
 
 
 
 
 
 
 
 
 
 
 
Fig S2. Genome organization of the glc locus confirmed by Southern blot analysis. Genomic DNA was 

extracted from individual wild-type Columbia, wild-type Landsberg, and glc/+ plants, digested with BglII 

(“B”) or XbaI (“X”), and transferred to nylon filters.  The filters were hybridized with probes “NPTII”, 

“3flank”, or “5flank”.  The BglII and XbaI sites in black on the wild-type allele are of Columbia 

sequence. The BglII site in blue for the wild-type Landsberg allele is inferred from the band patterns on 

the blot with the “3flank” probe.  Only the green chromosome segment in the wild-type allele is not 

drawn to scale. 
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