
Zf_Dock1                      MSRWVPTKKE-KYGVAVYNYDARSNEELSLQIGDTVHILETYEGWYRGYR
ENSP00000280333_Hs_Dock1      MTRWVPTKREEKYGVAFYNYDARGADELSLQIGDTVHILETYEGWYRGYT
Zf_Dock5                      MTRWIPTKRE-KYGVAIYNYDAKGEPELSLQVGDTVHILETFEGWYRGYT
ENSP00000276440_Hs_Dock5      MARWIPTKRQ-KYGVAIYNYNASQDVELSLQIGDTVHILEMYEGWYRGYT
                              *:**:***:: *****.***:*    *****:******** :*******

Zf_Dock1                      LRRKSKKGVFPACYIHLKEATVEGSGQKETVIPTELPLVHEVTTTLREWA
ENSP00000280333_Hs_Dock1      LRKKSKKGIFPASYIHLKEAIVEGKGQHETVIPGDLPLIQEVTTTLREWS
Zf_Dock5                      LRQKSQKGIFPASYIHLKEAKVEGTGKQETVVPTELPLVQELGTTLREWT
ENSP00000276440_Hs_Dock5      LQNKSKKGIFPETYIHLKEATVEDLGQHETVIPGELPLVQELTSTLREWA
                              *:.**:**:**  ******* **. *::***:* :***::*: :*****:

Zf_Dock1                      AIWRDLYVGDKREMFNTVRDMIYDLIEWRSQILSGTLPQDELTELKQRVT
ENSP00000280333_Hs_Dock1      TIWRQLYVQDNREMFRSVRHMIYDLIEWRSQILSGTLPQDELKELKKKVT
Zf_Dock5                      QIWHKLYVNNKSTLFRNVQQMAYSLIEYRSQIVSGTLPNDDLVELKKKVT
ENSP00000276440_Hs_Dock5      VIWRKLYVNNKLTLFRQLQQMTYSLIEWRSQILSGTLPKDELAELKKKVT
                               **:.*** ::  :*. ::.* *.***:****:*****:*:* ***::**

Zf_Dock1                      SKMDYGNKYLDLDLVVRDKDGNILDPDLTSTVNLFRAHETASKQIEARIQ
ENSP00000280333_Hs_Dock1      AKIDYGNRILDLDLVVRDEDGNILDPELTSTISLFRAHEIASKQVEERLQ
Zf_Dock5                      AKIDYGNRILGLDLVVRDEAGNTLDPESSSTVSLFRAHESASHSIDERIQ
ENSP00000276440_Hs_Dock5      AKIDHGNRMLGLDLVVRDDNGNILDPDETSTIALFKAHEVASKRIEEKIQ
                              :*:*:**: *.*******. ** ***: :**: **:*** **: :: ::*

Zf_Dock1                      EEKSQKQNLDLNRLAKFASTPSFALFVTLKNVVCKIGEDAEVLMSLYDPI
ENSP00000280333_Hs_Dock1      EEKSQKQNIDINRQAKFAATPSLALFVNLKNVVCKIGEDAEVLMSLYDPV
Zf_Dock5                      EEKMRLQNLEKRRQSLFSGVHTYSLLMNLRNFVCNIGEDAELFMSLYDPD
ENSP00000276440_Hs_Dock5      EEKSILQNLDLRGQSIFSTIHTYGLYVNFKNFVCNIGEDAELFMALYDPD
                              ***   **:: .  : *:   : .* :.::*.**:******::*:****

Zf_Dock1                      ESKFISENYLVRWSSSGLVKDIDQLHNLRAVFTDLGSEDLKREKISFVCQ
ENSP00000280333_Hs_Dock1      ESKFISENYLVRWSSSGLPKDIDRLHNLRAVFTDLGSKDLKREKISFVCQ
Zf_Dock5                      KSEFISENFLVRWDSTGMPKEIEKLNNLPALFTDLNSSDLLRQRLFLVCQ
ENSP00000276440_Hs_Dock5      QSTFISENYLIRWGSNGMPKEIEKLNNLQAVFTDLSSMDLIRPRVSLVCQ
                              :* *****:*:**.*.*: *:*::*:** *:****.* ** * :: :***

