
 
 
A 

MAP2K1 -MPKKKPT-P-IQLNP-APDGSAVNGTSSAETNLEALQKKLEELELDEQQRKRLEAFLTQ 56 
MAP2K2 MLARRKPVLPALTINPTIAEGPSPTSEGASEANLVDLQKKLEELDLDEQQRKRLEAFLTQ 60 
        :.::**. * : :**  .:*.: .. .::*:**  ********:*************** 
 
 
MAP2K1 KQKVGELKDDDFEKISELGAGNGGVVFKVSHKPSGLVMARKLIHLEIKPAIRNQIIRELQ 116 
MAP2K2 KAKVGELKDDDFERISELGAGNGGVVTKARHRPSGLIMARKLIHLEIKPAVRNQIIRELQ 120 
       * ***********:************ *. *:****:*************:********* 
 
 
MAP2K1 VLHECNSPYIVGFYGAFYSDGEISICMEHMDGGSLDQVLKKAGRIPEQILGKVSIAVIKG 176 
MAP2K2 VLHECNSPYIVGFYGAFYSDGEISICMEHMDGGSLDQVLKEAKRIPEDILGKVSIAVLRG 180 
       ****************************************:* ****:*********::* 
 
 
MAP2K1 LTYLREKHKIMHRDVKPSNILVNSRGEIKLCDFGVSGQLIDSMANSFVGTRSYMSPERLQ 236 
MAP2K2 LAYLREKHQIMHRDVKPSNILVNSRGEIKLCDFGVSGQLIDSMANSFVGTRSYMSPERLQ 240 
       *:******:*************************************************** 
 
MAP2K1 GTHYSVQSDIWSMGLSLVEMAVGRYPIPPPDAKELELLFG----CHVEGDAAETPPRPRT 292 
MAP2K2 GTHYSVQSDIWSMGLSLVELAIGRYPIPPPDAKELEASFGRPVVDGADGEPHSVSPRPRP 300 
       *******************:*:**************  **      .:*:. ...****. 
 
 
MAP2K1 PGRPLSS-YGMDSRPPMAIFELLDYIVNEPPPKLPSGVFSLEFQDFVNKCLIKNPAERAD 351 
MAP2K2 PGRPISVGHGMDSRPAMAIFELLDYIVNEPPPKLPSGVFSSDFQEFVNKCLIKNPAERAD 360 
       ****:*  :******.************************ :**:*************** 
 
 
MAP2K1 LKQLMVHAFIKRSDAEEVDFAGWLCSTIGLNQPSTPTHAASI 393 
MAP2K2 LKLLMNHAFIKRSEGEEVDFAGWLCRTLRLKQPSTPTRTAV- 401 

          ** ** *******:.********** *: *:******::*  

 
 
B 

mouse   MPKKKPTPIQLNPAPDGSAVNGTSSAETNLEALQKKLEELELDEQQRKRLEAFLTQKQKV 60 
human   MPKKKPTPIQLNPAPDGSAVNGTSSAETNLEALQKKLEELELDEQQRKRLEAFLTQKQKV 60 
xenopus MPKKKPTPIQLNPNPEGTAVNGTPTAETNLEALQKKLEELELDEQQRKRLEAFLTQKQKV 60 
        ************* *:*:*****.:*********************************** 
 
mouse   GELKDDDFEKISELGAGNGGVVFKVSHKPSGLVMARKLIHLEIKPAIRNQIIRELQVLHE 120 
human   GELKDDDFEKISELGAGNGGVVFKVSHKPSGLVMARKLIHLEIKPAIRNQIIRELQVLHE 120 
xenopus GELKDDDFEKVSELGAGNGGVVFKVSHKPTSLIMARKLIHLEIKPAIRNQIIRELQVLHE 120 
        **********:******************:.*:*************************** 
 
mouse   CNSPYIVGFYGAFYSDGEISICMEHMDGGSLDQVLKKAGRIPEQILGKVSIAVIKGLTYL 180 
human   CNSPYIVGFYGAFYSDGEISICMEHMDGGSLDQVLKKAGRIPEQILGKVSIAVIKGLTYL 180 
xenopus CNSPYIVGFYGAFYSDGEISICMEHMDGGSLDQVLKKAGKIPEKILGKVSIAVIKGLTYL 180 
        ***************************************:***:**************** 
 
mouse   REKHKIMHRDVKPSNILVNSRGEIKLCDFGVSGQLIDSMANSFVGTRSYMSPERLQGTHY 240 
human   REKHKIMHRDVKPSNILVNSRGEIKLCDFGVSGQLIDSMANSFVGTRSYMSPERLQGTHY 240 
xenopus REKHKIMHRDVKPSNILVNSRGEIKLCDFGVSGQLIDSMANSFVGTRSYMSPERLQGTHY 240 
        ************************************************************ 
 
mouse   SVQSDIWSMGLSLVEMAVGRYPIPPPDAKELELLFGCHVEGD--AAETPPRPRTPGRPLS 298 
human   SVQSDIWSMGLSLVEMAVGRYPIPPPDAKELELMFGCQVEGD--AAETPPRPRTPGRPLS 298 
xenopus SVQSDIWSMGLSLVEMAIGRYPIPPPDAKELELIFGCSVEGDPASSELAPRPRPPGRPIS 300 
        *****************:***************:*** ****  ::* .****.****:* 
 
mouse   SYGMDSRPPMAIFELLDYIVNEPPPKLPSGVFSLEFQDFVNKCLIKNPAERADLKQLMVH 358 
human   SYGMDSRPPMAIFELLDYIVNEPPPKLPSGVFSLEFQDFVNKCLIKNPAERADLKQLMVH 358 
xenopus SYGPDSRPPMAIFELLDYIVNEPPPKLPSGVFGAEFQDFVNKCLVKNPAERADLKQLMVH 360 
        *** ****************************. **********:*************** 
 
mouse   AFIKRSDAEEVDFAGWLCSTIGLNQPSTPTHAASI 393 
human   AFIKRSDAEEVDFAGWLCSTIGLNQPSTPTHAAGV 393 
xenopus SFIKQSELEEVDFAGWLCSTMGLKQPSTPTHAAGV 395 
        :***:*: ************:**:*********.: 

 
  


