGCCTTTGAGACCACG
CAGAGGTGGGACAGCTGTGGGGACACGGGGTGTTCTTTTTCTTTGT
TTCTGAACACTGGGAGGAGGGATATCAGAGAGCCACTATCTGGAGC
GGTGCCAGAAGTGGTGAGAGGCTTCTTGGTGCCTAGGGCTTTAGTT
CCTGCTCTGCAGAGGAAGCAGAGGGATTCTGGGTGGCCAGGGCAGG
GATAGCACTGGGGGTCTAGAGGGGGCCAGCACCCAGACAACTGAGA
CTTTATTCCTGGAACCTCAAGGGAAGGTGTGAACCTGAGGCCTTCA
TTTGTGTTTCTCTTCGTCCCTCCTGAAAAGTTGTCAGACTCCTGTG
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CTTTCGGCTCTGAGGTGCACGGCAGGAAAG

CTAGCTGCGAGGAAGGGTGGACTAGACCCTCGGGCGGTCTGAGCGG
CAGCGCTGAAGT

TTTCCGGGCTGGCACCTCGGCTTCCGGCGGCGTGCTCGCGGTGCGG
AGACCGGAAGGGTCTGTGCTTGCTGCCGAGACTGTTGGTCCTTTTA
GAAACATCTCCATC

GCAGGCTGGTGTCGGAGGTGAGGGTCCGCGGGCTGCGACAGG

CGCCTGAGTTGCCCGCGACGGCTCTGCCCGCCGACGGCACGTCTCT
CGGCGGCCGCGCGTTCCGGGGAAGTTACGTGCGGGAGCAGGCTTTG
GAGGAGACGCCCGAGGGTGTAGGGGACAGCCGGAGGCCCGGGTACT
GCGGAGCGGCGAGCCGGCGGAGGGCGGCGGAGGCCGAGCAGGCGGL
CGGGTGTGCCCCGCGGAGAAGCCCGGGCGGGGCGGACGCTTCCCGG
ACTTTTGTCCCACTTGAATCCCCTCCCCGTGGGCCGGGCCTTTCCG
GCCTCCCCCGCCCCTGCCCCGCTCGTCCCCGGGAGATGTTTATGCG
GACGGTGGCGTGAGGAGCGGGCGGGCCGGCGGCGCGGAGTTTCGGG
TCCGAGGAGCTTCGCGCGGCGCGGAGAGAGACAAGATGTCCGCCAG
GGCCGCGGCCGCTAAGAGCACAGCAATGGAGGAAACAGCTATATGG
GAACAGCACACAGTGACGCTTCACAGG

GAGAGCAGAGTGCTCCTTACACTCTCCTCAGAAAGCTGCTGAGGGG
GATTCTACAAAGTACCATGGAGAGGCAGGTGCGATGCCAAAAGCCT
CTAATTGGGGCCAAGGCAGGAGAACTCACAGGTCCAAGGCTAGCAT
GGGCAACTGGGAGTGTCCCTGTCTCAAAGCAGTAAGGACTGGGGAT
GTAGCTCAATGGTAGAAGCCTCACCTAGCTTGTTCAAGTTTAGTCC
CCAGTACTACACACGCGCTAAGAAGATGACGAAAAGCCTGCTTTGT
GTGGAGTTACCTTCGCTGTTCCGTACTGTCCAAGGCCACTCTGCTC
CCAAAGCCACTCCTCCTGGGCGAGCCAGGGCTAGGGATGTGGAAGA
AGAGGTCATCCTGCTTTTCTCTCCTACCAGAGACCAACTACTACAA
CCTGGATGGAGAATACATGTTCACCACAGCCGTCCCCAATACTGCC
GTCCCCACCCCGGCCCCCACCCCCGATCTTTCCAACAACCTAGCCT
CCCGTGAGTTAACTCTGCTGGCTCCTTGTCTCCCGTGTCTCCCGTG
ATGTCTTCTCTTCCATCTGCTGTCGGTGTCCCTTGGTGTTATCTGC
TCTGAGTGAGGGTCTGAGGTTCTCTCTGTCTCTAGGTCCTCATCAG
AGGCCACGTTGTTTTTTCTCCTCTTGTCCCGTGGACATAACCGGGC
CGTGGAACTTTGGATTAGGCTCCCGATGGTCACTGTCTCCCTGCAG
GTTGTTCTACACAGCTGGGC

TGGTGCTGGCTCGAGCTAAGCCAAGCGCCGCGGAGGGTCAATTTCA
GTC

AAGTTAGGAAGGAAGGGTCAGAGGTCGCCGGCCCAGATGCGTTCCT
GTGTTGTTATGTAGTGGAGGGTCACGTTCCTTCCTGCAAATTCTGG
AAGGTTCTTGAGTTCAATTAGGACAGTGGCTGCGGAATTCCTGGTG
TCCGGCCTGAGGTGCCCGCTGGCCTAGCAGAGGCGCCGAGGGCGLT
GCC

CCGGAGAGGCGTGCAAGTTAGGAAGGAAGGGTCAGAGGTCGCCGGC
CCAGATGCGTTCCTGTGTTGTTATGTAGTGGAGGGTCACGTTCCTT
CCTGCAAATTCTGGAAGGTTCTTGAGTTCAATTAGGACAGTGGCTG
CGGAATTCCTGGTGTCCGGCCTGAGGTGCCCGCTGGCCTAG

CCAGAGATGTGGCAGATGTGCCTAGACTGCATCAATGAACTGATGG
ATACGTTGGTTGCACATTCCAACATCTTTGTTGGAGAGAACATTTT
GGAAGAGAGTGAGAACTTACACAACTTTGATCAGGTCACTGCGTGT
ACGAGGCTGCATCCTAACTTTGGTGGAGCGAATGGATGAAGAATTT
ACCAAAATAATGCAAAATACTGATCCTCACTCCCAAGAGTATGTGG
AGCACCTGAAGGATGAGGCACAAGTGTGTGCCATCATTGAGCGAGT
GCAGCGCTACCTGGAGGAGAAAGGTACCACTGAGGAGATCTGCCAG
ATCTACTTAAGGCGCATCCTGCACACGTACTACAAGTTTGACTACA
AGGCCCATCAGCGGCAGCTTACTCCTCCTGAAGGATCCTCAAAGTC
TGAGCAAGACCAGGCAGAAAATGAGGGTGAGGACTCAGCTGTGCTA

AGAACAGGTCCACGCTGGTCACTGCAGAGAGACTAAAGGTGTGTCC
CGTCTTCCCCCTGGCCATTTTCTGCCGAGAAGCCTGCTTCACCTTC
CCAGCCTAGATCCTGGGATTCCTCACTCTGATCCCACACCTAGATC
CTGCCTTCAAAACCAGCCTTCTGGTTCTTCCCTTTCTACCTAGGGG
CTCCTTCGGGGGGCCCTTGTCCTAGGCCATGGCCCTAAGGGTGGGC
CTGGGACTTGGGCAGCTGGAAGCTGTGACCATTCTGCTCCTTCTCG
GATTGCTCCAGTCGGGAATCCGAGCTGACGGGACTGAAGCCTCCTG
TGGTGCCGTCATCCAGCCACGCATCACCGGTGGTGGCAGTGCAAAG
CCCGGTCAGTGGCCCTGGCAGGTCAGCATCACCTACGATGGCAACC
ATGTTTGTGGCGGGTCGCTCGTGTCAAATAAATGGGTGGTGTCTGC
TGCTCACTGCTTCCCCAGA

GGCCGATCAACCGGAAGTAGCTGGAATCACCGTCTGCCTGAGCTAC
TGACAGGATCCTGAGGTTCAGAGAGGGGGAAGCCATGGAGTTGGGC
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GAACTGCTGTACAACAAGTCGGAGTACATCGAGACGGTGCGCGTGT
GGCGACCCTGCCGCCGCTGGCAGTCACGGGACCCTCGAGGACTGGA
CGGTCGCCCCTCCCGTCCCGGCTGCACTGGTTCCCGTTCCCTCAGT
CCCTTCCTTGGATGACTTAGAGATGCTTCGTGTTTCATCTGATTGT
TATTTAGTCGGTGCATGCATGCATTAGGCTCTCTTCTCCTTCATCT
CGTGTGTGTGGGTGTGCTGTGTAGCGGGGGAGGAAAGTGTGGATGT
GGGAGAGTTTCTATGCATATATATCTATGTGTGTGCATATACACAC
GCCTGAGTTTCCTGTTAAATAATGTCTTCCAGAGGAATACACAGTA
CAGCCTATTCATTCTGTATATAAATTACATTTTCAGACTCCGGGCC
CTTTTTAAAAATAATATTTCACAGTCTGCTTACGTGCTAAGACGTT
ATTGTTTCTATTCGTCAACTCATAATACAACATATGTAAACTGCCC
CCGTTAGGGTTACTATCATTATTTTTTCTGTGTGTCTGTGATCATG
GAAAAGTAATTTTCCTCACTGAAGGCTATGAAACCGTAATATGGAA
GTGGGGTCTGAATGCACATCAGTCATTAGACCGCTCATTAGATACC
GATCCTGAATTCATTTCTTGAGCTCTCAGTTCCTGATCTACCCTTG
CTCTTTTGATAGATTGGATTCAGTTCCTGAGTGCTCTTATCACGGA
GCCGTGCCCACAGCCTTCCCCCCCCCCCCCCAGTGCATTCCTTCTC
CAGTTTGTTTTTGTTTGTTTGTTTGGTGATGGAGTCTCACTTCATA
GTTTAGTCTAACCCCAAATTCACAGTCACCCCACCCAGAGCTGGGA
CAGTAGGGGTGCAGTATACATTCAGGCCTCATTCATTTTTAGACTG

TTGGGCCGGGCAGCAGGCGTGAGGAGCCGGCTCCCGGCGCCACCCG
GGGCGCGCTCGCTAGGGCGCCGGCCTTTGGGCGGCGCGGGATAGCG
GCGAGAGCTGCTGCGGGACCTGCGTGTCCCGCCCCAGGGTGGCTCT
GGCTGAGGGCGGCGAC

CGCGGATCAGCCGCCACCACCTCCCTTCGCGACGATCCTCCCTCCA
TGGTGCTGCCGCGGCCCCCCCTGTAGCCCGAGCTGCCCCGLGCCGL
GCCGGAGCCGGTCTCGGGCAGAGGGAGCGGTCGCGGCCTCGCGGLTC
CGCGCGGGCTGACGAGCGGAGAGTGCGGCGCTTCGCGGTCCCCGAG
GGTCCGCACGCCCCGGCAGCGCGGTCGCCAGCCACCGCGCGAGGAG
CAGCGGGCGGGCGGGCGGCGLLGGGLLCGGGLraeecTeaeTeccAa
CGCCCCGGCCCCGCCGCCCGCGCCGGGGCGGCAGCCGGCAGAGGAA
AGGCGCTGCAGTCTCCGGGCCTCACGGCCCCAGTCGAGCTTCCTCA
GCACCGAGGGCTTGCGGGTCCTGAGTGGAGGACACGAGCCCGGAGC
CGGGCACTGAGCTCTTGGGCGCCCCCAACCCAGTTTTCAGAACCCT
CCACGCTGCGGCCGCTGTCCCCTTCGGACC

CGCGGATCAGCCGCCACCACCTCCCTTCGCGACGATCCTCCCTCCA
TGGTGCTGCCGCGGCCCCCCCTGTAGCCCGAGCTGCCCCGLGCCGL
GCCGGAGCCGGTCTCGGGCAGAGGGAGCGGTCGCGGCCTCGCGGLTC
CGCGCGGGCTGACGAGCGGAGAGTGCGGCGCTTCGCGGTCCCCGAG
GGTCCGCACGCCCCGGCAGCGCGGTCGCCAGCCACCGCGCGAGGAG
CAGCGGGCGGGCGGGCGGCGLCLCGGGLLCGGGLeaLecTeaeTeCcA
CGCCCCGGCCCCGCCGCCCGCGCCGGGGCGGCAGCCGGCAGAGGAA
AGGCGCTGCAGTCTCCGGGCCTCACGGCCCCAGTCGAGCTTCCTCA
GCACCGAGGGCTTGCGGGTCCTGAGTGGAGGACACGAGCCCGGAGC
CGGGCACTGAGCTCTTGGGCGCCCCCAACCCAGTTTTCAGAACCCT
CCACGCTGCGGCCGCTGTCCCCTTCGGACC

TGCCTACTGGTCCGTAGGTAATAATTAAAATGACAGTTTGAGATGA
TCAATATTCTGACTAAATGCTGACGAGGTCTGTTTGCCAACTTGTT
TACCGTCATGCCTTCTGTTTGGCTTTTAAGAACTGGCACTGTTGAG
AGTCTACACCAACTGCTCAGCAGGAGTGAGGGTTTGAAGGTGACCG
ATGCTGTTAGGACTGGAGAGTTCTGAGCTCTGGTGGGCGCTAGGTT
TGTTTGTACTGAATGTAATCCACCTGTCGTATTCTCTGCATTTGGG
CTAAGAATGGGTCCGGGAACTGATTGGTTGCCTAGAAAACTTAGAA
GACCACGCAACTCCGGTCACTAGCAAATGTTGAGGGTTTCAAATTT
CAGCCTCATCTTGTGCGATTGATAAGAGGGCAGGGAAATTGAAGCT
CAGAATAGCATAGATTTGCTATCGGGAGAAAGCGCCCACAGACCTT
GGAGGTCTCCACCCTACTCCTGACTTGGTCTCAGCCAACAGGGAAG
ATGACACCATAGGCGAGGACAGGGCCTGCGACATTCGGAGGACTCC
TATTGGCAGAAGCCACCTTCTCCACTTCACTATTGGTCCGCTCCAT
CGGGCGGGGAAGCGCTAGAGCTGAGCGGAACTGGGGCTATTAGGGA
GCCTGCAGGTCTTCCTGGAAAGTCGCAAGCCTGTGTTAGGAAGTCG
CCCTGCGATCGCGCCGCCTGGGGTTTTTCTGTCCCTTTGTCCTCGT
TTATGTACGAAGCTGCCAGCGGGCCATAGAAAC
TTTCAGGACGCTTTGCAAGGGTAGCTGGGGTGAATTTGCACCAAGG
CAGCAGCATAGTCGCCGCAGTTCCATCTTCGTCTCCGCG
CGGAAACTCTCGCGCCTGGCAAGCTCGAGCCGATCGCCCGGTGCAT
AGGCGCAGGGTCTCCGGGTAGTC
CGGTCGCGCGCTCTTTTCTCGGGACGGTGGAGGCCGTGCAGCGTCG
CCCATACTCCGAGCAAAGAACTGTGGCCAGAGGCAGTCGAGGTTAG
TGAGGACTGCGAGGCAGACACTTTGCTGTGTTCAAATCCAAGTCAA
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GGGTACAAAA

GTGCAGCGTCGCCCATACTCCGAGCAAAGAACTGTGGCCAGAGGCA
GTCGAGGTTAGTGAGGACTGCGAGGCAGACACTTTGCTGTGTTCAA
ATCCAAGTCAAGGGTACAAAA

GAGCGTCAATTGGTTGCGCCAGAGCCAAGCTAGACCAATCAACATT
ATGAAGGAAGCTCTGCTGATTGTGGGCTCATATCTATCAGTAGAAA
AGGGTGGCGGGTGTTCAGCCAGACTTCTCTGGTTGCCGGTTGTCTG
CAAGCTGAGGTCGATCATTTGAGTGTCTAAACCGGGAAGAAGAGTT
GATTGCAAACGAAACCATACTTTGAGCCATA

ATTCCCACTTCATCTTTCCAGACCATCCTAGGAAATACTAGGAATC
CTTGGAAGGGAAAGAAGGAACATTGTTGGTTGGAATAAAAACAGGG
TTGA

TCCACGGGCTCTCGCGAGACCCTCGGCTCACGTGACCGGCGGGCGLC
GGCACTGCTCACGTGACAGGCGCTGCCGGCCGCAGGGTCCTCTCCG
TGCCGGCGCCGCAGCTGCGGGGCCTCTCGAGTCGGTGGACGCGCCC
TCCCGCCGGCCTCGCCGCCCGCGCAACCGCCGTCCTCCGGCCTCGG
CTGCGTCGCGCC

AGCAGAGCCAGGCCGGCCTGGCCGCCGGTGTGCCACGGGCCAACGC
TTCTTCAGGGGCCCATGCGCGCGGGCAGCAGCTCCTGACCCTGAGG
GTTAGGAAGGGATCGAGCCGAGTCTAGAGCTCAAAGACTGGGATC

