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Table S1. Real-time PCR analysis of EMT and PCP pathway genes on epicardial explants
Gene Wild type (DCt±s.d.) Cx43 KO (DCt±s.d.) P-value

Snail1 9.6570±2.3052 10.9360±1.5668 0.3390
Snail2 5.3040±1.2012 5.6280±1.1789 0.6782
Itga4 5.9830±3.2698 6.4930±1.3925 0.7613
Wt1 5.4933±0.8553 4.6850±0.7219 0.1366
Tbx18 2.6183±1.3283 2.8667±0.9811 0.5350
Rxra 15.6742±4.1813 14.8558±3.3511 0.2860
Wnt4 15.0533±2.9487 16.0717±1.4419 0.6843
Wnt5a 5.1575±0.7439 5.1408±0.9919 0.7247
Wnt11 2.2792±0.7612 2.5642±0.8946 0.5250
Vangl2 11.2842±1.5743 13.1792±1.0781 0.0773
ΔCt represents the number of cycles required to reach threshold when adjusted to Gapdh.