Zf_Dock1                      IVRVGRMELRDNNTKKLTSGLRRPFGVAVMDVTDIITGKMDDEDKQHFIP
ENSP00000280333_Hs_Dock1      IVRVGRMELRDNNTRKLTSGLRRPFGVAVMDVTDIINGKVDDEDKQHFIP
Zf_Dock5                      IIRVGCMELKEG--KKHTGGLRRPFGVAVMDITDIAHGKTDDDDKQYFIP
ENSP00000276440_Hs_Dock5      IVRVGHMELKEG--KKHTCGLRRPFGVAVMDITDIIHGKVDDEEKQHFIP
                              *:*** ***::.  :* * ************:***  ** **::**:***

Zf_Dock1                      FQPVA---------------------GESDFLQSVINKVIAAKEVNHKGQ
ENSP00000280333_Hs_Dock1      FQPVA---------------------GENDFLQTVINKVIAAKEVNHKGQ
Zf_Dock5                      FQQIAMETYIRQRQLIMSPLIPSRVIGENEPLVAVFNKVIATREVNHKGQ
ENSP00000276440_Hs_Dock5      FQQIAMETYIRQRQLIMSPLITSHVIGENEPLTSVLNKVIAAKEVNHKGQ
                              ** :*                     **.: * :*:*****::*******

     _________
Zf_Dock1                      GLWVTLKLLPGDIHQIRKDFPHLVDRSTAVARKMGFPEIIMPGDVRNDIY
ENSP00000280333_Hs_Dock1      GLWVTLKLLPGDIHQIRKEFPHLVDRTTAVARKTGFPEIIMPGDVRNDIY
Zf_Dock5                      GLFVTLKLLPGDVFQVQKDYPHFVDRTTAIVRKMGFPEIILPGYVRNDIY
ENSP00000276440_Hs_Dock5      GLWVSLKLLPGDLTQVQKNFSHLVDRSTAIARKMGFPEIILPGDVRNDIY
                              **:*:*******: *::*::.*:***:**:.** ******:** ******

  __________________________________________________
Zf_Dock1                      VTLVQGDFDKGSKTTPKNVEVTMSVHDEDGKKLESVIFPGAGDEGILEYK
ENSP00000280333_Hs_Dock1      VTLVQGDFDKGSKTTAKNVEVTVSVYDEDGKRLEHVIFPGAGDEAISEYK
Zf_Dock5                      VTLLQGEFDRGKKKTPKNVEVIVSVLDEEGNPMEKAIFPGAGYEGITEYK
ENSP00000276440_Hs_Dock5      VTLIHGEFDKGKKKTPKNVEVTMSVHDEEGKLLEKAIHPGAGYEGISEYK
                              ***::*:**:*.*.*.***** :** **:*: :* .*.**** *.* ***

  __________________________________________________
Zf_Dock1                      SVIYYQVKQPRWYETIKVAIPIEDVNRSHLRFTFKHRSSQDCKDKSEKNF
ENSP00000280333_Hs_Dock1      SVIYYQVKQPRWFETVKVAIPIEDVNRSHLRFTFRHRSSQDSKDKSEKIF
Zf_Dock5                      SVIYYQVKQPCWNETVKVAIPIEDVCRCHLRLTFRHRSSQDSRDKSEKPF



ENSP00000276440_Hs_Dock5      SVVYYQVKQPCWYETVKVSIAIEEVTRCHIRFTFRHRSSQETRDKSERAF
                              **:******* * **:**:*.**:* *.*:*:**:*****: :****: *

  __________________________________________________
Zf_Dock1                      ALSFVKLMRYDGTTLRDGEHDLIVYKAEAKKLEDSSMYLSLASTKPEMEE
ENSP00000280333_Hs_Dock1      ALAFVKLMRYDGTTLRDGEHDLIVYKAEAKKLEDAATYLSLPSTKAELEE
Zf_Dock5                      GMAFVRLMKSDGTTLPDGKHELIVYKVDGKKADDAKTYLSLPGTYTEVEE
ENSP00000276440_Hs_Dock5      GVAFVKLMNPDGTTLQDGRHDLVVYKGDNKKMEDAKFYLTLPGTKMEMEE
                              .::**:**. ***** **.*:*:*** : ** :*:  **:*..*  *:**

  __________________________________________________
Zf_Dock1                      R-NPSSGKNAQNLG-SFTISKDSFQISTLVCSTKLTQNVDLLGLLKWRSN
ENSP00000280333_Hs_Dock1      KGHSATGKSMQSLG-SCTISKDSFQISTLVCSTKLTQNVDLLGLLKWRSN
Zf_Dock5                      K-ERQTGKSFHHGG-AVPVTKDSFQIATLTCSTKLTQNVDLLGLLNWRSN
ENSP00000276440_Hs_Dock5      K-ELQASKNLVTFTPSKDSTKDSFQIATLICSTKLTQNVDLLGLLNWRSN
                              : .  :.*.      :   :******:** ***************:****