CTCCTCCTCACGGTTGCACCGAAGGAAGGGTGCGCGACTTCAGAGC
AGCGTCCCTTAGGAGGCGCGACAGCGACAAGACAGAAAGTAGGCAC
GTCCCGCCACGGAGCCTGACTCCGGGCAGAGCGCACGCGTTCGGCT
GTCCAATCAACGTCTAGGGGCGGGCCGGCTGGTGGGGCTTGGGAGA
TAGGTGGAGCCGAGCCCACATTCTCCAATGGGATGCAGGCAGAGGC
GGGCTTAATGGCAGAAGGAGCATGGCGTGGAGACAGCTGAGA

TGTGGCTGTAAGGAACAGGAAGCCCCGAAGGGTCAAAAGGAATACA
ATAGCGAAGTGTGTTTTCTTCCTTTAAGCCGTCGTTCTTTTCTTGG
TTTCTTTTCTAGTTTTTTAAGAGCGAGAGTGGCCTTGGCGGCGACG
GTTTACGGTAGGCGCCGCGGAGGTGAGGGCGGCTCGCCTCCCGCGL
TCTCGTAGATCTGCCACCTCCCTCCTTCATAGACGGGACTTGACTG
CTAAAGCGCCTTGAGTACCTGAGAGTCTCCATTAGAATCTGCTTTG
GAAGCAAGAACAGACTGTACCATT

GGTAGCAGCTGCTTTCCGGCAGACGTTTTCCGGCCGACCGGCTGAG
GCGGGAGGCCGCGGCCGGAGGTGCGAGAGCGTCACGGCGTGCAGCG
GAGGGTCGTGGCGGAGGACCGCGGTGCGTGGGTCGCG

TGGATGAAGCAAAAGGCAAAAATGATGGCACTGTCCAGGGAAGGAA
GTATTTCACATGTGATGAAGGCCACGGCATCTTTGTACGCCAGTCC
CAGATCCAAGTATTTGAAGATGGAGCAGATACTACTTCCCCAGAGA
CTCCTGATTCTTCTGCTTCAAAGGTCCTCAAGAGAGAGGGAGCCGA
TGCAGCTGCAAAGACCAGCAAACTGCGGGGACTGAAGCCTAAGAAG
GCACCGACAGCCCGAAAGACCACAACTCGACGGCCCAAGCCTACTC
GCCCAGCCAGCACTGGGGTGGCTGGGCCCAGTAGCTCCCTTGGCCC
CTCTGGCTCAGCGTCAGCCGGGGAACTAAGCAGCAGTGAGCCCAGC
ACCCCAGCTCAGACTCCGCTGGCAGCACCCATCATCCCCACACCGG
CCCTCACCTCTCCTGGAGCAGCACCCCCACTTCCATCTCCCTCTAA
GGAAGAGGAAGGGCTGAGGGCTCAGGTACGGGACCTGGAGGAGAAG
CTGGAGACCCTGCGCCTAAAACGCTCAGAAGACAAAGCAAAGCTGA
AAGAGCTGGAGAAGCACAAGATCCAGCTGGAGCAGGTGCAGGAATG
GAAGAGCAAAATGCAGGAGCAGCAGGCAGACCTGCAGCGGCGCCTC
AAGGAGGCTCGGAAGGAAGCCAAGGAGGCGCTAGAGGCAAAGGAAC
GCTACATGGAGGAGATGGCCGACACAGCCGACGCTATCGAGATGGC
CACTCTGGACAAGGAGATGGCTGAAGAGCGCGCTGAGTCTCTGCAG
CAAGAGGTGGAGGCACTGAAGGAACGGGTAGACGAGCTCACCACAG
ACCTGGAGATTCTCAAGGCTGAAATCGAAGAGAAAGGCTCTGATGG
GGCCGCATCAAGCTACCAGCTCAAGCAGCTGGAGGAGCAGAATGCC
CGCCTGAAGGATGCCCTGGTGAGGATGCGAGACCTCTCTTCCTCAG
AGAAGCAGGAGCACGTGAAGCTGCAGAAACTCATGGAAAAGAAAAA

AGGCCATACTAAGCACAGGTGTACAGGAACCATTTACCATGGAAGC
ACAGGAGCTTGGGAGCCCCACACCCACCTACCATCTTCTCCCCAAA
GCCAACCAGCACACTGTAAAAGAAGATGCCGGCTCACCATCTCAAG
GGTCTCCA

GGGCTCCGGGCAAGGAAGGACCTGGGGACCCGGACCCTCGGGAAAA
AAAGCAAGTGAGCCCCGAGAGCTCTACGAGAAGAGCCGGCGCTTGG
AGGGGGAGGGGCAGCTGCAGCGGGCTGCCGGGCGGTCCCGCCCCTG
GCCTGGGTCAGGACCCGGTCTCCGCAGGAGCCGGATCTCGAGAGTA
GCTTTTGCTATTCCCTCGGAGCACTGAGAGTGGTGTGGTTTCTGGT
GGACTTGCAGAGGACCAAGACCTTGGGAAGATCGCGGTTGCTCTTC
AGTCGCCACCCAGAGCTAAGGTTCCCGAGGAGACTTTCCGAAATGG
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ATGCCACTTTAACAGCACGAGAGATCCGAGAGCGGTTTATAAATTT
CTTCAGACGAAATGAGCACACCTATGTCCACTCTTCCGCCACCATC
CCTCTGGATGACCCCACTCTGCTCTTCGCCAACGCTGGCATGAACC
AGTTCAAACCCATCTTCCTAAACACAATCGACCCATCTCACCCTAT
GGCGAAGCTGAGCAGAGCTGCCAATACCCAGAAATGCATCCGAGCT
GGGGGCAAGCACAACGACCTGGATGACGTGGGCAAGGATGTCTACC
ACCACACTTTCTTTGAGATGCTGGGCTCCTGGTCTTTTGGGGACTA
TTTCAAGGAATTGGCATGTAAGATGGCCCTGGAACTTCTTACCCAG
GAGTTTGGTATTCCAGTTGAAAGACTCTATGTCACTTACTTTGGTG
GTGATGAGGCGGCCGGCCTAGAGCCAGATCTGGAGTGCAGACAGAT
TTGGCAAAATTTAGGACTGGATGAAGCCAGAATCCTCCCTGGCAAC
ATGAAGGACAACTTCTGGGAGATGGGTGACACAGGCCCCTGTGGTC
CCTGCAGCGAGATCCACTATGACCGCATTGGTGGCAGGGACGCCGC
ACACCTTGTCAACCAGGATGACCCCAATGTGCTGGAGATCTGGAAC
CTCGTGTTCATCCAGTATAACAGGGAGTCGGATGGTGTTCTGAAAC

GCTGGTGGGGTCGACGGGCAGTCGAGCCCTGGCCTGGCCTTTCTCC
AAGCTGTGGCGATGTGGCGGATGCGCAGGGAGCGGCGGTACGGTCT
GGAGCAGCGTGAGGGCCTGTGGCATTGCTCTGCAGGGTCATCTGGG
GAGATGCTCGCAGCAGCTGGCTCTGCAGGGAAAACTGACTTCATTT
TCCCCGAGGCTGTATTCAAAACCTCCCAGAGGGTTTGAGAAGTTTT
TTAAGAATAAGAAGAACAGAAAAAGTGCAAGCCCAGGAAATTCAGT
ACCTCCAAAAAAAGAACCAAAAAATGCTGGCCCTGGAGGAGATGGA
GGCAACAGAGGAGGGAAAGGAGATGATTTTCCCTGGTGGAAACGGA
TGCAAAAG

GTGTAGCCCTCTCGCAGCCGGACACGCGGGACCTACCCGACCCTCA
GCACTGCGCAGGACTCCGCGGGACCCGGAACCTTCCGACAGGGTT

CCGGCTCTTATCTGCACTGAAGAGTTGCGGAGTTGCCTGGCATTCG
AAATGAAATTTTGCCGGAGTAGTTGGAGTGATCAGCGCCATACACC
TTGCGATTTCAGCGCCTCTGGTCTTGTTTTCAGACTGGACTCAGGC
TGGCCTTGAACTCCCAGTGTAGCTGAGGATGACCTTTCGCTCATGG
ACTTCCTGTTTCCACTTCCTAAGTGCTGGGATTCCAGGGTGACAGA
GTGCCACTGTCCACTGAAATTCATCAGCTGCACTAAAGCAAAGCTT
GCCTCAGTGAAAGGAGTATTCATGCAGACTTCTGTGTTACAGG

GTTGCTTCCTAAGAGCTTCTTGCTGGTCAGGAGGGAGGGTCAGGTC
CTAGCGTCCTAGCTGGGTTTTGTTCCCGCTGGCGCCGGAATCCTCT
GCGGGTTGGGAGCCGCACTGCCGGCTGCCGAGGCCACGGGATTGTT
CCTGGCTTACCAGTTAGCTGAGTAGGCGGCGGGGCGGCGGCCACCG
GAGGGTCACC

AGGAGGGAGGGTCAGGTCCTAGCGTCCTAGCTGGGTTTTGTTCCCG
CTGGCGCCGGAATCCTCTGCGGGTTGGGAGCCGCACTGCCGGCTGC
CGAGGCCACGGGATTGTTCCTGGCTTACCAGTTAGCTGAGTAGGCG
GCGGGGCGGCGGCCACCGGAGGGTCACCATGTGGGCCTTCCCGGAG
TTGCCCCTGCCGCTGCCGCTGCTGGTGAATTTGATCGGCTCGCTGT
TGGGATTCGTGGCTACAGTCACCCTCATCCCTGCCTTCCGTAG

GTCATGGATTACCATCTAGAGACACGGTACTTCTTGGGCAGGACCT
GAGGGTGGCTGTGTATGCACGCTTCTCTGGCTTAG

CTGAAGGTGGTAGTTCTTGGAGCTTCCCCGATCCTCCCTAGGGTCC
TAGAGAACACTCTTCACTTCAGTCCCTCCTTACAGCCCAAGCAGCC
ACCTAGATC

GTAGCGGCAGCGGTGACTGCGCGTCTCCTGTCAGGGTCGGCGGCAC
GCAAGTCCCCTGGGCGGCCCAGCTGGACGTGGCCGAGCCGAAGCCC
GGGGGCCG

TTCTTTTACGACGGAGCCTAAGATATTCTTTGTCTTGTCGGTGAGT
GAGTTACAGTCGGATGACCAAGTGAAATATAGGGGTGCAACGAGGA
TTTGGAGGCTTCTGAGACTTGAACTTAGGGTACTGGTGTAAACTTC
CTCGGAGAAGTGCGCAGCAGCTAATGATATTTCGGGATTGGAGTCT
GGGCCCCAGTGAGATTCGTACTAAGCGGCCTGACTGAAGGCCGCAT
GCGTTCTAGTTCCTGAGTCCCCGCGTGGGTAGGTTTTTACAGCAGG
GTTTGCAGCCTTTTGTGCTGTTCCGAAGGTACTAGAGTCACCGAAA
GAGACATCCTATTATATGCACGTTCACAAGGACA

AAAAGATTTCATTCTGTCTTCCCCGGCTGGAGCAGACCTACTTTAT
AAAGTTATGTATGCTTCTTCTGAGGGAGTAATACTGCTAACGATAC
CGTAAAAATCGCTAAGGAGCCTCGCTTCAACTCAAGATGGCCTTTC
TCAGGGAGGACCTTAAATTATCTGATGTGGGAATAATAAAGAGGGT
TTGTTATTTCCTGGTCTTTGAAGCATCTGTACCTCCAAAATCACCA
TCCTACAGTCTCAGCTGGTTCCCTGGGCTGCTTGAGTCGAGCCATC
GAAGCTAGGGGAGCGCGGCTATTGCCGCTGCCGCTTCCACCGCAGT
GTGAAGAAAAAGGGTCTGAAACAAAGTCTTACCAACGTCTGCTTTT
GAACACAGTGACTGCTGGATCTTTAAACATCAAGTTCAGCTTTGTC
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TGTCAACCTGTCTGAC

GCCGGCCCGGGCCACTACTTGTGAGGAGCTCTGTGGCCGCGGAAGC
AAGTGAGAGATTTCGACCAGTTACCTTACTCTGGTTTTCCTGCCTC
CCTCTTCATCAGCGAGATTCAAGGCTGGACCAGGGCCCCCAGGGAA
AAAATCCTGCTATCAAGGAAGAAAATATAGGACCAGGACCTTCCCA
TGGACCCTTCTCAGGACATTCCAACAGCACAAGCAAGGGTGTCTCC
CTAAGACACAAGAGGCCTGAAAAAACTATCCTTTGTGAAGTGCCAT
GGTGGTCAAGAAAAGCAGAGGTAGCTCCCAGCAGTTGCCTGGCCTG
GGAGGACAGGGTGGTTGTACAGGTTTTGTAGGCATGCTTGGAACTG
CCCTGCTGTTCATCAGCCTACCATGGGGAGCTCAAGTGATGGCCAG
TGCCAACATCAGCACTGCTCTGGGCCACACAAGTGGTCACTATTTG
AGTATTGGGGATGGCTCAGTGACAGAATTTGATTTCCCTGAGAAGA
GTGAGGGTATCATTGTGATCTCTAGCCAATACACTGGACAGACCAA
TGGGACAGGCCCCAGCCCCATACTTAAGGTTATATCCCTGGACACA
GAGGTGCTGACCATTAAGAATGTGAGTGCCATAACCTGGAGCAGTG
GAGGTGGCTTTGTGGTAGGCATCCACTCAGGTCTAGCTGGGCTGGC
CCCACTCCACCTCCAGCTCATGGATTTCTATGAGGCCCCACCCCTG
CTGATCGAAGAACGGAGAGATTTCTGCATCAGGGTGTCACCTGCTG
AAGACCTCCCTTCTGCTCTCAACACCAACTTGGGCCACTTCTCAGA
GAACCCAATACTCTACTTGCTTCTGCCTCTTATCTTTGTCAACAAG
TGTTCATTTGGTTGCAAAGTGGAACTTGAAGTTTTGAAGGAGCTCC
TACAGAGCCCCCAACCCATGCTGTTGGGCCTCTTGGGCCAGTTTCT
GGTCATGCCTTTCTATGCTTTCCTGATGGCCAAAGTCTTCATGCTA

CGAGGCCCGGGCAGGACGGGCCTCACTTGCCGGCGTTTGCCGGCCC
GGGCCACTACTTGTGAGGAGCTCTGTGGCCGCGGAAGCAAGTGAGA
GATTTCGACCAGGAAAAAATCCTGCTATCAAGGAAGAAAATATAGG
ACCAGGACCTTCCCATGGACCCTTCTCAGGACATTCCAACAGCACA
AGCAAGGGTGTCTCCCTAAGACACAAGAGGCCTGAAAAAACTATCC
TTTGTGAAGTGCC

TCAGTCTCGGCTGTCCAGCCAGGGTGTTTGGTGGTGAGGATTCAGG
CTCCGTCCAGACAAGGCAGTGGCCTGAGGCTCAGGGCCCCCCAGCC
CCTCCCTCCCAGTCCATCAGCGTCACTCCCCAGCCCCGAGCTGGAC
CGCACACCTTGGGACACGGTTTTCCACTTCCTCAGGACGAGCCCCA
GACTGGAGGAGAGGTCGGAGGAGGTGGGCGTTGGGCTCTTCACGAG
GACCCCGGCGGCGGGCCCGGGGGAGGCGGCCGAAGCGGCGGLGGLL
GGGAGCGAC

