Table S1. Er81*, reelin* CR cell population is not significantly affected in the E12.5 Pax6 mutant (Sey/Sey),
which presents an absence of the VP progenitor domain

Total

medial Av Er81+, reelin* cells Total dorsal Av Er81+, reelin* cells
Control (n=3) 395 65.8+9 343 57.2+6.5
Pax6 mutant (n=3) 329 54.8+8 324 54+2.8
t-test P=0.2 P=0.5

Average (Av) is shown =+ standard deviation.