  ___________________________________
Zf_Dock1                      TSLLQQNLRHLMKVEGGEVVKFLQDTLDALFNIMMENSDSETFDTLVFDA
ENSP00000280333_Hs_Dock1      TSLLQQNLRQLMKVDGGEVVKFLQDTLDALFNIMMENSESETFDTLVFDA
Zf_Dock5                      TERLEEILQKLMEVEGGEIIKFLQDTLDALFNIMMETSEEETYDTLVFNA
ENSP00000276440_Hs_Dock5      SQNIKHNLKKLMEVDGGEIVKFLQDTLDALFNIMMEMSDSETYDFLVFDA
                              :. ::. *::**:*:***::**************** *:.**:* ***:*

Zf_Dock1                      LVFIIGLIADRKFHHFNPVLETYIRKHFSATLAYTKLTKVLKNYVDNAEK
ENSP00000280333_Hs_Dock1      LVFIIGLIADRKFQHFNPVLETYIKKHFSATLAYTKLTKVLKNYVDGAEK
Zf_Dock5                      LVFIISLIGDIKFQHFNPVLETYINKHFSATLAYQKLTKVLNYFVGHAED
ENSP00000276440_Hs_Dock5      LVFIISLIGDIKFQHFNPVLETYIYKHFSATLAYVKLSKVLNFYVANADD
                              *****.**.* **:********** ********* **:***: :*  *:.

Zf_Dock1                      --LSEQLLKALKAIEYIFKFIVRSRVLFNQLYENKGESD-FMESLRNLFA
ENSP00000280333_Hs_Dock1      PGVNEQLYKAMKALESIFKFIVRSRILFNQLYENKGEAD-FVESLLQLFR
Zf_Dock5                      STHTERLYAALKAFKYLFRFIVQSRVLYLRFYGKSEDGGQFQDSIRTLFL
ENSP00000276440_Hs_Dock5      SSKTELLFAALKALKYLFRFIIQSRVLYLRFYGQSKDGDEFNNSIRQLFL
                                 .* *  *:**:: :*:**::**:*: ::* :. :.. * :*:  **

Zf_Dock1                      SFNAMMNSGAEGTGGVKGAALKYVPTIVNDLKLVFDPKELSKLFSEFILK
ENSP00000280333_Hs_Dock1      SINDMMSSMSDQTVRVKGAALKYLPTIVNDVKLVFDPKELSKMFTEFILN
Zf_Dock5                      SISILMDRPLDEGVKIKGAILKYLPTIINDLQKVFDAVELSVQLSKFIES
ENSP00000276440_Hs_Dock5      AFNMLMDRPLEEAVKIKGAALKYLPSIINDVKLVFDPVELSVLFCKFIQS
                              ::. :*.   :    :*** ***:*:*:**:: ***. ***  : :** .

Zf_Dock1                      VPLGRLVKQKLHCMIDIVHSDLFTQHDCREILLPLMTDQLKLHLE---NH
ENSP00000280333_Hs_Dock1      VPMGLLTIQKLYCLIEIVHSDLFTQHDCREILLPMMTDQLKYHLE---RQ
Zf_Dock5                      IPDFQMVRQKLGCLVKIVESNLFKQPDCRDVLLPLITDQLSGQLDDNSNK
ENSP00000276440_Hs_Dock5      IPDNQLVRQKLNCMTKIVESTLFRQSECREVLLPLLTDQLSGQLDDNSNK
                              :*   :. *** *: .**.* ** * :**::***::****. :*:   .:

Zf_Dock1                      EELESCCQLLSDILEVLYRKDVGPTQWHVQIIMEKLLRTINRTVISMGRD
ENSP00000280333_Hs_Dock1      EDLEACCQLLSHILEVLYRKDVGPTQRHVQIIMEKLLRTVNRTVISMGRD
Zf_Dock5                      PDLEACVQLLSTVLDMLDCKNVGPTSGHVKLIVDRLLRRVNRTVINLSLD
ENSP00000276440_Hs_Dock5      PDHEASSQLLSNILEVLDRKDVGATAVHIQLIMERLLRRINRTVIGMNRQ
                               : *:. **** :*::*  *:**.*  *:::*:::*** :*****.:. :