CAGGACTGGGTCTCCTTTCCAGGGAGAGGAAGAGCCCTTCATGGAA
CCGTCTGCAGCGGCTCAGTCAGTCTCGGCTGTCCAGCCAGGGTGTT
TGGTGGTGAGGATTCAGGCTCCGTCCAGACAAGGCAGTGGCCTGAG
GCTCAGGGCCCCCCAGCCCCTCCCTCCCAGTCCATCAGCGTCACTC
CCCAGCCCCGAGCTGGACCGCACACCTTGGGACACGGTTTTCCACT
TCCTCAGGACGAGCCCCAGACTGGAGGAGAGGTCGGAGGAGGTGGG
CGTTGGGCTCTTCACGAGGACCCCGGCGGCGGGCCCGGGGGAGGLG
GCCGAAGCGGCGGCGGCCGGGAGCGAC
TGCTTTTTCCACCCCGCGGATTTTTTTTGAGGATTCCCCCCCTCAC
CTTTTTTCATTTTTCTCCCCTCGGGGCTCTTTTGTGACTCTCCCCA
ACCCCAACCCTCCGCCTTTATGTTCGCCCAGACCTCCACCCGCTTC
TGAGTAGTGGGGGAGGGTTTCAGCCTCCACGTTCCCGCCCCACCGG
GGCCCCGGCGAAC
CGCCGGCGGATCGGCAGTGGCGGTGGCTTAGGCCTTGAAGCGATTC
AGCATCCGTCGGGTACCGAAGCCATCCTTCTTGCAGCAGGTCTGCT
TTGCCTTGAAACCGTTGCTGTAACCAAGAGTTGACTGAGGGTCACA
GCTTTGCTTGTCACC
CGCCGGCGGATCGGCAGTGGCGGTGGCTTAGGCCTTGAAGCGATTC
AGCATCCGTCGGGTACCGAAGCCATCCTTCTTGCAGCAGGTCTGCT
TTGCCTTGAAACCGTTGCTGTAACCAAGAGTTGACTGAGGGTCACA
GCTTTGCTTGTCACC
CACGGAGTCGCCTTCGTTCTGCTCTGGGTCTCCCGTGGCCACTGAG
ACCTCGGAGCTCGACCGGCGCCTGCCCGCCCGTGCGGCCCTCACTC
CCCGAGGCTATCCAGGGTCTGTGGGAAACATTCAAAGTCATAAAGT
TTAG
AGTGCTTCCAGGTGGGAGCGAGGTGACCCCGGCTACTAAAGAAGGG
TAAGGCAGAGTAGCC
GGACAGGCTGGCCAGCTCGGGCGCTGGGAGGAGGAGGAGGCAGGGT
CTCAGGCAGCCGCGGCGGCAGTGCTCGGAGCGGCAGGAGCAGTAGC
AGCAGAAACAAGTACCAGCCAGACAACAGCTCCTCCGGCAAGCCAC
AGTCAGTCCCCTAGCCGCG
GTGTGCGGCCGAGGGGACTCCGCGGCGGACGCAGCTCCCGGCTGAG
GCTGCGTGAAGGATCCGCTTCCGGCGGCCGCCTACTGCGACCAGGG
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TGGTGTGCGCTGTCACCCACGGGCTCAGCGCGGCGTCCCGCGACGG
CCTTTCGCTGAGCTGGCCCGGCGGCTGCGATCCCTGCGCGTGCAAG
CCGAGGCCCCGLGGee

ATCACCTTTCCCCCTCCCATGTGCTTTCCTTCATTTGAGATCTTTT
GACCTTCATTTTTATTTGGGAGGGGGAAGGGTGATAATTATACATT
TTCTGTTTTCCCCAGTTTCTTTCCTCTCTGTTTCCCTCATCCCATT
TTCTTGTCTGTTCTGCCGCTGTGTGGGCCTGGGCTATGCGGCAGGG
CACATCTTTCATCAGAGCTCCAAC

CGGCACGGCTGCGCCTCCGCCATCGTAGGGTGCCGATCCCCTTGCC
ACAGTCGAGTCTCCATGGCCTGACCGTGTCTTGACAATAATTTTGA
GCAAAATCTATGTCTAATAAGAAGATAACCACATCAAG

CGTCAGGTTCGGGTGCTCTGCGGCGGCCTTGCGGCTCCCTCCCTAC
CCACGAGGACTGTAGCTACCGAGCGCCTGACGGAGCTGCGTTTCCG
GAGAGCGAGGGCCTGTCCGGGGCGTTAGGGTCTCGGCGCCGCTTCG
CAGCC

CTCAGGCGTCCGTCAGGTTCGGGTGCTCTGCGGCGGCCTTGCGGCT
CCCTCCCTACCCACGAGGACTGTAGCTACCGAGCGCCTGACGGAGC
TGCGTTTCCGGAGAGCGAGGGCCTGTCCGGGGCGTTAGGGTCTCGG
CGCCGCTTCGCAGCC

ATTCCTCAGGGAAAGCTGTGTGGAGGGTTGGAGGGAGGGAAGATTG
GATGCCTGAGCCCTGTGAGAGCCCAGGGATGTGATTGGGGTCTATT
AACTGGCTCCAACATCCAAGGTTTTATCTGTGCAACCATTCTCTGA
GG

AAGAGGGTGGGAGGCGAGGTCGATGTCTGTGGCCGGAGCGGACGGT
GCAGATTGCGAGCCGGCCTAAAAGTGCTCTTTGGCGTAAATTGCAA
TCGATTAGGGATCGTTTCTCAGACTCAAGTTAGAAGTGAGAGTTCA
GATAAGTGAGGCCGACATTGCTGCCTTGAAGAAGGGGAGA

CACCCTGACGTCCACAGAGGCAGCACGGAGTGGCGAAACTCGGTTC
CAGCCTGTCGTCGGCAGTGAGCGGGTTTAGCTTTACACAGCCTCTG
CCCAGCTTTAACTTGTAAGACAGCTATGAGTCACTTTGAGAATTCC
AGAGGCCATGTTGGGGGGACAGCCATTGAGTTTATTCCTTTACCTC
ATGTGACCCCAGCAACTTTGGTGATACTGAGAGGCCAGCAGGCAGT
AGAGTGGACACCTCGGCCGTGGCCACTTTAGAGGGGGAAAAGTTTA
AGTTTTAAACTAAAAGTTACAGAATTGAATGTGGATACCGGCTTCA
TTCACCCCCACTTGGATTCTAAACATGACCAGTGAAATAGTGAAAG
CTGACCACAGTTGTTCCCAAATAAAGGTCGGCAGCTCCTACCAGGT
CTGGGATTGAGATGTTAGAGTCTTCAGTTTTATAGCCGGCTCCTGA
AAGCAGGCGACATCAGAGTGGTAACAGTCAGTAGGCTGCAGTAGGT
GTCCTACCTCGAGGCCCTCAGATGGAGGTAACACATTAGGATTGTG
GGACACAAGATCCTCTCTGAACCTCCTGGTTAAGGAACGTTCCTGC
AAACATTCAAGTAGACCTTCTATAACAGACTGCAGCGTGCATGGCC
TCTACCCACAAGAGATGCACTGCAGGAGGCCGGCCCTGTTCTCTGT
ACTCAGCATTTTGACATCTCCTTTGAAGGCCAGGTATATGTGTACC
AGTGCTCTTCAAAGGGAGAACCATTAAAACCAACATGGAATGCAGG
GACTTCGCCTTATAAGATTTCCAGTTTTAAAACTGCCCCTCAGATA
CAATTTCAAAGTAGGGTACACATTAGAGTGTCTTTGAGTTCAACAA
GTTGGTACTGTTGCAAACACCTTCTGAATTGCCAGCGCCCGGGTTT
TTATGTAAAAATAGAGTGGCT

GCTCCTGGTAGCTCCGAGTTCTGCGCCGCGTCCGCCGCCCTTAAAG
GGCCCGCGTCCGGGAAGCCTTCGGGCCAGGGCCACCGCCGCCTCGG
CTCTCCGGGCGCGAGCGGACGCCGGGTCTCCAGCCGGGCTGGGCCG
GGCTGGGCCGGGCTGGGGTAGCGGGTCGCGGTGCCGCCCTCGCGAG
CCGGGATCCGCGCGAGGCCCAGGAGCGGCTCCAGGGAGGGGACGCG
TCCTATCTGAGGCCGGGGTTAAAGTTCTGGTCCCGGTGAGATGCTG
GAAGCTGCTGCGGCAGCCGCAACGCGCCCGGTCGCCGTCCCGTCGL
CAATCCCCGCCGTCCCGGGCCATGATCGCCTGGCGTCTGCCCTTGT
GCGTGCTCTTGGTGGCCTCCGTCGAGAGCCACCTGGGGGCCCTGGG
GCCCAAGAACGTCTCGCAGAAAGACGCGGAGTTTGAGCGCACCTAC
GCGGACGACGTCAACAGCGAGCTGGTCAACATCTACACCTTCAACC
ACACCGTGACCCGCAACCGGACCGAGGGTGTGCGAGTGTCTGTGAA
TGTCCTGAACAAGCAGAAAGGGGCGCCTTTGCTGTTTGTGGTCCGC
CAGAAGGAGGCTGTTGTGTCCTTCCAGGTGCCCCTAATCCTTCGAG
GACTATATCAGCGGAAGTACCTCTACCAAAAAGTGGAACGAACTCT
GTGTCAGCCCCCCACCAAGAATGAGTCTGAGATCCAGTTTTTCTAT
GTGGACGTGTCTACCCTGTCACCCGTCAATACCACTTACCAGCTCC
GAGTCAACCGTGTGGACAATTTTGTGCTCAGGACTGGAGAGCTGTT
TACTTTTAATACCACTGCAGCCCAGCCCCAGTACTTCAAATACGAG
TTTCCTGATGGTGTGGACTCGGTAATTGTCAAGGTGACCTCCAAGA
AGGCCTTCCCCTGCTCAGTCATCTCCATCCAAGATGTCCTGTGCCC
TGTCTATGATCTGGACAACAATGTAGCCTTCATTGGCATGTACCAG
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ATATGTGGATACACTGAAAAAGATAACAATAATCATGTCTCAAGAA
GAGCATGATTATGTAACTATCTCTCACACAACTGCGACAAAACTGT
GAAAATCGTAATGGTGGGAAAACAGGCGCAAACCCATGGACTTGGA
AAGGGTGAAAGGCTTGTAAGGTGGGTTTCCTGTCGATCCCCAGAAG
CAGTCTAGCAGTCCTACTGTTCTTAAAGGTGCCCTTGCCTTTGTGT
AGTTTTTGTCTCCCTTAGAGATGGACAACTCCACTTGCTATTATGA
GACAAGTTAGGAGGAACATATACACTACTTGACATATCTGACTAAA
GGTGTCCCAGTGTTCGTAATAAGATGCTGAAATACCGACAGCATGA
CACTTGTCAGTTGACCATGAAAGAAGCATGTGTGAAAAGTCTGATG
CTTTATTAAAACTATTGCATGAAAACTCACCAAGGTCAATAAGCTG
TTAACATACAGTAGATGC

CAGGATGCAAGATTTTTCCTCATAAAGAGTAATAACCATGAGAATG
TGTCTCTTGCCAAAGCAAAGGGTGTATGG

AGGCAGACTCCATTCTTTGTGCCGTGAGGGTCTCTGGCTTCGTTGG
GAGGCAGCGCAGTAAACACTGCTTCGGTGCTCCAGGAGCCTAAGGG
CTTTCGTCACAGCG

GTGCAGGCCTCCGCCAAGGTCACAGGCAGACAGGCCAAGGGTACCC
CTTCCCTCGCCCACCCTGCAGCTTCTGGCTCCTGAGCAAGGTTGAA
GTTC

CCGGGCTCCATGTGTGCGGCCGAGGGGCGCATTATCTGGCCGGCGG
CGCGGGCGGGCGGAGCGGCGGAGCGAGCGCCGCGGGCCCGGGLGGL
CCCTCAGGCGCAGCGAGCACGCGCGGLCGGLGLeeeeceaeecceas
CCCTGTGGACACGCGCGCTGCCCCTGGGCCCGGTCGGCGLCGLGGLL
GGGTTGGCCAGCACATTGAGCCAGCACATCCACATAAGTTGCCTTT
TGACAGAACTGTGGCCATGGCAGCATGGTAGGATCCGTGTCCCGGA
CCCTGAGGCCAGAATGAGTGAAGAAGCATGCCGAACCCGCAGTCAG
AAGCGCACCCTTGAACCTGACCTAACGGAGGATGATGTGGAGAACA
AGAAAATGAAAATGGAGAAAGGGTCATCAGAGCTGACAGTGGACGG
AGACAGCAGGGTGATGCCAGAGCCGAGTGCAGGCTCAGCCCAGGGG
TTGCTGAGGACAACAGAGGCCATGGGCACAGGATCTGGCGAGGGGC
TGTTAGGAGACGGGCCTGTGGACATGCGCACTTCACACAGTGACAT
GAAGTCTGAGAAGAGACCTCCCTCGCCTGATGTGATTGTGCTCTCT
GACAGTGAGCAGCCATCGAGCCCAAGGGTGAATGGCCTGACCACAG
TAGCCTTGAAAGACACCAGCACTGAGGCGCTCTTGAAAAGCAGCCC
AGAAGAACGAGAGCGGATGATCAAGCAGCTGAAGGAGGAGCTGAGG
CTAGAGGAAGCAAAACTGGTCTTGTTGAAGAAGCTGCGGCAGAGTC
AGATACAGAAGGAAGCCACCGCACAGAAGCCTACAGCTTCCTCAGG
GAGCACTGTGACCACCCCTCCCCCACTCGTGCGGGGTACCCAGAAC
ATTCCTGCTGGCAAGACCTCACTTCAGACCTCCTCCACTCGAATAC
CCGGCAGCATCATCCCACCACCACTGGTCCGAGGTGGGCAGCAGGT
GTCTGCCAAACTGGGACCACAGGCCAGCTCTCAAGTAGTCATGCCA

ATCAGTTTTCCGCCTACGTCGGACCTAATGAGGTTCCCCAGCAGCT
GAGGGTCCTACCTAGCACTCCAAACTCTTGCTGTCAGAGGACCCAG
TGGGAAGAAGACTCAGCTCTCATCCGCC

GCAAGGGTACAGCTCCTGCCCCTTCAGTGACGGGCGGCGGAGCTGA
CAGGAGCCGGGGCGGGGCGGCGGCGGCCAGCGAAGGAGCGCACGGL
GGCCCGGCCCCGCCCCTGGTCCTCCCGCCAGCCTCAGTGACCTTCA
CTGGTTCGGGCGGCGGGTGCAGGCCCGGGCGGCGGLGCG

CAGTGGCCCCGAGGCAGCAGTGCAGAGTTCCCCAGCGAGGCTAGGC
GAGCAGCCGGCCGGCCGGAGCGGAGAAGGGAGGGTGGGAGCGAGGC
GCAGAGCCGGCGCCGCGCACTGTGGGGGCCAGGAGCAGCCCGCGLG
CCGAGGGAGGGACTCGCACTTGCAAT

CCCGCTCGCCGTTAGGGAGGCTCTGCGCCTCAGCCGCCACCGCCTC
CGCCTCCGCCTCCGCCGCTCCCGCCCACTTCTCCGCGTCTGCCGCC
GCCGCTGCCCGGGGTCTCCGGGGGGTCGCTACCGGGCTGGCCCCGL
GCCACTGCAGTCGCTTCAGCCTCGCGCTAGAGGCCGCTTCAGGAGG
AGACCCGCCGGCCGCCGTGCCACTTAGGGCCTCAGTTCTCGCCTCG
TCGACGTCGCCAAGGGTTCTGGAAAAGCGGCCAAGGCCGGGGAACG
GGGCTTCGCGGTTCCAACGATTAAGTTCTGAAGTACTGATCGAGTT
CTGCGTTTCTTCAATGAGGAACTACAGGCTGATCTTCTGCCATAAT
CTCAAACAGCCATAAATGACAGAACGATGCTTGCTCAGTGAGGGAA
GCTGGTGCAGAAGCCGTGTTTTAAACTTAGGTGTTTAAGTACTCAA
AGAAAAGACAGCTTTGATTTCTGGCTGCAAAAAAGCT

AAGATAGAAGCCAACCGTAACGCCTGCTACACAGGTGCCCGAGAGG
CAGGCCGCACTATCTTCTACAAGCCCTTCCACGGAGAAATCCAGTG
TGGCGGCCATCTGATAGGTGCCAGCGAGAGCTTCCCATGCGGCTCG
GAGCATCTGCCCTATCCACTGGGCAGTCGTGATGGACTCGTCGCCA
CAGCCGTGCTGCACCGCGGGGGCCTGAATCTGACAGCAGTGACAGT
AACTGCCGAGAATGACCACACTGTTGCGTTCCTGGGCACCTCAGAT
GGCCGGATCCTTAAGGTGTACCTTGCTCCAGACGGCACTTCTGCAG
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AGTATGGTTCTATCCCAGTAGACATCAATAAGAAAATCAAGCAGGA
CCTGGCACTGTCTGGAAACCTGTCCAGTCTGTATGCTATGACCCAG
GACAAGGTGTTCCGGCTCCCAGTACAAGAATGCCTGAGCTATGTAA
CCTGCGCTCAGTGTCGTGACTCCCAAGATCCCTACTGTGGCTGGTG
TGTCATCGAGGGACGATGCACCAGGAAGTCCGAGTGCTCACGGGCC
GAGGAAACCGGACACTGGCTGTGGAGCCGGGAGAAGTCCTGTGTGG
CCATCACTGATGCCTTTCCACAGAACATGAGCCGGCGGGCCCAAGG
AGAGGTACGCCTGTCTGTCAGCCCCCTGCCCACCCTGACTGAGGAC
GATGAGTTACTGTGCCTCTTTGGTGACTCACCACCCCACCCTGCCC
GGGTAGAGGACGATACCGTCATCTGTAATTCCCCAAGCAGCATCCC
TAGTACACCGCCAGGCCAAGACCATGTTGACGTGAGCATCCAGCTC
CTCTTAAAAAGCGGCAGTGTCTTCCTCACCTCCCACCAGTATCCCT
TCTATGACTGCCGTGAGGCCATGAGCCTGGTGGAGAACCTGCCGTG
CATCTCTTGTGCTAGCAACCGCTGGACTTGCCAATGGGACCTGCAG
TACTACGAGTGTCGGGAGGCTTCGCCCAACCCAGAGGAGGGAATCA

