Table S3. Binding and unbinding rates giving bistable behavior of the Yan network model

Mae-Yan association km:y 0.1
Mae-Yan dissociation ey 0.01
Mae-phospho-Yan association Knore 0.1
Mae-phospho-Yan dissociation Knays 10
Mae-PntP2 association Knps 0.1
Mae-PntP2 dissociation ke, 0.01
yan mRNA-miR-7 association Emw 0.1

yan mRNA-miR-7 dissociation Kmg, 0.01