Zf_Dock1                      SSLIGSFVACMTGTLRQMDDYHYTHLISTFGKMRTDVVDFLMETFIMFKD
ENSP00000280333_Hs_Dock1      SELIGNFVACMTAILRQMEDYHYAHLIKTFGKMRTDVVDFLMETFIMFKN
Zf_Dock5                      SPYIGHYLACMTAILKQMEDAHYAQYINTF-KTRQDVIDFLMETFIMFKN
ENSP00000276440_Hs_Dock5      SPHIGSFVACMIALLQQMDDSHYSHYISTF-KTRQDIIDFLMETFIMFKD
                              *  ** ::*** . *:**:* **:: *.** * * *::***********:

Zf_Dock1                      LIGKNVYPGDWVIMNMMQNKVFLRAINQYAAVLSKKFLDQTNFELQLWNN
ENSP00000280333_Hs_Dock1      LIGKNVYPFDWVIMNMVQNKVFLRAINQYADMLNKKFLDQANFELQLWNN
Zf_Dock5                      LMG-NVFPPDWMIMNLLQMKVFLRAIDQYSEVLNKGFLDYASFHLQLWNN
ENSP00000276440_Hs_Dock5      LIGKNVYAKDWMVMNMTQNRVFLRAINQFAEVLTRFFMDQASFELQLWNN
                              *:* **:. **::**: * :******:*:: :*.: *:* :.*.******



Zf_Dock1                      YFHLAVAFLTQESLQLENFSSDKRAKIFHKYQDMRRQIGFEIRDMWYNLG
ENSP00000280333_Hs_Dock1      YFHLAVAFLTQESLQLENFSSAKRAKILNKYGDMRRQIGFEIRDMWYNLG
Zf_Dock5                      YFHLIVAFLTHKSLQLESFSPEKRDKILNKYGDMRKSIGFKLRDMWYNLG
ENSP00000276440_Hs_Dock5      YFHLAVAFLTHESLQLETFSQAKRNKIVKKYGDMRKEIGFRIRDMWYNLG
                              **** *****::*****.**  ** **.:** ***:.***.:********

Zf_Dock1                      PHKIKFIPEMVGPILEMTLVPEIELRKATIPIFFDMMQCEFHFRR--CFQ
ENSP00000280333_Hs_Dock1      QHKIKFIPEMVGPILEMTLIPETELRKATIPIFFDMMQCEFHSTR--SFQ
Zf_Dock5                      PQKMKFIPAMVGPILEATLVPEPELRKATIPIFFDMMQCEHHFTTNHTFQ
ENSP00000276440_Hs_Dock5      PHKIKFIPSMVGPILEVTLTPEVELRKATIPIFFDMMQCEFNFSGNGNFH
                               :*:**** ******* ** ** *****************.:      *:

Zf_Dock1                      TFENEIITKLDHEVEGGRGDEQYKILFQKILLEHCRKHKYLAKTGETFVT
ENSP00000280333_Hs_Dock1      MFENEIITKLDHEVEGGRGDEQYKVLFDKILLEHCRKHKYLAKTGETFVK
Zf_Dock5                      KFENELITKLDQEVEGGRGDEQYKILLEKTLLEHCRRHRYLSQPGEALAL
ENSP00000276440_Hs_Dock5      MFENELITKLDQEVEGGRGDEQYKVLLEKLLLEHCRKHKYLSSSGEVFAL
                               ****:*****:************:*::* ******:*:**:..**.:.

  _______________________________
Zf_Dock1                      LVVRLLERLLDYRTIMH-DENKENRMSCTVNVLNFYKEIEREEMYIRYLY
ENSP00000280333_Hs_Dock1      LVVRLMERLLDYRTIMH-DENKENRMSCTVNVLNFYKEIEREEMYIRYLY
Zf_Dock5                      LLSSLLENLLAYRTFTH-DESPELRMSCTVNLLNFYKEKKREDIYIRYLY
ENSP00000276440_Hs_Dock5      LVSSLLENLLDYRTIIMQDESKENRMSCTVNVLNFYKEKKREDIYIRYLY
                              *:  *:*.** ***:   **. * *******:****** :**::******

  __________________________________________________
Zf_Dock1                      KLCDLHKECDNYTEAGYTLLLHAKLLKWSEEACAAHLTQRDGYQASTQGQ
ENSP00000280333_Hs_Dock1      KLCDLHKECDNYTEAAYTLLLHAKLLKWSEDVCVAHLTQRDGYQATTQGQ
Zf_Dock5                      KLRDLHLVCENYTEAAYTLLLHAELLEWSEKPCSPHLIPGDAAQVWTQQE
ENSP00000276440_Hs_Dock5      KLRDLHRDCENYTEAAYTLLLHAELLQWSDKPCVPHLLQKDSYYVYTQQE
                              ** ***  *:*****.*******:**:**:. * .**   *.  . ** :