CAGGGAGGACCTTGCTGTGCCTTGGAAGGAGTGACCGGTCAGGCGG
TGTTTTAAACGGCTCAGGCTGGGGAAACCGTGTCTGAGCTGTCTCA
GGTCGAAAGGGTTCTCCCTTTCTCCCTTGCGGGCCGAGCTCTAGAG
CCGTCAGCCCAGAGCTGATTTATCCAGAGCCCAGC

GCTTGGATCCCAGAGCCCAGCCTGGGAGGAACCGGGGCTGCTGGTG
TACCACCATCATCCCCAACACTCCTGTTCAGAAGATGGGTGGGGAA
ATCAGCCGATGACCAGTGGGAAAAATGAGCTACAAGATCACCTGAT
CTTCATCAGTGAGAAAGCTTTGCACAAGAGGGTGTGCTAGAAAT

CCGTGTCCCTGCGCTCCGTCGGTCAGCGGGCGCGGGCCGGCAGGAT
GGAGCCGCAGCACGTGCGCCCCGTGCTTGGATCCCAGAGCCCAGCC
TGGGAGGAACCGAAAATCTTCAGTACTCGTCTCGCAACATGAACGT
TTAAAGCTAAAACCTTCACAGAGATGTGAGATGGAGCAGGAGCAGT
GGCTAAATGTTGAACTCTTCAAAACTTGGCGTATGGGCTGCTGGTG
TACCACCATCATCCCCAACACTCCTGTTCAGAAGATGGGTGGGGAA
AGTGGAAAGTCTAATCAGTCAGCCGATGACCAGTGGGAAAAATGAG
CTACAAGATCACCTGATCTTCATCAGTGAGAAAGCTTTGCACAAGA
GGGTGT

GATTTCGAGAGGGTGGGACGGGTTTAGCGACTGTGGTTCTGGTTCG
GGGAGTTCCTCCATGGTGGTTCTGGGAGATTGAGGAGGAGCGCCCC
GCCCAGCCGTCGTCGGCGCCCGCTCTAAGGAAAGGCTTTTCCACCC
CCGAGGGCTCCCTGGAACAAAACCCTGATTCTTTTGCTTCCGGAAT
CGCATTTCTAGTCTCTCCGTTATTGTCTGTTACCTGACGGAAACTG
CCCTCTTTCTTCCCCAGCAAGAGCCCTGAGATCTAAACTCAGAACT
AATTGTTAAGAATAAGCCCAAGTGTAGAAACCTCTGAAAACCCGAA
TCTCCTCAGTCTTGAGTCTTGTCCAGTCCAGGCGGGGAATTGGTCC
CGGTGGGCTTTGTGCGCACTGGACAAGGATTTGCTCAAGTCTGGAA
AGATTTTTAGACGATCGTTTGTAAAACGCGTATAGGATAGAAAGGT
GATTGATTTATTTGGTGGCTGACATAGTTGGAAATCTGTTGAAAGG
GGACACTTAAAGAATTGTGAACAACAACAACAAAATCAATACAGGA
AAATTGTTTTTCAAGTGGTGGAAGGCTTCTGAAGAGAGACTGAGTA
TTGGTTCAGGGCTATTGAAATGATGCAGAATTTGGCTCACTCTGAG
CTACTAGATCTGCCCAGTAGTTATGCTCTTCAGAATTATTGGCCTG
CCTGGAAGCTTTTTGAAAATTAGTTTGCTCGGTTTGAGACGGGGTC
TTACTGTATGGCCTACACTGGTGTATAATTGGTGATCCTCCTGTCT
CTGTTCTCTTCAGTGCTGTAATTACAGGTATGCACCACCACGACTT
CAGCTTGGAGTTTCCAAGTGCAGAGTGTCTTAAGGGCATTATCTAC
TACAAGGTTTGAAGAGTGGCACTTTAAGAACCAGAAACCCAAAGGT
ACCAGGTCTACTCCTAAAAGTCCTGCTGGCTCGGGAATCTGTG

TCAGTCAACCACAACGAAGGGTAATCAGGTGTCTCCAGCGTTACCC
GGGCCCCGAGGGCCAGCCAGGGCTTCGGCCTGTGGGGCCTGGAGGG
GCAAGCCAGTCCTGTCTACGAGCCTGGCA

GAGCCAGTTCCGCTTCCGACCGCTTTGTAGTTGTAGCGCTCAGGGT
CGCC

AGCAGAGGGCGGTCGGGACCCGAGTCTGCAGCGGCGCCATTGGCGT
GTGGAAAATGCCACCAGATGGCGGGTTAGGATTGCAGCTCCGTTGA
AGGCGCGGCCCCCGCTCCCGAACCCCCGGCGACCACCCCGTAACCA
CCCCCCCACCTCGGGAATAACACACCGGAGACTTTTGGGGGGAAAC
TAGGTCGACGGCCGACAGCGCCCGGATGGGCAGCTGAGGTGTGACT
TTGAGGTTGAATAACCAGTTTGAATTATACAGAAATTTCTGTACTG
TGGAATAGCTTCTCCAGCAATGATTACTTCAGAGTTACCAGTGTTA
CAGGATTCAACTAATGAAACTACTGCCCACTCTGATGCTGGCAGCG
AACTTGAAGAAACAGAGGTCAAAGGAAAAAGAAAAAGGGGTCGTCC
TGGCCGGCCTCCATCAACAAATAAGAAACCTCGAAAATCTCCAGGA
GAAAAGAGCAGAATTGAAGCTGGAATTCGAGGAGCAGGTCGTGGAA
GAGCCAATGGGCACCCCCAACAGAACGGCGACGGGGATCCTGTCAC
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CTTATTTGAGGTGGTGAAGCTGGGGAAGAGTGCAATGCAGTCCGTG
GTGGATGACTGGATTGAATTATATAAACAAGACAGGGACATCGCAC
TTCTGGATTTAATCAACTTTTTTATCCAGTGTTCAGGATGTCGAGG
TACGGTCAGAATAGAGATGTTTCGAAATATGCAGAACGCAGAAATA
ATCAGAAAAATGACTGAAGAATTTGATGAGGACAGTGGTGACTACC
CCCTTACAATGCCTGGTCCTCAGTGGAAAAAATTTCGTTCCAATTT
TTGTGAATTTATTGGAGTCCTGATTCGACAGTGTCAATATAGCATA
ATTTATGATGAATATATGATGGACACCGTAATTTCCCTTTTGACTG
GTTTGTCAGACTCCCAAGTCAGAGCTTTTAGGCATACAAGTACCCT
TGCTGCAATGAAGCTGATGACTGCTCTGGTGAATGTTGCTTTAAAC

AGTTTATAGTGTGTCGCTGCCACGCCTAGCGGGTTTACCGCCTCCC
TCCTCCCCCTCGCCCTCCCGCTCCCAACCCTTTGCCTTCCAAACAA
TTTAAATGTCGCACAGAACCAACCTATCGCAAGCCTCGTTCGAGGG
GAAGGGGCGGGAGCTTCCGGAAGTGTTGGCAAAAGTCCCTCCAATC
AGCGGCTGGCAGCGGGAAATTTCAGTTCCGTGAAGGGTCGGTCCGG
GAGTTCCTTCTGCGGATCGGTGGAGTTTTCTGTGTTGCGACATTGT
TGTGGATCCAGAAACTGCTTCAGG

AGTACCTTCCCGGCAAAGGGTTACTGGGCATTCTGGACCGTAACCC
TCGCTTGCA

ACTCCTGCTCCCGGGCCCTTCTTTGTTTTCTCCCTGGGTTTGTTTT
TCTTCTACCTGGCTTGGCTGTTTCTTCATTCACTTTTGAGAAGAGC
CCGTCTCCAAATCGCCCAGTTACACAAGTGCCCGGGGCTCTCTGGA
CTTGTGAGGGTCCCTGCTACTCTGACTGCCCTGGTATCAAGTTACT
GAAAGTCTACACCCAGGCAGTCCTCATATTTACATACAAATAACTC
CTGGGTTTGCTTTTATGTCACTATTGGGTCCTGCAAGAGGCTTGCC
AGAGCGTCCTTAATCCAATCAGGAGGCACTTTGAAAGGATGTCTGT
TGAGCGGTCAGAAGGATGTTCGTCGCTATTAAGTGTTGCCACACAA
AATTTTTCGCATGTTTCGGTCTGAGTTTTTTTTTTTTTTTAAATCT
TCGGAGTTAAAAAAGTGAGGAATGATGTACAGCTGCTCAGTTGCCT
TCGACAGCTTGGAGATGCTGAGGGAAACGCTGCAGCCCTGGTGAAG
AAGATCTGACTAGGGACGGGTTTGGATCCATACCAGGCTGGTGTGG
ATTGGGGCTGGTGTGGACGGCTTACTCTAAACCCCTGCTTAAGGAA
TTCCTGGAAGCCTCGGGAAAGTACTCCCCAACCAGTCGTGGTGGAA
ATGGCTTTGCCACACAGTAAGATGCCATCACAGGGGACACTGACAA
GTATCTCGGGCCACAGGACCTTAAGGAGCTAGGTGATGACTCCCTG
CCAGCAGAAGGTTACGTAGGCTTCAGTCTTGGAGCCCGTTCTGCCA
GCCTCCGCTCCTTCAGTTCGGATAGGTCCTACACCTTGAACAGAAG
CTCCTACGCAAGGGACAGCATGATGATAGAGGAACTTCTGGTACCA
TCCAAAGAGCAGCACCTGACGTTCACGAGGGAGTTTGATTCTGACT
CCCTCAGACACTACAGTTGGGCAGCGGACACGTTAGATAATGTGAA
CCTGGTCTCAAGCCCGGTGCATTCTGGGTTTCTGGTTAGCTTTATG

CGGGTAAGGCTTGCCGCTCCCTGCCATGCGTTCAGATCTAGCGGGA
TGGCCAGCGCCGACCATGACCTGTTCTGTTTTCTCCCCTCCCAAAC
GCAGGCTCAAGTCCACCCCACGCCCCAAGTTCTCGGTGTGCGTTCT
GGGGGACCAGCAGCACTGTGATGAAGCCAAGGCCGTGGATATCCCC
CACATGGACATCGAGGCGCTCAAGAAGCTTAACAAAAACAAGAAGT
TGGTCAAGAAGCTGGGTAGGTGGGGCTCACTAGGGCTGAACACAAC
CCATGACCCCCTGCCCAGGAGTGGCAGCACACATTGGGCTTCACAA
CCAGTTAGAAAATGCCCCACAGGCTGGTCTGATACTCCCCTCTCGC
CAGTGTGTGCAGTTGACTCATAGCCAGCTATTGGTTTGGGTTTCAA
GTCTTTTCAGTTAACAACCTATCGAGGGAGGGGTCACAAGTGTCTC
CCACGTGTTAGCCTCCATGGTAGCCCCTGTCTCCGCATACATTTTG
GGAATAGTTATCCACTGTGAGCTAGGCAGTTGTCATGCCTGCTTTT
ATAGATAGAAGGTTTCTCCATCTGTCTTAAGATTTGGAGTAATACT
GAGTCTTACTGATGTTGCCAGCCTGGGGTCTAAGGTTATCCTCTAG
AAGTGCTCAGGACTGTGCCCTGTCACTGAGCTGTGTTCTCAGGTGA
CATTATGGTTCCCAGGCCTGCTTGAGGCTTCTCAGATAGCTGGCCT
TGGTCCACCTTTGACAGATAATGAGACAGCTTTTTTCTTAAGATTT
TATTTTATGTATATGAGCAGGCTGATGAGAGCCTCAGATCCCATTA
CAGGTGGCTGTGAGCCACCATGTGGCTGCTGGAAATTGAACTCAGG
ACCTCTGGAAGGCAGCACTCTTAACTGCTGAGCCATCTCTCCAGTC
CATAGTTTGAGGCAATTTAAATGCAGGCTTACAGTGAATCCAAGGG
GTGGGGGCCATCACAGCCCCTCAGTTCTATGCAGCACACCAGGGAT
CGTGCCCGGAGCCCTGGGAAAGAGGGAGGAGGGAGGAGGGAGGGTC
GTGGCCGGCCGCC

CAAGACTGGTCAGCGGCTCCCTAACCCCGGGCTCGCAGGCTGATGA
CCCTGGGAGACAGGGGCCTCGAGGGGCCGCAAACTAGCGCGCCGLG
GGCTGAGCCCGAGAGGCCAGGCTGGGGGGAGGGAGGCCCGGAGGGA
GGGAGTGAAGGAAGGAGGAGGGCTGGCGAGCTGGAGCCGGCAGGCG
GCGGGAGCCCGGGCGAGCCTCGTCGGGAGTGCGTCTCCTCGGCAGA
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GCAGGACGCAGCCAGAGCTTGTCCAGGTGACTGAGCTCCACCCCTG
TGCACCAAGACACCCACCCCACCCCCCACTGGTCAAGCCTCGCTGG
AGAAAGAGACCGGGAAGTCCCAGCATGAGAATCAGAGCTGCCCAGC
CAGCTTCATAGATGGGGAAGCAGCCTGCTTGCCTCCCCCATCAATT
ACAGGGATAACTGAGAAAAAGCCCCACCCAATATGGAGGCTGAGGA
CTACCGCCTCTATTAATTCCCTGCCTTCTCCCCTGCCCTGCCCACC
TGGCCTTAGCTGGGTCACTCATGCAATGCTGAGAAGTAAGCAAGAC
TTGGGGTCAGCTTGCCTGGCTACCAGGCAAGGACTGTGGGCATCAT
GGGGGTGTGTGTGAGCGGGGCTCCAGGGTGAGACCTAGCCCCCGCC
CCCAGGAATTCAAGGGGGTGGGGGTGGGGCCGAGGATAGA

CGGATGAGGTCCGGACAGGAGGAACCAGAACGAGGCGGGGTGCGGT
AGGCTACGGACTCCTCGGAGGCGGAGCCATTGGGACTTGAGTCCGC
GAGGGTGGGACGGGGTCAAGTACTGGGTTTAGTTCTGCGCAGAACA
CGCTTAGGGACTGGATTGGAAGGCCGGGGGCGGGGTGGGGGCGAGG
CCCCGGCGTCCGGACTCCGCACGCTGTCTGCGCAGGCTCATTGTGC
CTTACGCTGGGCAGTCCGTTACGCTAGGCTGCTAAC

AAAATGAGAGGGCTGGACGGGAGAGTGAGTGTTGGGGCGGAGCTAG
GGTCTGTGTTCAACGCGCCGCAGTCCCGGTCTTGGTCCAGGAAAAA
GCTGCTTGCACTAGGGGCATCCCGCCTGCCTGGTGAAAGGAACCGC
AGCACACAGGGTGGGAGGGCTTCCGATTTTAG

ACACTGGCTGCCTGGTGCTCCGCGAGGGGCGTGTGCCCGAGCCGCA
CATCCGCGGGCTCCATGTTCACCGAGCTGCGGTCCAAGCTGAGCCC
CCCGCGAGCTCGCGCCGGGGCTGTGCGTCCGGGCTTCGGGGAGCGT
CCGGATGTGGACGGCCGAGCTCTGCTTCGACTGAATGCAGATAAGC
TGCAGAGAATGGGGTTGACCCAAGAGGCTCAGAGGCAGGAGGTGCT
GCAGCAGGTACTCCACCTGCAGGTTCGTGAGGAGGGGCGGAGCCTG
AAGCTGCTCAGCCAAGCTTCCTTCGGAAACATGTCCTAGCTGCTGC
CTATACTTGGACCCCAGACCCCAACACTGTGACCAGAGCCCACAGC
CAAGAATGAGTCAGAATTGGCCCTACAGCCCCTTTGGATCCTGCAG
GATACCCTAGTGGCTAAACCTAGCCCAGTGATCAGGGAGGAGCAAG
ACTTCCACCTCCAGGTGTCTCTGGAGAGGCACTACAGGTTCTGCCC
TGTGGCTGGGTGGGTGGTTGTTGCCTGCTTATAGACCCTTCTTCTG
AGATCCAAGCCCAGGTCCCATCCCCTGGTGCTGCTGGCAGCAAACA
GGGTAGCTGCCTGGAACTAGAATGGGGTTTGAATGTCCCCAGACTC
CCAGGGAGTCTGTTTATTTATTCTCCCTCCAACATGTGACCATCCC
CCATCTGAGTCATGAGTCTTCCCCTTAAATCTTAGTTCTGTGTCTT
TCCCGGGCACCCCCAGATCAGCCACACAGTGGGCCAAGCTGTCTTG
GCTCTCTTTCAAGTATATCTGTCCCCTAGCTCTCCTAGAGTACAGC
AGGCCCAACCTGCTGTCCATACTA

