49

IGSLSHTQM 55
R
0

FP.

IfcsLa E

BT IPNG S L A

A

HI
HI

Rhomboid Alignment

MLSHSA

Figure S1A

Te-Rho

Dm-Rho2
Dm-Rho3
Dm-Rho1

[a] <+ 0 L 0~ 0
0 — N < *S~oO oM~
0~~~ ~— — 00 NN A~
0 X > >[eld B e > H
=4 SRe] > & B «
B - (< » 4> H
=R [aFa) =«

[ 4 < AH

By R O £ H
cE . Gl A © 0
c@ . > >0 0 > e
o> . < « [SNal HaAaD>
cw . O O i H H H &l

CH e . ¥ ¥ [Offa) HH

CE e e Ry Feo fRIES B B <

EECIE 2X%1 > [ ] e 1

R e o o [RE) [y - - =

BECIE 2l o[@ [y -

cE e e g = Y =

N & X [9) Y] - =

wnA .. vVvn®v [SRé] = O

HE oo oo B 03] <

As .. =7 > >4 [

aAQ > > EYES] o A

B Foe LT Y] < >

=] > > I R

oA B B Ay Ry > > [2RE ~
o Y] = > > [ORF) '
BE oo ofal g © =
ol o Fee s N o o Bl ~
e - - BB D> H anfdA]

o o H> BB o o P

-1 I e E [LR] < 0

EXE 9] 2 g

B R e - [ £ [ o

Exg - - oo =[]

AR B A e H O

e - EER< = e

EWS] o EEEL =@«

B O £ mmEm & ™

F £ fol ] 9] < nH [

o Ya] = PEEE mmNA =

@ R p > wxEl] =xmon -

KAz EE> m > >

Exgo o X KB E = = I

< Z 0 e v o o e

EEE Ho -

RS & .y . .

B - = H AR ERE] . .

QNFGL

G
N
P
E
v
N
T
Q

)4 PRYD H
YD T pom:t
.o M
.o M
N R
E K
EPP
E P P
K..
R..

.. =X el EEl< = e
mO . . R © | EEXE [TXT] - ~
ac . - o] & 3 - =
Q.- %Ol . - o vE] P
Z e . mwn o - 0K > > I
CEe e oA . <O 0 0[O
SR T - - o O > > A
COU e . 1 1 o Bl =Bl
e e M - - > E B> A
BN aw - . R oo] P
85T 8% 8% 8%
L o oL oL oL
£ETTE  FTTE  gEEE  STEE
SEEE SEEE SEEE SEEE
kQaQaQ FQAQQ ~QAQQ FQAQQ



Figure S1B-C
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Figure S1D

Alignment of divergent Star proteins
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Figure S1D-Continued
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