  __________________________________________________
Zf_Dock1                      LKDQLYQEIINYFDKGKMWEEAIVLGKELAEQYENEMFDFEQLSTLLRKQ
ENSP00000280333_Hs_Dock1      LKEQLYQEIIHYFDKGKMWEEAIALGKELAEQYENEMFDYEQLSELLKKQ
Zf_Dock5                      LKERLFQEIMCNLDKGKMWEKAIEMAKQLVKLHENQMFDFIELGQLLKQQ
ENSP00000276440_Hs_Dock5      LKEKLYQEIISYFDKGKMWEKAIKLSKELAETYESKVFDYEGLGNLLKKR
                              **::*:***:  :*******:** :.*:*.: :*.::**:  *. **:::

  __________________________________________________
Zf_Dock1                      AQFYESIVKVIRPKPDYFAVGYNGLGFPSFLRNKMFIYRGKEYERWEDFE
ENSP00000280333_Hs_Dock1      AQFYENIVKVIRPKPDYFAVGYYGQGFPTFLRGKVFIYRGKEYERREDFE
Zf_Dock5                      AQYYENIMHAMRPQPEYFAVGYYGQGFPSFLRNKMFIYRGKEYEWLEDFS
ENSP00000276440_Hs_Dock5      ASFYENIIKAMRPQPEYFAVGYYGQGFPSFLRNKIFIYRGKEYERREDFS
                              *.:**.*::.:**:*:****** * ***:***.*:*********  ***.

  __________________________________________________
Zf_Dock1                      ARLLTQFPNAEKMKTTTPPSEDIRNSSGQYIQCFTVKPLLELPPKFQNKP
ENSP00000280333_Hs_Dock1      ARLLTQFPNAEKMKTTSPPGDDIKNSPGQYIQCFTVKPKLDLPPKFHR-P
Zf_Dock5                      LKLLSQFPNAVRMTSTSPPADNICSSTGQHIQCFTVKPVLNLPSHFKDKG
ENSP00000276440_Hs_Dock5      LRLLTQFPNAEKMTSTTPPGEDIKSSPKQYMQCFTVKPVMSLPPSYKDKP
                               :**:***** :*.:*:**.::* .*. *::******* :.**. ::

  __________________________________________________
Zf_Dock1                      VSEQIVSFYTVNEVQKFQYSRPVRKGEKDPDNEFSNMWIERTTYVTAYKL
ENSP00000280333_Hs_Dock1      VSEQIVSFYRVNEVQRFEYSRPIRKGEKNPDNEFANMWIERTIYTTAYKL
Zf_Dock5                      LPEQILNYYRTNEVDKFQYSRPFRKGEKDPDNEFATMWIERTTFITAYRF
ENSP00000276440_Hs_Dock5      VPEQILNYYRANEVQQFRYSRPFRKGEKDPDNEFATMWIERTTYTTAYTF
                              :.***:.:* .***::*.****.*****:*****:.****** : *** :

  __________________________________________________
Zf_Dock1                      PGILRWFEVLSVSAEEISPLENAMETMQLTNEKISNMVQRHLNDPNLPIN
ENSP00000280333_Hs_Dock1      PGILRWFEVKSVFMVEISPLENAIETMQLTNDKINSMVQQHLDDPSLPIN
Zf_Dock5                      PGILKWFEVKSMSVEEISPLDNAIETMELANEKLSNLVQQQACDRSCPVH
ENSP00000276440_Hs_Dock5      PGILKWFEVKQISTEEISPLENAIETMELTNERISNCVQQHAWDRSLSVH
                              ****:**** .:   *****:**:***:*:*:::.. **::  * . .::

  __________________________________________________
Zf_Dock1                      PLSMLLNGIVDPAVMGGFTNYEKAFFTEKYFLEHPNDQEKIERLKDLIAW
ENSP00000280333_Hs_Dock1      PLSMLLNGIVDPAVMGGFANYEKAFFTDRYLQEHPEAHEKIEKLKDLIAW
Zf_Dock5                      PLSMMLNGIVDPAVMGGFSNYEKAFFTEAYMKKNPDHLERIEVLKHLIAL