GCGCGCAGAGGGTTCAGGGGTCACGGCGGCGTATCTTGTGGCGGGA
AAAGCTGTTTGAGGCG

ATTTCCCAAGGCCGGCGGAGCCCACGGCTTCCCAGGACTTGCCTGC
TTGACACAACTTTTCTTTCTCTCTGCTCTGAGAGCCTCCTCCCGCG
GCTTCCTTCCTTAAGCTCGTCGCAGAAGGGTCACGTGACGTCCCAC
GTAACGGAGGACGGAGCGCGTCCTCCGTTATTGCCATTTGCAGGCG
CCTAAAAGGTGCCCCCGGGCGGTGACGTATAACTCGCGCGCCGGCT
GAGGAAGGGAAGGGCCAGCCTCCGCAGCCATCGGGTCTCCACGCCG
GCGTCTCTTGCCCGGCACGAGTGCTGCGGA

ATTTCCCAAGGCCGGCGGAGCCCACGGCTTCCCAGGACTTGCCTGC
TTGACACAACTTTTCTTTCTCTCTGCTCTGAGAGCCTCCTCCCGCG
GCTTCCTTCCTTAAGCTCGTCGCAGAAGGGTCACGTGACGTCCCAC
GTAACGGAGGACGGAGCGCGTCCTCCGTTATTGCCATTTGCAGGCG
CCTAAAAGGTGCCCCCGGGCGGTGACGTATAA

AAGCTTTAAATATGACTACCTCGTTTGTTTGAAAATATGTTTAGGA
GAGGAAGCTGTATGATTTGATAACTTGTATTAAAATACCAATTACA
TTTATAGGACCTTTTAAAACTCGGTGCAATTAAACCGTGTTCTTTT
ACATTTTTCCGAAGCGACCCTGACATTTAGAAAGACTCCAATTGCC
TCGTTAAAATCGCGAAATTAACAGCGTGCCTACGCCAGGCTCAGCG
TTGTGGATGTGTGTGTATGGTGTTTTTCCGTGACTCCCCCACATCA
GTCTTTGGGGGTGGTCTGCGAAGGTATTTGATTTGTTGTGAGGCAA
GAGATATCTCATTAATGTAGGTAGTTAAACAGATTTAATCCGTATT
CGTTCTCTCTCTCTCCCCCCTCCCTCTCCCCCCCTCTCCCCCTCTT
TCTCCCTGGGTGTTTTTTTCTCTTCCCCTCCTTTTTTTCTGCCCTC
TCCTCACTCCCTGGCGCTCTCTCGCTCTAGCTCTCTCTCGCACTCG
CTCTCTCTCGCTCTCACCCTCGCTCTGCGTTCTGTCCGGGAGGAGT
ACCCAGAAGCCAATAGGATGCGGGGTCTCTAATGGATGCAAATGAT
GGTGAAAAGACGGGGCAAAATATGAAACAACTCATTTGGAGGGAAG
TAAATCACCGAAAACTGTTTATGAACTGGCATCCCTTCTTCGAAAT
GTAAAGCGAGGACCTCTTTAAGTGGCGGTATATTTTTGTTTGGGGG
GTGGGGGGTGGGGGGAGGGCGAGCGAGCCGCGGCTGCCATGCAGGC
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TTAGACTTTTGCAGGCTTCGCTCTTCTATTCCTGGAAATCACAAAA
AGTGTGGCGGCTTTGAGATCTTCTTCGTCTTTTCTTTCTTTTCCTT
CCTTCCTTCTTTTTTTTCCCCTCCTCCCTTTTCCTCTCCTTTCCTG
GCGAGGGTGACTAGGAGCCGGCGAATCCGCGTTTTTTTTTCTCTCT
CTCTCCCTCCCTTTTCCCCCTCCCCACCCCCTCCCCAACAGCCCCC

GAGCTCCGGCCCCGCGAGCGGAGCCAGGAGCTGGGCCTCCCACAGC
AGCGTCCCCCGCCGCGCCAGTCCCCGCTAGTGGTAGTATCTCGTAA
TAGCTTCTGTGTGTGAGCTACCGTGGATCTCCTTCCCTTCTCTTGG
GGGTCCGGGGGGAAAAAAAGAAAAGGATTTTAAGCAAGGACTCCCT
CGTCCTGCGAGGGTGATCGACTGCGGCCTGGCAGAACCCCCTCGCC
CCCGCCCCATGTAAAAAAGCCTCCTTGTGCAATGGTCTGTTTCCTT
TGAACGTGCTTCTTTGTAATGACCGAGGTACCGATTTCTGCTAAGT
TTTCCCAACAACATGAAACTGCCTATTCACGCCGTAATTCTTTCTG
TCTCCCGCTCACTTTCTCTCTTTCTCTCGCTCTCTTTCTCTCACCG
CGTCCCCATCTTTCCTCGCAACCCCCTCTCCCCGCTGCCCTCCCTA
GCTGGCTTTCTCTCTTGCTTCTCTCTTTTCCTCCTGTCCCCCCACC
CCCACCCCCTTTGGTTTGACAATTTTGTCTTAAGTGTTTCTCAAAA
GAGATTACTTTAGTTAGCATGCGCGCTGTGAGCATTGTTAAAAGTG
TTCTTAGGTTTACTGTGAAGAGAATGTATCCTGTATCTGTGAATTG
CTTTATGGGGGGGAGGGAGGGCTAATTATATATTTTGTTGTTCCTC
TATACTTTGTTCTGTTGTCTGCGCCTGAAAAGGGCGGAAGAGTTAC
AATAAAGTTTACAAGCGAGAACCCGAGACTGGCCCGGGLCCGLCGLT
CCTCATTCGCTCCTAGGCGCCTTGCAGGGCTGGGGGTGGGGGGGAG
CTGGTCAGCAGGCTCCTGGGCTGGCCTAGGCTAGGTCGCTGAGAGG
AGGGGGCGGGGGCGGGGGCTGGAAGCAGGTGGTGCGAGTCCCTGGG
CCCAGGGGCGCAGGGGGTGAGGGAGGCGGCTGAACGTGATTGGAGG
AGAGAGGATCGAGGGAGGGGAGCCAAGAGAAACCCCCTCCCCTTGC

GTGGAAGCGAGCAGTGCGTGGAGTTCGGGAGATGTGTGATGTGTGT
GAGACAACCCTCTTCAATATCCACTGGGTCTGTCGGAAATGTGGAT
TTGGGGTCTGCCTTGACTGTTACCGGCTCAGGAAAAGCCGTCCAAG
GAGTGAGACAGAAGAAATGGGGGATGAGGAAGTTTTCTCCTGGCTG
AAGTGTGCAAAGGGGCAGTCCCACGAACCAGAAAACCTCATGCCCA
CCCAGATCATCCCTGGCACAGCGCTTTACAATATTGGAGACATGGT
ACACGCTGCCCGGGGAAAGTGGGGGATTAAAGCTAACTGCCCTTGT
ATAAGTCGGCAAAGCAAATCTGTTTTGAGACCTGCTGTCACCAATG
GGATATCACAGCTTCCCAGTGTAACCCCTAGTGCCTCTTCTGGAAA
CGAAACTACCTTCTCAAGCGGAGGCGGAGCTGCAGCGGTCACAAAT
CCAGAGCCAGACCAAGTTCCCAAAGGTGCTGGCACTGACGGCAGAT
CTGAGGAGCCCCTAAAAGCAGAAGGTTCTGCGTCAAATAGCAATAG
TGAACTAAAAGCCATCAGGCCCCCGTGCCCGGACACAGCCCCTCCT
TCCTCTGCTCTGCATTGGTTGGCCGACTTAGCAACTCAGAAGGCGA
AAGAAGAAACGAAAGATGCAGGGTCCCTGCGGTCGGTGCTCAATAA
GGAGTCTCATTCACCCTTTGGGCTGGACTCATTCAACTCTACTGCA
AAAGTCTCTCCATTG

GAGCGTTGATGCCGGCTGTAGCGATGAATCCTCACTGGCGTCTGCA
GCACGGCGTTACCGAGGACCGGCTGCTACTGGTAGTTTCCTTGCAG
ATATACTGCTGTTCTTGAACATCATCCCATTGAGAACCCCAGGGTA
GTTCAGCCACCAGC

CCGTTCTCCGTCCCGCGCGTGGCAAGTGGAGGGTCTCGATTCTGGA
CAGCTTGGAGCGTCCACC

AGAGTCTGGGTGGTGGATCAGGTGATCCGAGGGGCTTCGGAGGGTG
TTTGAGCAGTTGACTTAGGCCGTTCTCTCAGCCCAAAGTCCCCTCA
GCA

GTTCGGCTCCTCTGTGAGGAGCTCAAGTCACTCTTAGACTACCTAC
CTAGGGAGGGTGGAGCAGAAGAGTCAGCAATCCGAGTTGGCTTTGT
CACCTATAATAAAGTGCTCCACTTCTACAATGTGAAAAGCTCCTTG
GCTCAGCCACAGATGATGGTTGTATCTGATGTAGCTGACATGTTTG
TGCCACTGCTGGATGGCTTCCTAGTCAATGTCAGTGAGTCTCGGGC
TGTTATCACCAGCTTATTGGATCAGATTCCAGAAATGTTTGCAGAT
ACAAGAGAGACAGAGACAGTGTTTGCTCCAGTTATCCAGGCCGGGA
TGGAAGCTCTGAAGGCTGCTGAGTGTGCAGGAAAGCTGTTTCTGTT
CCACACATCCTTGCCCATTGCAGAGGCCCCAGGGAAGCTGAAGAAT
AGA

CACCTGCGCCCGCCGCCCGCTTTCGGTGCGCGCCGGGTCCGTCGCC
GCGTTCCAGGTCCCTCTGTCCCAAGCGCCACCATGCACTCGCTCTT
CAGGAAGAGAAACAAAGGCAAATACAGCCCAACGGTGCAGACGCGG
AGCATCTCCAACAAGGAACTCTCAGATCTGATTGAGCAGCTGCAGA
AGAATGCAGACCAGGTGGAAAGGAACATTGTGGACACCGAGGCCAA
GATGCAGAGCGACTTGGCCCGGATGCAAGAGGGGCAGCTCCCTGAG
CACCGGGACGCGGCCCTGCAGAACGTGTCTGACTCAGAAAAGCTGC
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TGTACGTGCTGGAGGCAGATTCGGCCATCGCCAAGCACATGAAGCA
CCCACAGGGGGACATGATCGCCGAGGACATCCGCCAGCTGAAAGAG
CGCGTGACCAACCTGCGGGGGAAACACAAGCAGATGTACAGCCTGG
CAGTGAAAGAGGCCGACCCGAGAGTCAACTGGGACACACTGGTGGA
CGAGAAGCTGGACAAGCTGAGCAGCCAGAGCTTTGGGACTGACCTT
CCTCTGGTGGATAGCCAGGTGGAGCAACACAACATCTTCCACAATG
AAGTCAAAGCCATCGGGCCCCACCTGGCCAAGGACAAGGAGCAGAA
CAGTGAACTCCAAGCCAAGTATCAGAAGTTGCTGACAGCATCACAG
GCACGGCAGCAGCACCTGAGCTCGCTGCAGGATTACATGCAGCGCT
GCACCAATGAGCTGTACTGGCTGGACCAGCAAGCCAAGGGCCGCAT
GCAGTATGACTGGAGCGACCGCAACCTCGACTACCCCAGCCGCCGC
CGCCAGTACGAGAATTTCATCAACCGGAACCTGGAGGCCAAAGAAG
AAAGAATCAACAAACTGCACACTGAAGGTGACCAACTGCTGACAGC
TGAGCACCCAGGGAGGAACTCCATTGAGGCACACATGGAGGCTGTG
CATGCTGAGTGGAAGGAGTACCTGAACCTGCTCATCTGTGAGGAGA

GGCCGCAGGCAGCTCCTCCCGATTCCCGAGGAAGCCCCTCGAGAGC
GGTCTGATCTGCGGGCCTCTCTTCTACCCTCAATTCCGCCTTCCTA
CCGGCGGTCCAGACGTTCCCAGGCTGTCGCGTGAGCCCGTGTGTGC
CCTGGTGGTGCGCTAGGACCCGGGCCTAGTGACCGGCCCTCGGAAG
GCCACTTCTCAATGACCGCTGCCACGTTCGCCCAGCTTGGGGCCGG
AGGGCGGGGCTTGAGCGCCGATGGGCGGAGCCTTGGTCTGAGCAGG
GTAGGTCTCGGTTACTGTAGGGCGGGGCCTGTAGAGCGCGGCGGAA
GCTTCTCAGAGCTAAGGGAACTGGCTCAATCCACGAGGCTCCGCCT
TTGCTCACGTGTCCCCATGCCAGCTCCGCCCCACACCGGAAGTTCC
GGTGGCGGATCGCCGACCGGGCGGAGCTGATCGCTGCGCGGGCTGC
GAGATCTAGGTGGCCGGGCGCGGAGCCCAAGCCGTGCCGCGCGGLG
cC

AACTGGCAGGCGCGCGGTGGGCCTGGAAACATGGCGGAGCGCCCGA
GGAAGCGTCCGTGTGGTCCGGGTGAACATGGCCAAAGGGTTGAATG
GCGAAAATGGAAACAGCAGAGTAAGTAAAAAGCTGAGGCCGGGTTG
GGCAAGCGCACTGAGCCCTCCCTTTCCACAAACCAGCTAATGGCCC
GACGAGCCCTCTTTGGGTCTCAGTGTATCCAAGTGAGTGGTGGCAG
CCTCTCCAGAGCCTAGGCTAGCCCAGCGAGAAGGAACTCTCCTCCC
CATGTCAAGTCCTTTCCCTCCAATAATTCTCCAGAAAAAGAGGAGA
AAAAGAAGTGGAAGGACCTCAAGATA

CCTGTGCCACAGCAAAGGCACGGGAAAATGGAGAGGGGGGCAGCTG
GATCTGGTAGACGAGACAAAGCTTTTATTGCTACTAGTACTGAAGG
GACGGACAAAGGCATCATGTTAAACACAGTCAAGACTGGAGATGCC
ACCACCACTTCATCAGAAGTGGGAGAGAAGGGGACAGCCTTACCTT
GCACCAGTATTGAGGCGGACGAAGGCTTCATGATGGGTGCTTGCCC
TAAAAAACATCCCCTCCAGGTTGGGGCAGAAGCCAGTGAATGCACT
GTTTTTGCTGCAGCTGAAGAGGGTAAGGGTGTTGTCACAGAAGGAT
TTGCTGAAAGTGAGATTTTGCTTACAAGCTCCAAGGAAGGAGAAAG
TGGAGAATGTGCTGTGGCTGAGTCAGAAGACAGAGTAGCAGGTCCC
TTGGCTGCTCATACAGTTCAAGCTGAAGCCAATGTGAACAGTATTA
CAACAGAGGAAAAAGACGATGCAGTAACCAGTGCAGGCTCTGAGGA
AAAGTGTGGTGGATCTGCATGTACAGTTGAGGGGACGGCTACTTTT
ATTGGTGAAGTTGAAAGTGATGGAGCTGTTACAAGTGCTGGAACGG
AAATAAGAGCAGGATCTCTGAGCAGTGAAGATGTTGATGGGTCCCA
AGAAAATAGGATACAAGTTGGTCCTAAAAAAGAAACAGAAGGCACT
GTGACATGTACTGAAACCAAAGGAAGAAATGATAACTTCATTTGCT
TGGTAACTAGAGTAGAAACCCAAGAGCAACGTGTAGTTACAGGTGC
AGATGTGGTCCAAGTAAATGCTGCTAAACCCCAAGAGGCAAATGCC
AATCAAGGAGATGGTTCTGGAACTGATGGTGCAGAAGGTGAGAGTG
CAGTCACCAGCACAGGCATTACTGAAGAAGATGGGGAAGCATCAGC
AAATTGCACAGGCTCAGAAGACAACAGGGAAGGCTGTGCCATAAGT
TCTGAAACAGAAGAAAGTGCAGAGAGTGCCATGGACAGCACAGAAG

