
Table S2 : Primer pairs used for cloning and for site directed mutagenesis. 
Primer name   Position   Sequence 
Oligonucleotides used for Cloning     
Wnt9b -7946/-7529  Forward -8038   5' gtt aat act agc tag gct gtg gt 3' 
  Reverse -7529   5' cga ctg ctc ttc cga agg t 3' 
Wnt9b -7946/-7809 Forward -8038   5' gtt aat act agc tag gct gtg gt 3' 
  Reverse -7809   5' tgg cag ctg gca ttt cta t 3' 
Wnt9b +13979/14601  Forward +12948   5' gca aag acc ata cgg caa tc 3' 
  Reverse +14751   5' ggt gat aag gcg tga ctg gt 3' 
Pax2 -7310/-6884  Forward -7310   5' tgg atc cga aga cgc agc ctg aca tct 3' 
  Reverse -6884   5' caa gct tag ata gac ccg tgg cta acg 3' 
Pax2 -5762/-5572  Forward -5762   5' tgg atc cgg ctc cag cag gct aag ag 3' 
  Reverse -5572   5' gaa gct tag gac tca aag tgg gtg ctg 3' 
Lim1 -7934/-7711 Forward -7934   5' caa gct tcc agg tgc tca cca aga aat 3' 
  Reverse -7711   5' tgg atc ctg tgc aga ggg tgt gtt tc 3'  
Oligonucleotides used for site directed mutagenesis* 
Wnt9b site -7079 Forward  5’cct gtc tca aaa gga aaa aaa aaG Tgg Ata Tgg CTA aca cat tac3’ 
Wnt9b site +14123 Forward  5’gcc ccc tgA Tcc ATG Tcc AAC ggg ccc ctg tgc3’ 
Pax2 site -6929 Forward  5’ttc ctc cct tcG TTg gTc AGg gTC atc aat tta ttc gtt ag3’ 
 Pax2 site -5742 Forward  5’ggc taa gag gaa GTT ccT cAT ccC Ttc ccc acc aac ac3’ 
Lim1 site -7847 Forward  5’acc ctt ggg gta cTG ccA TaA ccA ACt tgc taa tca gc3’ 

* vHNF1 binding sites are underlined; lower case nucleotides within underlined sequences indicate mutated bases.  


