
                    (***)                     (**)

    AtCLF  (151) NCSFLFNLNDQ---FVLDAYRKGDKLKFANHSPEPNCYAKVIMVAGDHRV

    PpCLF  (147) NSSFLFNLNDQASLYVLDACRKGDKLKFANHSPTPNCYAKVIMVSGDHRV

     DmEz   (57) MCSFLFNLNND---FVVDATRKGNKIRFANHSINPNCYAKVMMVTGDHRI

   HsEZH2   (57) MCSFLFNLNND---FVVDATRKGNKIRFANHSVNPNCYAKVMMVNGDHRI

     vSET   (47) LEDYLFSRKNMS------AM-ALGFGAIFNHSKDP--NARHELTAGLKRM

Consensus  (151) MCSFLFNLNN    FVLDA RKG KIKFANHS  PNCYAKVIMVAGDHRI

                                 (*)

    AtCLF  (198) GIFAKERILAGEELFYDYRYEPDRAPAWAKKPEAPGSKKDENVTPSVGRP

    PpCLF  (197) GIFAKERIGAGEELFYDYQYEPDRAPVWARKPDDPNNK-RDDMPSTGGRA

     DmEz  (104) GIFAKRAIQPGEELFFDYRYGPTEQLKFVGIEREMEIV------------

   HsEZH2  (104) GIFAKRAIQTGEELFFDYRYSQADALKYVGIEREMEIP------------

     vSET   (88) RIFTIKPIAIGEEITISYGDDYWLSRPRLTQN------------------

Consensus  (201) GIFAKR I  GEELFFDYRYEP  A  WV    E