GCCAGTGCACTGAGGAGGCGGAAACGGGGGAGCCCCTAGTGCTCCA
TCAGGCCCCTACCAAGGCACCCCCATCGGGTCCACGCCCCCCACCT
CCCACCCCGCCTCCTCCCAATTGTGCATTTTTGCAGCCAGAGGCGG
CTCCGAGATGGGGCTGTGAGCTTCGCCCTGGGAGGGGGAGAGGAGC
GAGGAGTAAAGCAGGGGTGAAGGGTTCGAATTTGGGGGCAGGGGGC
GCACCCGCGTCAGCAGGCCCTTCCCAGGGGGCTCGGAACTGTACCA
TTTCACCTATGCCCCTGGTTCGCTTTGCTTAAGGAAAGGATAAGAA
TAGAAGAGTCGGGGAGAGGAAGATAAAGGGGGACCCCCCAATTGGG
GGGGGCGAGGACAAGAAGTAACAGGACCAGAGGGTGGGGGCTGCTG
TTTGCATCGGCCCACACC

GTGCAAGGGTCCACGGGACGGACGGACGGGCGGGCGGGCACTGCTC
TCTATATGCGCGGCGTGTGCCTCGGCCCTGACGGGTGGGGCTTCGG
AAAGATCCGTGGGGACGGAGGCCGTGGTTGTGGTGAGCGCTTCCTC
CTGACCTCACAGTGCCAGCCGCCGGCCCCCTTTTAACTCACGGGGA
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TCCTTATCCTGGGCCTGCTGGCAGCTTCCGGGAAACACCTGGGGGG
CGGGGCCGTGTGGGCGGGGTTCTGTGATTGACATCTCTTTCGGCAG
ATTGAACGGGCTGCCTCCGGACCCCTCCCCTATCGCCAACGCTGA

GTGCAAGGGTCCACGGGACGGACGGACGGGCGGGCGGGCACTGCTC
TCTATATGCGCGGCGTGTGCCTCGGCCCTGACGGGTGGGGCTTCGG
AAAGATCCGTGGGGACGGAGGCCGTGGTTGTGGTGAGCGCTTCCTC
CTGACCTCACAGTGCCAGCCGCCGGCCCCCTTTTAACTCACGGGGA
TCCTTATCCTGGGCCTGCTGGCAGCTTCCGGGAAACACCTGGGGGG
CGGGGCCGTGTGGGCGGGGTTCTGTGATTGACATCTCTTTCGGCAG
ATTGAACGGGCTGCCTCCGGACCCCTCCCCTATCGCCAACGCTGAG
CCGAAACCATG

AGGGGGTGCAAGGGTCCACGGGACGGACGGACGGGCGGGCGGGCAL
TGCTCTCTATATGCGCGGCGTGTGCCTCGGCCCTGACGGGTGGGGC
TTCGGAAAGATCCGTGGGGACGGAGGCCGTGGTTGTGATTGAACGG
GCTGCCTCCGGACCCCTCCCCTATCGCCAACGCTGAGCCGAAACCA
TG

GGCGGTGTGGTTGATTAGGGTGCTGCTTTCAATCGTGTGGCCTTTG
GGAACCCCGCGTAGCCACTGCCGCCTCCTTCTGTCCTCGCC

CATGGGCCTCCTGAGAGATCCTTAGATCCAGGGTGCCCCTCCAACC
AGG

CTTCATCCTTCAGGTACCAGCCATCTGGGCAGAACTTAAGCTGTGG
AGACTGAGACCACCCCTCCAAGGATCTCGTCTGAGCATCTCTAGTG
ACCTTCTCTGCATTAACTGTCAGTGCTACGGATATTTTTAGCTCCA
AGTCCTGGCAGGGTGGGGCACCTATCTGAGGCAGGGTTTGGTGCCC
CCTCCCCACTGACCCTACATCCCTGGCTGCCGCTGCTGTTACTTCA
GG

TCGCTCTGCGCCGCGCAAGTCCCCAAATCCAGCTCCTGTCCTAGCA
TTTCCAGGGTTCCCTCTCCCGGCTTCTGTG

GCAGTCCACTGCCACCGGTCGCCAGCGATCCCGTTCCCGGGTCTCC
GAGCAGACCCAGAGTGCGCTCGCCGAGGTGTTGGGACACTTGCGGA
CCTGACCCTGGAGATCACCCGGGTTTGCCCGCCTCCCATCATCCGC
GATTCCCTGGCCCGCGATCCTGAGCCCAGGGAACTCATTGGGTGGG
GGTAGGGTCCTCGGGGACCCGGGCCAGCTCCCGGGGCGACG

GGAACGGCTGTTAGTGTTTAGCTGTGGATAGCCAGAGGTTAGGGTG
TCTTCTCGAATCGGGGAACCTCTGATTTTGGAGGAGCC

AGGTCGGATTCTCAGTCTCTGCTGGCACCCTGCGGGTACCCACGTC
GCAGCTGGTTCCTTAGACTACATTAGCGTGTTTGATGTCAAATCAG
GGAGCATAATTCGTAAGATGGTTTTAGATAGGCAACACCTGGGAGT
GACTAAGTCCAGGTGCATAGTGTGGGGTGTTGCCTTCTTGTCCGAC
GGCACTGTCATAAGTGTGGACTCTGTTGGAAAGGTGCAGTTGTGGG
ACTCTGCTACTGGGACACTCGTTAAGAGTCATCTCGTCGCAAATGC
TGATGTGCAGTCTATTGCTGTTGCTGATCAAGAAGACAGTTTTGTG
GTGGGCACCGCCGAGGGCACGGTATTCCATTTCCAGCTGGTGTCCA
TGACTTCCAACAGCAGTGAGAAGCAGTGGGTGCGGACGAAACCGTT
CCAGCATCACACTCATGACGTGCGTGCTGTGGCCCACAGCCCAACA
GCCCTGATCTCAGGAGGCACCGACACCCACCTGGTTATTCGGCCTC
TCATGGAGAGAGTGGAGGTAAAGAATTACGATGCTGCTCTCCGAAA
GATCACGTTCCCCCATCGGCGTCTCATTTCCTGTTCAAAAAGAAGG
CAGCTTCTCCTTTTCCAGTTCGCGCATCACTTGGAACTGTGGAGAC
TAGGATCCACATCTGCAACAGGCAAGAACGGAGATACTCTTCCACT
CTCTAAAAACGCAGATCATCTCCTGCACCTCAAGACAAAGGGCCCT
GAGAACATTATCTGCAGCTGTGTCTCCCCGTGTGGAAGCTGGATAG
CCTATTCTACAGCGTCTCGCTTTTTTCTCTATCGATTGAAATATGA
ACGCGATAACATAAGCCTCCAAAGAGTTTCCAAATTGCCATCATTC
CTGCGCTCTGCCCTTCATATTCTGTTTTCTGAAGATTCAACAAAGC
TCCTTGTGGCATCCAATCAAGGGTCTCTGCATATTGTTCATCTGTC
GGAAGGAAGCTTCAAGCACTTGCATACTTTCCAGCCGCAGTCAGGT

AACAATCGGCGGCGGTCGCCCCGAGGGGGGCGTGTGCGCACAGACT
TCTCCATGAATAACCGCTGAGTTCGTCGGTAGTGGTAGAGGGGTGT
ACGCGTGCTCTCCCGTGTACACACACTGCTTTAGGCGCCACCCGGT
GTCGCCCGGCCGGGGAGAAAGGAGGGCAAGAGCCGGCTGGAAGGCA
ATAGCCTAAAGAGCAAATACTCCCCGCCCGTCGGAGCCCTTCCTTC
TCCCGCCCCGCCCGCCTCCCTTGGAAGACTTGGAGGCCAAGGCCGC
AAGAGGCGCAGGGTGGGGCTGGGCCGAGCTGGCGGTCCCTTAGAAA
CCTGGGACGAGGCTTTACGCGGGGGGACCTGCGCGCGCGCCCGGTA
CGTCCGAAGCATGGGGCTCGAGGCTTTTTCAGGGGCGAGTAGGTAG
CGGTTGGTTAATGATTTAACCGCTGGCTTGGGACGTTGAAGGCTGC
GATCCTGATCTCTGGCTCCTCCCCATTCCTGGAGCGCCCCCAGCCG
GAGGAACAAATCTGCCCTCCTGTGTCTGTGGCGTCGTCTGCTGGAG
CTGCCTTTCCCCTTTGGGGGACCCCTGGTTGCTGTGGCCCTCTGAT
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TGCCCTGTCTACCCTTTGCATTGCTGGACTTCAGATCTGACCCCAT
ACCTGCCTGTTGCCTTGGGAGTGCCCAGCTCCCCCGCAGCCAGCAC
G

CTGACAAGGAGATCTGTGGAGTTTTTCTCCAAGTGAACCAATCCCC
TGTGTCCTGGCTCACACTGTGGTTAGGGTGGGCACATCCACTCTGC
CATCTTTAACACACAGAAACCAAACATCAGTGCTCCAGTAGCTTAC
TA

GAGCGGTGGAACATGTAAGGGCACATCCCGCCAGCAGCCGCCCAGC
TCGCAGACGGAGCGCAGGGGAGCGGGCGTGCGGGCGGCGAGGCGLA
GGGCACCGGGTAGAGGCTCGGGGAGGTCGAAGCGGCGCGCAGGGTT
CCAAGCCGGCGGCGAGAGAGTAGCATCGCACGAGCCTCCCGGTACC
CGCTGTCTGCGAGGCGGCCCGGGCCGCAGGCTCGACCGCACAGGGA
GCAAGGCCAACCAGCTCCAGGGCGCGAGAAGCCGGCGCTGTAGAGC
CGGGACAGCCGGGATCGCCGCAGCCTCCAGAGCTGTGGGAACCTCG
GGGTGCCC

TGAGAGGAGAAACTGCCCCCTTTCCTTTTTCTTCCCGGTTTCTCGC
TTTCCCTTCCTCCCTGCCTCCGCGGGGGGTTGTTTTCCTGCCGGCC
TGCATGCTGTGGGCTGTCAAGGGGTTTGGGGGCAAGTGCCAGGGGA
GGATGCAGCTGCAAAGGAGGGCTGCTGGCCTGCTGCTGTGCTGCTG
AACAGTATGCAGTCGTTTCGGGAGCAAAGCAGTTACCACGGAAACC
AGCAGAGCTACCCACAGGAGGTGCACAGCTCATCCCGCATAGAAGA
GTTCAGCCCTCGCCAGGCCCAGATGTTCCAGAATTTTGGGGGAGCA
GGTGGTGGTAGTAGTGGCACTGGCAGCAGCAGTAGCGGTCGACGAG
GAACAGCTGCTGCAGCGGCAGCAATGGCTAGTGAGACCTCTGGCCA
TCAAGGCTATCAGGGTTTCAGGAAAGAAGCTGGAGATTTTTACTAC
ATGGCAGGCAACAAAGACACAGTGGCAGCAGGAACCCCACAGCCTC
CTCAGCGAAGGCCTTCTGGGCCTGTACAGAGCTATGGACCTCCCCA
GGGGAGCAGCTTTGGCAATCAGTATGCGAGTGAGGGTCATGTGAGC
CAATTTCAAGCACAGCACTCTGCCCTTGGTGGTGTGTCTCATTATC
AGCAGGATTACACAGGGCCTTTCTCTCCTGGGAGTGCTCAGTATCA
ACAGCAGGCCTCTAGCCAACAACAGCAGCAGCAGCAGCAGCAGCAA
CAGCAGCAGCAGCAGCAACAGCAGCAGCAAGTACAGCAGTTGAGAC
AACAGCTTTACCAATCCCATCAGCCTCTGCCACAAACCACTGGACA
GCCAGCCTCTGGCTCATCGCATCTACAACCAATGCAGCGGCCCTCA
ACTCTGCCATCTTCTGCTGGTTATCAGTTAAGAGTAGGTCAGTTTG
GACAGCACTACCAGTCTTCTGCTTCCTCCTCTTCCTCCTCCTCCTT
CCCTTCTCCACAGCGTTTCAGTCAGTCTGGACAAAGCTATGATGGC

GCTGAGTCGGCCAACTTTGGATTCTGGGATTCCCAGGACATCAATC
AGGTCAAGCTACATAGAGGTCCACCAGGGGTACATTCCACGCATTC
CACTGCTCTCTCTGGGCTCTGTCCTTTAACATCTGGGTTAACTGGA
TCGTGCAAACAGGGTAACAGGCGCAGAAAACAGCTGGACACGTTGC
TGAGCCCAGACTGTACGTGACTAGTTCTTAGAAACCGCTTCTGGAT
CTCTCTGAGCCAACAAGCTCGTCGGTCTGA

GAGATGCCTCCTTAATGAGTAGGGTAGAAAGGAAGAGCATTCCAGG
CGGGAGGAATCAAGGCCAGGTCTGAGCAGAGAGAGGCAAGGTGGGC
ACAGCCCCCCGAACCCTGAGCAGGCACC

GGCTAGGTGTCCCACCCCGCCTTGTAAGACACCGGAAATTCGTCAA
CGAGCGATCCCTCCGCGCTCCGGAACCAGACCGCGGCTGGTCGTCA
ACCTATAAAGTAGTGCACTTTTCTCTCATGGGGCCTTTAGGACGAT
CTCTAACGCCACAGTTACCCCCCGAGCACAGCGGAGAAGGGTTGGG
GCGGGCGAGGGCGTCAGTGAGAGGCGGTTTGGTGGCGCTGCGGTAG
GATCACGTGACCACAGTGGGAGGATACGCGGTGTGCTGCGTCCCTG
GCCGAGGCTATAAAGGGCGGGTTTAGGGCGTGCCGCCGCCATTTCT
GCTTGCTGTCTGCCGGTTTAAGTTGTGTGCTCGGGTGTCCCTTTCC
TCTTCCCCTCCCGCAGGGCTTGCGGCCACCATGGCGTATTAGAGGC
AGCAGTGCCTGCGGCAGCGTTGGCCTTTGCAGCGGCGGCAGCAGCA
CCAGGCTCTGCAGCGGCAACCCCCACCGGCCTAAGCCATGGCG

AAGACGAAGACACAGAGATGGATTCCCCCAGCCCAGACGGCGAGGG
AGGAAGAAGTCTGTGGTACCTGTGGAACCCAGAAGTCTTATTCAAG
GAGCCTTGCAAGGGTGCTCAGTGTCTGGAATGACACTGAAGTATAT
GTATGGGGTAAATGCCTGGAAGAACTGGGTTCAGTGGAAAAATGCC
AAGGATGAACAAGGAGATCTGAAGTGCGGGGGAGGTGAACTTGCCT
CTGCTAGTCCGTGTTCTGACTCCTTAGGAAGTGCTCAAGACCATGC
CCTCTCTCAAGAATCCTCAGAGCAAGGCTGTAAAGCCCGCTCTGTG
AAACTGAAGGAAGATATTCTGTCCTGCACTTTTTCTGAGTTGAGTT
TGGGCTTATGCCAGTTTATCCAAGAGGTGCGGAGACCAAATGGTGA
AAAGTATGACCCAGACAGTATCTTATACCTGTGCCTTGGAATTCAG
CAGTACCTATTTGAAAATGGTAGAATAGATAACATTTTTACGGAGC
CCTATTCCAGATTTATGATTGAACTTACCAAACTCTTGAAAATATG
GGAACCTACAATACTTCCTAATGGTTACATGTTCTCCCGCATTGAA
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GAAGAGCAT

CACATTGGCTGTAGAGGAACCAGTGTGAAGAGTGGCGTTTCCTGCA
TAGCCATGGCTTTAAAATTCAAAAAACGGTGGAGTGCTGGCGGTCA
GCAGTGCCCAGAGGAACTGAGTTAAAGAACGGAGCTCTGCAGAGTT
AAAACAAAGCCTTAAAGCCACGTGATGATACGAGTCCCGTATCCTT
GAATTACATCCAAGGGTCCCTAAGCCATTGTCTTCATTGACTCCTC
TTCAGGCAAATTCCAATTTTGAGAATACAAACTTTTGGGTCTTCAA
GAGTGGCTAGCCTCGTCAGCCCTTGCTGTAAACATCTGTTATCAGA
ATCCCATATCTATGTGTGGCAGAACATTATGTTATATTAAATGGAC
TAACATTACAAATTGCCTTTACCTTGGACCAATATATCCAGAACTT
GGGCTGTAAAATCTCTTCTATTCATCACACGACCACTGCACTA

