Table S1. n and P values for quantification of border cell migration

Total Total P Total P

examined Total ‘ahead’ ‘ahead’ 'OK’ ‘OK’ ‘behind’ ‘behind’
Fig. 1B: slbo-GAL4/UAS-RNAi
fz RNAI 577 7 0.093 210 <0.001 360 <0.001
fz RNAI control 47 2 29 16
dsh RNAI 144 2 0.74 34 <0.001 108 <0.001
dsh RNAI control 199 2 110 87
stbm RNAI 220 18 0.02 72 <0.001 130 <0.001
stbm RNAi control 159 4 11 44
Fig. 1C: slbo-GAL4/UAS-X
UAS-fz 183 13 0.042 95 <0.001 75 0.0027
UAS-fz control 391 13 267 11
UAS-stbm 184 16 0.59 73 <0.001 95 <0.001
UAS-stbm control 260 19 201 40
Fig. 4A: upd-GAL4/UAS-RNAI
fz RNAI 268 2 0.18 108 <0.001 158 <0.001
fz RNAI control 128 3 82 43
dsh RNAI 203 5 0.56 128 0.069 70 0.1
dsh RNAI control 80 3 41 36
stbm RNAI 207 0 1 108 0.02 99 0.2
stbm RNAI, stbm/+ 294 2 0.44 84 <0.001 208 <0.001
stbm RNAi control 88 0 53 35
Fig. S1: Wholly mutant egg chambers
w8 control 775 63 439 273
fz?° 349 22 0.28 164 0.0027 163 <0.001
22! 370 50 0.0042 153 <0.001 167 0.0013
dsh’ 185 1 <0.001 44 <0.001 140 <0.001
stbm® 269 14 0.1 95 <0.001 160 <0.001
pkPk-sple-13 170 17 0.43 69 <0.001 84 <0.001
Whnt4cEMs23 22 1 0.54 19 0.0054 2 0.011
slbo?7310 129 0 <0.001 0 <0.001 129 <0.001




Table S2. n and P values for mosaic analysis of border cell clusters

Fig. 1D: Mosaic clusters with a subset of border cells lacking fz or stbm activity

Proportion of wild-type border Expected number of clusters Actual number of clusters with
Number of mosaic clusters cells in these clusters with wild-type cell leading wild-type cell leading
fz'* 44 0.518 22.8 33

Significance (null hypothesis=border cell position distributed randomly) P=0.003.

Proportion of wild-type border Expected number of clusters Actual number of clusters with
Number of mosaic clusters cells in these clusters with wild-type cell leading wild-type cell leading
stbm® 20 0.539 10.78 18

Significance (null hypothesis=border cell position distributed randomly) P=0.003.

Fig. 4B: Mosaic clusters with both polar cells and a subset of border cells lacking fz or stbm activity

Proportion of wild-type border Expected number of clusters Actual number of clusters with
Number of mosaic clusters cells in these clusters with wild-type cell leading wild-type cell leading
fz'* 6 0.514 3.1 0

Significance (null hypothesis=border cell position distributed randomly) P=0.034.

Proportion of wild-type border Expected number of clusters Actual number of clusters with
Number of mosaic clusters cells in these clusters with wild-type cell leading wild-type cell leading
stbm® 10 0.456 4.56 3

Significance (null hypothesis=border cell position distributed randomly) P=0.5.

Fig. 4C: Mosaic clusters with one polar cell and a subset of border cells lacking fz activity

Expected number of Actual number of Expected number of Actual number of
clusters with wild- clusters with wild- clusters with wild- clusters with wild-
Proportion of wild- type cell leading in type cell leading in type cell leading in type cell leading in
Number of mosaic type border cells in contact with wild- contact with wild- contact with mutant  contact with mutant
clusters these clusters type polar cell type polar cell polar cell polar cell
fz'* 15 0.548 4.1 7 4.1 0

Significance (null hypothesis=both border cell and polar cell position distributed randomly) P=0.0074.
Significance (null hypothesis=border cell position distributed randomly) P=0.71.
Significance (null hypothesis=polar cell position distributed randomly) P=0.0003.

Fig. 4D: Mosaic clusters with one polar cell and a subset of border cells lacking stbm activity

Expected number of Actual number of Expected number of Actual number of
clusters with wild- clusters with wild- clusters with wild- clusters with wild-
Proportion of wild- type cell leading in type cell leading in type cell leading in type cell leading in
Number of mosaic type border cells in contact with wild- contact with wild- contact with mutant  contact with mutant
clusters these clusters type polar cell type polar cell polar cell polar cell
stbm® 9 0.552 2484 3 2484 6

Significance (null hypothesis=both border cell and polar cell position distributed randomly) P=0.1145.
Significance (null hypothesis=border cell position distributed randomly) P=0.018.
Significance (null hypothesis=polar cell position distributed randomly) P=0.51.