ENSP00000276440_Hs_Dock5      PLSMLLSGIVDPAVMGGFSNYEKAFFTEKYLQEHPEDQEKVELLKRLIAL
                              ****:*.***********:********: *: ::*:  *::* ** ***

  ___________________________________________
Zf_Dock1                      QIPNLAEGVRIHGEKVTEALRPFHERLEACFRQLKEKVEKQYGIRTLPPM
ENSP00000280333_Hs_Dock1      QIPFLAEGIRIHGDKVTEALRPFHERMEACFKQLKEKVEKEYGVRIMPSS
Zf_Dock5                      QIPLLDEGIRIHGEKSTEQLKPLHNRIVTCFQDLRAKVEKLYGVITLPCS
ENSP00000276440_Hs_Dock5      QMPLLTEGIRIHGEKLTEQLKPLHERLSSCFRELKEKVEKHYGVITLPPN
                              *:* * **:****:* ** *:*:*:*: :**::*: **** **:  :*

Zf_Dock1                      TDERRGSRPRSMVRSFTMPSSQRPLSVASVTS-------LSSDNSPSRPG
ENSP00000280333_Hs_Dock1      LDDRRGSRPRSMVRSFTMPSSSRPLSVASVSS-------LSSDSTPSRPG
Zf_Dock5                      LTEKKKSRVGSVVMPYIMSSTLRRMSTISNASSGHSSGSGSSDGNSSRPA
ENSP00000276440_Hs_Dock5      LTERKQSRTGSIVLPYIMSSTLRRLSITSVTSSVVSTSSNSSDNAPSRPG
                                ::: **  *:* .: *.*: * :*  * :*        ***. .***.

Zf_Dock1                      SDGFALEPLLP--KKQHFKSQDKLDRDE--PEKDRKEKKKEKRNSKHQEL
ENSP00000280333_Hs_Dock1      SDGFALEPLLP--KKMHSRSQDKLDKDD--LEKEKKDKKKEKRNSKHQEI
Zf_Dock5                      SQDSLLS------RVSDNRVSVLSRSEE--DNRISKKNRKEWSVSKSQVL
ENSP00000276440_Hs_Dock5      SDGSILEPLLERRASSGARVEDLSLREENSENRISKFKRKDWSLSKSQVI
                              *:.  *.           : .     ::   ::  * ::*:   ** * :

Zf_Dock1                      FDKELKTADIPLQANEAVILSETISPLRPQRPKSQVINLLG-EKRLSVSP
ENSP00000280333_Hs_Dock1      FEKEFKPTDISLQQSEAVILSETISPLRPQRPKSQVMNVIGSERRFSVSP
Zf_Dock5                      LERPADTDEIPPE--------------KQPRPKSLTIGDRRLTLSLFHGE
ENSP00000276440_Hs_Dock5      AEKAPEPDLMSPTR-------------KAQRPKSLQLMDNRLSP--FHGS
                               ::  ..  :.                :  ****  :           .

Zf_Dock1                      GAPANQFVPSVPPPITPRAKLQFSLLSGSNLELNG-TSYADKGETPPPLP
ENSP00000280333_Hs_Dock1      SSPSSQQTP---PPVTPRAKLSFSMQS--SLELNG-MTGADVADVPPPLP
Zf_Dock5                      SSNLSLHNPLSPLPASPHTPRSSSYTC---LPSESNFSTPDFTNIPPPMP
ENSP00000276440_Hs_Dock5      SP--PQSTPLSPPPLTPKATRTLSSPS---LQTDGIAATP----VPPPPP
                              ..      *    * :*::    *  .   *  :.  : .     *** *

Zf_Dock1                      VKSSMGDYGNLMDNSDLASPTTPPPPPPHQRHLPPPLPSKTPPPPPPKTT
ENSP00000280333_Hs_Dock1      LKGSVADYGNLMENQDLLGSPTPPPPPPHQRHLPPPLPSKTPPPPPPKTT
Zf_Dock5                      AKRRPHETDSIYNSTYDFMPP-----------LPAKVENK-PPPPPPKTR
ENSP00000276440_Hs_Dock5      PKSKPYE-GSQRNST-ELAPP-----------LPVRREAKAPPPPPPKAR
                               *    : ..  :.     ..           **     * *******:

Zf_Dock1                      RKQTSIDSGIVQ
ENSP00000280333_Hs_Dock1      RKQASVDSGIVQ
Zf_Dock5                      KSMFPTYESNQQ
ENSP00000276440_Hs_Dock5      KSGIPTSEPGSQ
                              :.  .  .   *