GCCGTTCTCGTGGAAGGTTGGCGCTGCGAACTCGCCTAAGAAGGCT
GTGCTCTCGGGCACGGAAAAGCGGAGGAGGGTGTGAAGAAGACACC
TGAATC

AACTCAGCTGCCGACCCACCAGGCCCAAGCCTCTGGCTTGCAGGCA
GAACTGCCTTCAGTGCAGCTGCAGCCTTCTTGGCAAGGCCCACTGC
CCATGTTGCAGGCCCAGCCTGGAGCCTCTGCCACACTGGCAAACTT
TCCCCGGGGCTCCACTCGATCACGTATGGCTCCATCAGGAGAACCT
GGCCCCTCTTCTCTAGAACCTCGGGGCCCTCCTAGGGAACGTAGGG
CACCTGCAAGGGACAAAAAGGGTCCTCCAAAAGAGCGC

CAGGGTCAGTTTTAGTTCCCGGTGAACCTAGCGCGTTTGGCTCCAC
TGGGAGGTAGCAAGACATATTTCTAAGCAAACGATCAAAAGTTAAG
GCAAGGAAGTGCGGTATGTGGAGGTTGGTGTGCAAGTTTCTTTTGG
AGACTTCTAGAGGCTTATGACAGGCGCGCCATTTGGCCCTTTGGGT
GAGAACTGCAGAGCCCCACGCCAGTACCGCCTCTGGGTCGCCTCGG
AGGAGCTCGCCGGATGTACGCAAAGGCGTGGGGGCGGAGCTCTGGT
AACCCAGGCAACGGCCCGGAAGCCACTTTCCGCGTTCCCCCGTGGC
GGGCTCTGTGGTTCTGGAGGCTGAACTTTTAGTCGGGGCGGAGGCA
CAGTCGGCCAGCGGCAAG

TCACCTCCTTCCCTCACTCATCTTCCCTGGTGCTTCAGGGTAACCC
TTCTCCTTAAACAAG

GAGGGGCTTCGGAGGGTGTTTGAGCAGTTGACTTAGGCCGTTCTCT
CGGCCCAAAGTCCCCTCAGCA
GCCTGGGGTCGTGATTGCTAGGGTGGATCTTCGGTTTGCTCAGAAG
CCGCTGTGGTCGAGA

GCCTTTGCATACGGCCGGCGCGGGCGAGCCTCCAGGGTCTCTTCCT
ACGCTCCCAGTTAGTCCTGGCAGGACTTTCCTGGAACGTCATTTGT
C

GCGAGGGTATCTGGGGTCCTGCTTAGAATTTGGACCGCTTGACCTG
TGAGTCCCTGTGGCTCTTCGGCCATTCTGATGTGAAC

AGTGCGCATGCGCCTCGTCCCGACGCGGTTTCTGGGCGCCAGGGTC
TGCACCGAAAC

TTTCCGGTTTGACGGACGCCTTGGGTGTAAGGATGATCGGAGACAT
ACTGCTGTTCGGGGACGCTACTGATGAACGCCGGGGCTGTGCTCAA
CTTTAAACTGGAAAAAGAAGGACACACAAGGCTTTGGGGAAGAATC
GAAGGAACCCAGCACAGGGAGACAACATCCGAGAGTTTTTACTAAG
CCTGAGGTATTTCCGGATCTTCATCGCACTGTGGAATGTGTTCATG
ATGCTCTGCATGATCGTGACTGTTCGGCTCTTGAGTCCTGCGTGGA
ACCCAGAGATCACCTGCTGGACATCAAGGCTCTATTTCTGTTTCTG
ATGACTTCAAGAATCTTCTCAATGGAAAACCAGGGACCTTCCCAGA
AGGCCCAAGCTCATTTGGGTGGAGAATGTCCATTTCCCAGCTCCCT
GACCCTCGTCAGCCACAGTGACAAAGTCAGACTTTATTAGGAGAAA
GACCTAGGTCTTTACCTTGTGCTGGCATTCTATCTTCTCCTGGCCC
AGCTTCTCCAGAAACCTGACCTGGGCTATTTCTTGGTTGAATTGAT
GGTGATTGTTTTGGTTTGATTTGGGTGTCTTTGTCTGTTTTTTTGT
TTTTTTGAGACAGGGTTTTTCTGGTTAGCCCTGGCTATTCTGGAAC
TCACACACCAGACGGGCCTCAAACTCATAGAGATCCGCCTGTCTCT
GCCTCTCAAGTGCTGGGATTAAAGGTGT
GCCTGACGTGGGGCGGTTGGTGGTCTCCGTCGTCGGTTTCTAGTTC
CCTGAAGCAGCCGTTTAACCCCAACCCTGGACCCTTCCGAGTTTAA
GCCCACCCCACTCCGGGTGCCCCGGACCTTAGGGTTCAGGAGGGGT
GAGTCAGAATTCAGCCGACTTTACCATGGCGGCTACCGATCACCGC
AACGGCCATTCCCC
GGCCGCGCGCTCCGCCGCCCGCCAGTCTGGTCGGCGCGCGCTCAGC
GGCGGCGGCGGCGGCCCGACGACGCAGCAGCGGCGCTCGCGCTCGG
CTCCCCGGCCACGGGACGCGGTCGCACCCGGCGAGGGTGCAGCCCC
CGGAGCGGCGGCGGCGGCGGGAAAA
TTTTTTGTTTTTTTTTTTTTTTCTTAACCCACCTCCTTTTTTTATT
TTCTTCCTCTTCCTGATATGCAAGTGATGTGGCTTGTGACCATAGC



ENSMUSTO00000060985.1

ENSMUST00000055258.1

ENSMUST00000055744.1

ENSMUSTO00000060433.1

ENSMUSTO00000060630.1

ENSMUST00000051734.1

4

38

19

114

13,1804,23
15,2338,25
35

8,161,1933,
3161

45

ENSMUSG00000045553.1

ENSMUSG00000045671.1

ENSMUSG00000045748.1

ENSMUSG00000045752.1

ENSMUSGO00000046268.1

ENSMUSG00000046700.1

CTTGGGCAATCCTACAATCACGAGAGTTGCTATGCTGCTTTCCAAA
AAAAAGATGAAAAATGGAGGAAAAGTGAAAAACAACAAAAACAAAC
CAAAAAAAAAAATGATAAAAAGCCAGACTTTTTGTTTTTGTTTTTA
AACCATTTTGGAAAGAAGCGGGTTTTGAAAAATAGTTCTGTTAATT
TGGGACAAATTATATTCTAGAAGCTTTGTGTGACCTCATGGCTGTT
TCCAAAGACTGTCATCAACCTGTTTCGAAGTGAAACAGTTGGGACT
CATTGGACCACAGTGGAAGTGACAACTCCTTAACCCAGTCCTGGGG
TGAGGGTGTGGTGTCCTTCTGTGGTGACTAATGCGGGTAAATGTAG
GGACCTGGTTTTATGCCTCCCGACCCTGTCTTCATCCTCTGTTTTT
TTTTTTTTGTTTTTGATTTTGTTTTTTTTAAATGTACTTTAAGAGA
AAAGGAGAAGAGAATGCCAGAAAACTAAGATGGTTCAATTAATCCA
CTTCCTTCAGCCTTATGCCCTTGGATAGGACATCCTCCATACACCG
GCC

GGGCTGAAGGGTAGCAGACGTTTCCACAGCCGCCGACCCGCAGCTT
GAGTGTCCTGCACCACCTTTCGTGGAAATCTGAGCCGGCTGTACAG
CTTTCCTCCTTGTTCCTGCAGCC

CTCCACACCCACAGTTGCCACTTGGGGTGCACAGATAAGGGTAGGT
CACCAACTGATTATGCCTGTCTCTGAGCCATGCAAGAGGCTCCTAA
TGTGCTGGGGGGGGGAGCACATATGCATATATATAT

AGACGGTTGCGGGCGCAGAGGGTTGGTAGTTGTCGCTGTGGGCCTT
CGCTGCCGCTTCTGCATCGTGAATCGGGGGACCTTGGCAGCCAGAC
CTCGTTCCTCTTACAGTAGCTCTCATCTAGTCGCCACAACTCCGCC
ACC

GGGCGCTGAAGCCACGAAAATCTGATCGCCCGAGACTCGGTTTCCC
AGGAACCCGAGCGAGACTGGACAGGACCGAATCCCGGGGAACTGGC
GGGACGCTGCGAGAAAGGCGGCAGGGTATTGAGGCGTGTACGGACG
CTGGAACGCTCCTGTATCTGTGCGCGCTAGGATACCCTTTAACCAC
CCAGCTTCGCGAGGCCTCCCGTCCGGCTGTGAGTAGAGGCACTTGA
CACATAGTGGAGGTGGGACGGGTGTCAGGTCGT

TGGACAGTTGGCAGGGTTCCTGATGCAGATGGACAGGTTCATGATT
TTTCAAGCCTCCCGCTTCCCCGGTGAAGCCGAGAGAGTGGCCTTCC
TGGTATCCCGTCTGACTGGGGAGGCGGAGAAGTGGGCCATCCCCCA
CATGCAACCAGACAGCCCTTTGCGAAACAATTACCAGGGGTTTCTG
GCTGAGCTCCGCAGAACCTACAAGTCCCCGCTGAGGCACTCAAGGC
GAGCACAAATCCGGAAGACATCCGCGTCCAATAGGGCTGTGCGGGA
GCGAGAGCGGGAGCGCCAGATGTTGTGTCGCCAACTGGCCGCAGCT
GGCACAGGATCCTGCCCGGTGCATCCAGCCTCCAACGGGACCAATC
CCGCACCAGCCTTGCCCTCTCGTGGCCGGAACCTTTAAGGACTTGC
CACCACCCTGGTAGTCTGTGTCCACCCAGGTAGCTAGACTCCGTTG
TTGAGAGTTGTCAATTCAGTAGCTTTGCCCTGTTTGAGGCACCCTT
CACGCCTCTCTGGTCTACGGGAGACCATCCTGTCATCGGCATTGGT
CACCCACCCCGCTGTGCGGCGTGTATTTGTTTTGTTAGCGTTACCC
GCGACTCAGTGCATGCTCCCCCTTTCTGTTGCTTGCAATCCCAGCT
TCTCCAGCAATCACAACACAGCCCCTTGGGCATGTGCCTGCCCAGG
AACCATTTAGGCTGACCACCTCTGCGAGCTCAGCTCACGGATACTC
AGCTCCTGGAACACTCCCTACAGCTCTTGCTGCCCCAGGCTGAAGA
ACTGGCGAGGAGTGGCCAACTGCTTCGGGTCTCATGTGGACACATG
TTCCAGTCCCAAGGAGCAGAGCCTCACAGGAGGATGACCTCTCAAT
CAGACTCAGCCAAGCCTCTGGACCATGACATCATCTGTCATTTCAA
TGCCAAATGAACTGTGTTTACATACCTACCTGGCCCCTTTGGGGAG
ATGGGTTACCTCTCCTGGGTTTTCCTGCCCTCCTCTGCATGGTCTT

GTATACTGAGGGTGTATGTAAAATCACAAAGAAGAAACTGTGTCAG
GTAAGGAAATATACATTCAAAATAATATATATATATTTAAAATTAA
GTCTTCTACTTGACTTTTAACAATTCTTGAAGAGAAGTCGAGAATG
TAAGTAATATTTTTATTTAAGTAAGGGTTTAAGGAAAGGGCATGCT
ACCCTGAATGGCAGTCATGAGCAGAACAGATGCTGTTTAAATTTAA
TGGAAACATAAGCTTAATATTTTAGCCATAGAAAGCTAAATTTGAA
TTTATCTATACCGCATAATAATCAACCTGAGGAAAATGATTTGATT
TTTCAAAAGCTTAATTTCTTTATTCTAGAAAATTCAAGTGATGTAT
TGTCTTCCCATTGTTATATTCATTCACGTTAATCATGCAATCATTA
GGTGTCTACTTCTGCTATACTACTAACAGTGGCCAGCTCACTAGAC
ACATACCTGAACAAAAACAGTAAACATTTTTAAAAACTTACTTTAT
TTGAAAATTCAGATACTTTTATATCATTGAGTCATTTACTGCTGTA
AAGTTTTTACTAAGAAAAGGCAGAGAAATCAACCTTAGCATCCTGT
TATAAACTGTCCATTTATTTGCTCATTTCTTCAGGATACTCTTATT
CCTTTCTGTTATAAAGAAAACAAATTCTGAAGAATCCAACTTTTCA
TTCCAGAGTTCCTATCTTAATTAGCATACAAGGTAGGTAAGGTTTA
AACAATTTCCTCAAAGCTGTGACTTTAGGTTGCCATCCTTAGCTTA
TAGTTTTCCAGTTGGGTGATGCTCATCTACAGGGCTCTTGTAAATA
AACACAGTTTCGGAATTATAGGCTCAGGTTAAGGGAATAGTTTCAG
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AAAACTTTGAGTGTGAAGATGTTTGAAAATTATTTAGAACTATCTG
AATAATCTCTGGATGATGTTTGTGATATTCCGAGGAGCTGCTGAGG
ACACAGGTCTTACTGCTTTGTGAGAATCAGTGCAAAAAATAGCTCT

CAGGGTCTGCACCGAAAC

CTCAACTCCCCGCCGTGCCGAGAAGCAGCCAGGGGACCCGGAGTGG
CGGAGCCCCCGCCCGCAGTGGGGACGCCGGGGAGCCGCAGGATTCC
ACATCTAAAGAAGACAGGACCTTGTGCCTGCCTGCCCAAGCCTCTT
GCCAGTGCCCCACCAGTCAGAGACTCCGACCTTCACCGAAAGGCCA
CTTGTTGGTGTCTAGGATTTCTACCTTTTCCCACCCCATCCGGTTG
ACTGAACCCAGGGTGTTGTTACACCTGCCTGTGAGGACTGGTTGGT
TAGCAACAAACACGAGCCCCCTGGGGCCTCTGGCAGCGGCCTGAAG
CTGGAACCATCAGGGAAC

CTCAACTCCCCGCCGTGCCGAGAAGCAGCCAGGGGACCCGGAGTGG
CGGAGCCCCCGCCCGCAGTGGGGACGCCGGGGAGCCGCAGGATTCC
ACATCTAAAGAAGACAGGACCTTGTGCCTGCCTGCCCAAGCCTCTT
GCCAGTGCCCCACCAGTCAGAGACTCCGACCTTCACCGAAAGGCCA
CTTGTTGGTGTCTAGGATTTCTACCTTTTCCCACCCCATCCGGTTG
ACTGAACCCAGGGTGTTGTTACACCTGCCTGTGAGGACTGGTTGGT
TAGCAACAAACACGAGCCCCCTGGGGCCTCTGGCAGCGGCCTGAAG
CTGGAACCATCAGGGAAC

GGAAGTGGGGCTGAGGCGCCTGTCCGCCATTGTGGGCCCGAGGATC
GGAGGACGAGCGGGGACGAGCAGTGTGCAGGCGGCGAGCTCGGGCC
CCTTCCGCGACTCCCGAGCGTGAGCCCTCTCCCTGGAGCCTGCGAG
AGCGGCGGCGGCGGAGGCCGGAGCAGAGCTTCGCGAGGGCGGTAGT
CGACTGCTGTGAGTGCTCTCGGCGAGGCCCAGGCAGCGGCGGCGGL
GGCGGCGGTTCCTCTCGGGTTACGGTGAAGAATGTCAGCCACTAGC
GTGGATCAGGAGACCTAAAGGGCAAGGAAATAAAGGGTGGGAAAAC
ATGATGCACACATCTGTTGACTTTCCTAACTTGATGTAGTCAGGAC
CAGAGCAGAGACCCACCTGGCTTCTAAGGCCC

GTGTTTGCAAAAAGGGAAAAGTACTTTGCTGCCTCTTTAAGACTAG
GGCTGGGAGAAAGAAGAGGAGAGAGAAAGAAAGGAGAGAAGTTTGG
AGCCCGAGGCTTAAGCCTTTCCAAAAACTAATCACAACAATCGCGG
CGGCCCGAGGAGGAGAGCGCCTGTTTTTTCATCCCAATTGCACTTC
GCCCGTCTCGAGCTCCGCTTCCCCCCAACTATTCTCCGCCAGATCT
CCGCGCAGGGCCGTGCACGCCGAGGCCCCLGLeeaeaaeeecrTaeea
TCCCGGCCCCCGAGCGCGGCCCCCACAGTCCCGGCCGGGLCCGAGGE
TTGGCGGCCGCCGGCGGGCCGCGCCCGCCCAGLCGLeeae

GTCAGGGTGAAGCCATGTTCC

GAGTGACGAGAGGCTTTGTCCGGTTCGGCGGTCTTTCTGTGAGGGT
GTTTCGACGCGCTGGGCGGTTTGTGCTTTCATCACATTTGTTAACA
GGTCAAAATGCAGATCTTCGTGAAGACCCTGACCGGCAAGACCATC
ACCCTAGAGGTGGAGCCCAGTGACACCATCGAGAACGTGAAGGCCA
AGATCCAGGATAAAGAGGGCATCCCCCCTGACCAGCAGAGGCTGAT
CTTTGCCGGCAAGCAGCTGGAAGATGGCCGCACCCTCTCTGATTAC
AACATCCAGAAGGAGTCAACCCTGCACCTGGTCCTCCGTCTGAGGG
GTGGC

GTCTTTACGCTTCAGCTCTCTGGGTCACGTGGTTCCCAGTGGTTCC
CAGTAGCTCCCCAGACACCCTAACGCCCTGGGCACCTTTGAGCATC
CCTGATTGGGAAAGGGATGCAGGCTTTAGAAAGCGGCTGACGGGTA
AAATCGCTGCATACTCTGCACAAGCCTCAAGGTGCACGGGCACAGG
GAAGATGCGAGCCTGCCAATGAGCAGCCCTCTTCTCTCTCCTGAAT
GGTCTGGAGCAGGAGGCCCAGAGGCTGCACAGACTCCTTACATAGC
CCTGCATCATCAGCCTACTGAAGGCCCCTCCCCTACCCCTGCTGCT
TTTCATTTGCCTAATTACCAAGTCAAAGTTGCAGTCCAATTTGCTT
TATTTTTGTAAGTGAAATGACCCCCCTACGCCCCCTGTAGGTCGTG
TCCTGTAAGCGCACCCTTCCCTCCTACTTGTCAGGAACTAGGAGTG
GGTGAGTCCTGGGTCTTGGGTTTTGAGATGGAGGGTTGGCATCCAT
CCCTGCTGTGGTTCTTGCCCTGATCTAAGTCAGTCCCTCTGTGAAA
GGCTGGACAGGGTGGCAAGGCAGCATGAAGCACTACAGGTGCCCAG
CCTGAGGGGGCAAAATGAGCCTCCCTCCCCAACTTCAGAGGGAGCT
GGTGGATCAGAGGGCGTTGCCTCGTTTCAAAGGAGGCTGAGATACT
TCACTGGAGTATGGAGGCTTCAGAGCCCAGGCTGGCCTGGCATTTA
AAGGGAAATGTGGGACTCTTGACTGGCCATGGCAGAAACAAGGTCA
GTCAAGGATGGACTGGCCTCTGGGGACCTAAGAGGGCACCCCCACC
TTTTCTCCTTACTTTTCTGGTTGGTTCGGGTTTTCGGGGTTTTTTT
GTTTGTTTGTTTTATTCTTGTTTTTTGCACTTAATGG
GGGCTGAAGGGTAGCAGACGTTTCCACAGCCGCCGACCCGCAGCTT
GAGTGTCCCGCACCGCCTTTTCGTGGAAATCTGAGCCGGCTGTACA
GCTTTCCTCCTTGTTCCTGCAGCC
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GGGCAGGGACCGCCAGGGCCGGACCTCCGGGCCGGLCGLCCTCCGLGL
CCCCGAGATGAGTACGGTTTCTTCTGTGGAGGGTACGCAGTTAAAG
TCTTGATTTCCTGGATCTGGTAACATGGCAAAAGATGTGTGGTATC
TCTTGTAGCCGTCCACCCGTCCACAGTCAACACACTTGGGAAGCAG
CTTTTGCCAAAAACCTTCGGACAGTCC

GGGATTTTAAAGTGGAAATCACCTTTTCAAGATTATTACCATTTCT
GTTGTGGTACTGGAGGCTCTAAAATCTCTGCATGATGTAGTTCAGT
TGAAGTGTTTTGGGTATTCTTAGTGATTTTAGAAAAGCCTCATTTT
GTAAAAGTAAAATATCAGTAAATATCCCAAGATAATTTTCAGATAT
TTTACTGTATTATGTGTAAACGATTGAACGTAAAGGGAAATATAAA
CAGACTTAAAAGTCCAGGCTTAGGAGGGCACATAATTATTTTAATC
CCAACACTCAGAAACCAGAGAGGCAGGCTTCTGTGAGGTCCAGGCT
AGTCTGCTCTACATAGCAGAGAAGGAGCAGCTGGAACTACAGGGTT
TATCAAAAAGAAAGCAGTAGCTCCTCCCGCCATTGTGAGTGCCAAG
TGTGACACTGCTGCAGGTCACAGTGGTGTTTTGGAGATGTGTTTAG
TTAAGAAGTAATCTTAAAGCTTTCTAATGTCCTAGCAAGTCCTGCT
TAGCTGAGGGAATTTTATTTGCATATAATAAATTTTATTCCTGACC
GGTGGTCTCAGGGGGCTAATATTAAAGTATTTATCCTTCTTGTCTT
TTTAATCCTAGGTAGAGAGGTAGCAAGAGTGCTAAGCACGATATTA
CAAGTAATGAAAATTCTTTCATTTGGCAATTATATATTCTTGTCAG
ATCTCAAAAATTCGTGGCTGTTTAGAAGAGAGTGGCTGGAGGATGA
AGAGATTCTTCTAAAATTAAAGGGAAATGGTTTCCTAAACTACACA
GCAGAGAAGGCGGTGGCCAAGCATATAGCAACATGTGGGATACATT
TTCACAGTGTCCTTAAGAAAGGGCAGGACACTCGGGGCTAGTGCAG
GGGCATTTGAAGCACACTTCCATTTCTGGGATCTCGTATTTCATTG
TGTGTAATAAGGACCTGAGAACACAGGCAGATGCAGCTCTTCAGTT
TCATCTTGAGTTTATTTTCCAAATAAAAAGGGCCTGCTCTTACGGC

AAAGGGAAATGAATTTTTTTTTACACACACACACGCACACACACAC
ACATACACACACACTCACACTCACTCTTAGCTAATTACTTCTAAAT
GTTTTTAAAAAGTATATTAAAGATGCCTTTTCATGTAGTATTTAAA
TATCTGTTACAGGTTTCCAAGGTGGACTTGAACAGATGGCCTTATA
TTACCAAAACTTTTATATTCTAGTTGTTTTTGTACCTTTTTGCATA
CAAGCTGAACGTTTGTGCTTCCCGCGCAGTGTAAGACTCGGCACAG
GTTTTAGAGAATGGAGTTGAACATGAACTAGGAAGCCGGGCTCTGC
CCAAGATGAAAGCCAGGACTCCCCCACACCCCACGTCCAAGGACAG
GCCGGTGTGAGGGCGCTGCCCCCCCACGCACAGCCTGGACGGGATG
TCTCCAAGCTCTTGTTCTCCTCAGCATCCTGACAGGCGTACACACT
GTCGTGTATGAATATTTTTTAGCAAAAGTTTCACAGTAAGCTAGTC
TTCCCCTCTGCTTTCTCCAAAGCTTACTGAGCCCGGGGCTGGGAGG
CCCGGCCAGGAACAGACCTCTTCCACAGGCTTACGGCTTTTCCAGG
CACCTTGAAGCATCAGGGTGGACAGTCAGATTAGAGGCGGGCCGGG
AAAAGCACTGTTCTCCTGCTCAAGAAGGGCAGGTCTCCTGAAACTG
CATTAATTCTTTATAGAAATGTGAACACTGAATTTATTTTAAAAAA
TAATAAAAACAAAACATTTTAAAAAAATCAAAAAAAGAAAAAATGG
AAAAAAAAACCCACAGAAAACAACTTAACGTGTATATAGGTTTTGA
AGGGAGTGAAATGAATGCGGTTTTCTTTTCTTCTGGGGTTTATTTT
TTTTCTTTTTGGCTTGGCTGGTTGGTTTGTGTAGAGAAGATTTGAG
ATGGTACTCTATTCTAATCAAAAGTGAGGTTTTGTAGTGGGACCAG
AAATTACTAAGCCCACACCCCCTCCCTAACCCCAATTCTGCTGC

TGGCGGCCGAGCCGTGTGTCTCCTCCTCCGCCGCCGCCATATTGTC
TGTGTGAAGCTAGGGGAGCGCGGCTATTGCCGCTGCCGCTTCCACC
GCAGTGTGAAGAAAAAGGGTCTGAAACAAAGTCTTACCAACGTCTG
CTTTTGAACACAGTGACTGCTGGATCTTTAAACATCAAGTTCAGCT
TTGTCTGTCAACCTGTCTGAC

GGCGGTGTGGTTGATTAGGGTGCTGCTTTCAATCGTGTGGCCTTTG
GGAACCCCGCGTAGCCACTGCCGCCTCCTTCTGTCCTCGCC

GGCGAGAGGAGGAGGAAGCCCGGAGCGGAGCGGGGCGGCTGGGGGG
GGTGGACCCGCCGCGGCTGCTGCTGCCACCGCCGCLGCCGLCACCA
CCGCTCGTGGGGCTCGTGGCGTGAGGAAGGAGGACGAGTGAGACCC
CGGGGCGAGCGGGCGGCGGCGCCGCTGCTGCTGCTGCTGCGGGAGG
GTCGGCGGCGGGACGGCG

GGAAATGAAACCGAGCGCAGAGTAGTTTGGGGCTCCGACAATGGCT
TAGCCGCCGACCTCTAGCAAAAGCCTACAGAAAGAGGAGACCTAGA
CCCCCCAAACTGAAGCTCCAGGACTAGGCAGAGCTGCCCGCCTCCG
CTCGGGTCACTTCGCACCACCACCTTCCCGCGCGGCCCACTGCGTC
CTTCCCTCTTGAGGGTCCGGGTGGACTCAATCCGGGAGTGCGCGCC
CAAAGGGCCGCAGAAATCACCAGGACCCAGGCGGGGCCGGAGCGGG
GCCGGCCTCCACGGGGGCGCGCCTGCCGCCGLGTGLCCGLeGeeae
GCGCGCTCCCGAGCCCGCAGCCGAGACTGTTACCTTCGCGGTCCTC
ACTGGAGGACGGAGAGTCCCGTAACCCTCGGCCGCTCGTGGCCGGA
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GACAGCTGCGGCTGCTGTGAGTGCTGCTCAAGGCGAGCAGACCTCC
GCGTCTTCATCTCCTCGGCTTCCTGGGCTCGCCGCTGCCTCCGTGG
TCGAGAGCGAAGGTTGTAAGCGCTTTCTCTCACTTCCTCTCCCGCA
GAAGCCGGCCGGAACTTTTCTGGCGGGGTTCGTCTCCCCCCCGGAG
ACCTTTCTTTGGCCGCCCGGGGCTCGAAGTCGCCGTACACTTCTGC
CGGCTCCTCTGAAAACCTCACTTCCCGTCGTCCGCGGCGCGACGGG
TGAGCTCCGTACGCAGGTCTTTGAGAAAGGATCCCTCCCCACCCCC
ACCTCCCCTACGGCACAAACAGAAATCGAGGTGTGTGACGCATTCC
CAGACCATCCTGCAAACTCAACACCAGCGACTTCTCTGTGACTGGG
TCCAGATAAAGGTCCTTTCAAGACTGACTTCAGTGGATCTACTCCA
CCAGGTCTTCCCGACCTTACTACATCACTGCCAAGTGCTATTGGCG
AGACTGCCTGCACCAGCAGAAGACTCACCGGATCCATCAGAGCGTC
GGTTTTACCAGAGCAAAGCAAGAGCCTGTGTGGTTCTGCCTCCCGC

CAGGATGGGTTTGATCCGTCAAGCCAAGGAATGAGGAAGAAAACAT
ATACTCGGTGCCCCACGACAGCACCCAGGGCAAGATCATTACCATT
CGGAACATCAACAAAGCCCAGTCCAATGGCAGTGGTAATGGTTCTG
ACAGTGAGATGGACACAAGTTCCCTAGAGCGAGGCCGCAAGGTATC
TGCAGTGAGTAAGCCTGTGCTGTACAGGACAAGATGCACTCGCCTG
GGGCGGTTTGCTAGTTACCGTACCAGCTTCAGTGTCGGGAGTGATG
ATGAGCTGGGACCCATCCGAAAGAAAGAGGAGGACCAGGCATCCCA
AGGTTATAAAGGGGACAATGCTGTCATTCCATATGAAACAGATGAG
GACCCCAGGAGGAGGAATATCCTTCGAAGTCTAAGAAGGAACACCA
AGAAACCAAAGCCCAAACCCCGGCCATCCATCACAAAGGCAACCTG
GGAGAGTAACTATTTTGGGGTGCCCTTAACAACAGTGGTGACTCCA
GAGAAACCGATACCCATTTTCATTGAAAGATGCATTGAGTACATCG
AAGCCACAGGACTAAGCACTGAAGGCATCTACCGGGTCAGTGGAAA
CAAGTCAGAAATGGAAAGTTTGCAAAGACAGTTTGATCAAGACCAC
AATCTGGACCTGGCAGAGAAAGACTTCACTGTGAACACTGTGGCAG
GGGCCATGAAGAGTTTTTTCTCAGAGCTACCAGACCCCCTGGTACC
ATACAGCATGCAGATTGACTTGGTGGAAGCTCACAAAATCAACGAC
AGGGAACAGAAGCTGCATGCTCTGAAGGAAGTGCTGAAGAAGTTCC
CGAAGGAAAACCATGAAGTCTTCAAATATGTCATCTCCCACCTGAA
CAAAGTCAGCCACAACAACAAGGTGAATCTTATGACCAGTGAGAAC
CTGTCCATCTGCTTCTGGCCCACGCTGATGCGGCCTGACTTCAGCA
GCATGGACGCGCTCACAGCCACGCGCTCCTACCAGACCATCATCGA

CATTAGCAGAGACATGTTTCTGAGACAGCCGACTATGTGACACTCT
GATTTCACAGCCCTGACTTCCCCACCTGTGGAACGTGTAGGGTTAT
TTGCCTAAGATGCGACC

CGGACGTCCGCACGTGGTTGCCGGTTTAGGGTGCTGCTGTAGTGGC
GATACGTCCCGCCGCTGTCCCGAAGTGAGGGATCCGAGCCGCAGCG
AGAGCC

CGAGGTAGCAGGGAAGGGGTTCGCAGGGTGCTTGGCTGGGTGTGTG
AGCAGAGGGTCGGCGTTAGGGGCCTTAGTTCTGTACA

GTGAAAGCCGGGCCGAGGTAGCAGGGAAGGGGTTCGCAGGGTGCTT
GGCTGGGTGTGTGAGCAGAGGGTCGGCGTTAGGGGCCTTAGTTCTG
TACA

GGTCCGGCCCCGGCCCAGCACCGACCGGCTGGGCTCAAAGTTTGCG
GCCGCCCCTGCGCCGCGCGCCCGATGTATGGGTGATCTACTGCGGC
GGCGGCGGCGGCGGCGGCGGCGGCGGCAGGGTGAGGGACGGCCATA
GTTGCCGGCGCGGCCCGAGCCGGCGACAACAAAAAGTGCGCGGGCT
CCCGGCGGGCGCTCGGACGGCTGCGGGGACGTGGGGCCGLCCGGLL
CGGGCCTCGGCCTCGGCCTCGCCGGCGCGCTCGCGGCCTGGCCCGG
CTCTGCCCGGCGCGCCCGCCGCCCGCGGGGATGTCGTACAAGCCG
TCTCAGGGTCCTGACCTATGCTCTGTGTCTTGCAGAGTGCCTGCTC
ACTGTGTCCCCCGGGTT
GGGAGGCTGCCAGAGGGTTTGTCACTGCTGTTGCTCCTCCGCCTCA
GCGAGTCCAGCCCGGGCCTAGTCGGTCGCCTGCCTTTCTCATAGCC
GTTACCCTCAGGCCGCCACAGCCGCCGACCGGGAGAGGCGLGLCGLTC

Genes with an annotated 5’-UTR in the ENSEMBL database and expressed at late-gastrulation stage according to our U74Av2 Affymetrix wild-type data set
were searched for high-affinity Grsfl-binding sites (5-AGGGU-3"). Genes with binding sites are listed with their ENSEMBL transcript ID, total number of
matches, locations of the matches, ENSEMBL gene ID and the 5’-UTR sequence.




