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Table S1. Oligonucleotide sequences
ChiP primers for E-Cadherin locus

Position, in kb relative to E-cadherin TSS Forward primer sequence Reverse primer sequence
–4.4 AGGAGGATTGCCCTGAAAGT GAGAGACGGAGAAGGAACAA
–2.6 AAGAAAGCAACGCTCCAAAG AGGGCGAGGACTCTGGTATT
–0.1 CGCACTACTGAGTTCCCAAG GTCAGGACCCTCCACATACC
1.7 AAGGCAAGAGGACCAGGTTT CCCAGAAAGGGATTGTGTGT
3.6 AACCGAGGATTGTGACCTTG GGATATGCTTGGGTAGTGGA
7.8 (primer pair A) GAAGCCTTTCCCTTTCCATT ACCCTTTCTAAGGCACAGCA
7.8 (primer pair B) CAGCAAACCAGTCAAACCAG TTTCTAAGGCACAGCAAACC
9.5 AGGTGGGAAGGAAACCAGTC CAGGTTCATCTTCAGGCACA

ChiP primers for Cldn4 locus

Position, in kb relative to Cldn4 TSS Forward primer sequence Reverse primer sequence
–0.1 GTGATACTGGCGGGTGACTC GGGACCAGTTTCTCTGGATTC
2.8 ACAGGGAAGGGTTCTGTGTG GGGTCTTGTATCCTGGCTGA

Real-time RT-PCR primers

Gene Forward primer sequence Reverse primer sequence
β-Actin (mouse, rat, human, dog) TTCAACACCCCAGCCATGTA GTGGTGGTGAAGCTGTAGCC
Grhl1 (mouse) AAATTCGGGATGAAGAACGA TCAGCTTAGCAGGAGGAGGA
Grhl2 (mouse, rat, human, dog) CAAAGCAAGTGACAGCCAAG CTTTGTTGAGGTAGGTCATGG
Grhl2 (mouse) ACCATCGGGAACATTGAAGA TCCGGTCCTCTGTAGGTTTG
Grhl3 (mouse) GCCTACCTCAACAAGGGTCA TGCCTGCTCCACAGTCATAG
E-cadherin (mouse, rat, human, dog) AAGGGCTTGGATTTTGAGG AGATGGGGGCTTCATTCAC
E-cadherin (mouse) CGTCCATGTGTGTGACTGTG GGAGCCACATCATTTCGAGT
Cldn4 (mouse) GGCGTCTATGGGACTACAGG GGTTGTAGAAGTCGCGGATG

Primers used for genotyping

DNA fragment Forward primer sequence Reverse primer sequence
Grhl2-LacZ1 mutant allele (500 bp) AAAGGCATCAAGGTGTGAGC GTGCGCATAGTGGCTTGAAT
Grhl2-LacZ1 wildtype allele (621 bp) CACGTAGACGAGCTCTGTGG GTGGGCAGTTGGTGTTTGAG
Grhl2-LacZ4 mutant allele (261 bp) TGCATGCTGAACTCTGGAGGTGGTG ACTTCCGGAGCGATCTCAAACTCTC
Grhl2-LacZ4 wildtype allele (396 bp) TGCATGCTGAACTCTGGAGGTGGTG ACAGCTCAGCACATGAAGCATCAGATG

Primers for production of riboprobes

Gene Forward primer sequence
Reverse primer sequence (including T7 promoter

sequences)
E-cadherin ATCGCCTACACCATCGTCAG GGCCAGTGAATTGTAATACGACTCACTATAGGG

AGGCGGTATGAGGCTGTGGGTTCCTC
Cldn4 TGCTTCTCTCAGTGGTAGGG GGCCAGTGAATTGTAATACGACTCACTATAGGG

AGGCGGTAAGGAGCCATGTGGA

Primers for 3C assay

Primer Primer sequence Distance from BglII site
Control reverse (cr) ATTCTCTCTTTTCCGCCATATGTA 124 bp
Promoter reverse (pr) TTTGTTTTGTTGTTGTTGCTTTTTA 86 bp
Enhancer reverse (er) AGAGTGGTGAATCCCTGTATATCAA 50 bp

Oligos for Splinkerette (SPLK) PCR

Oligo Oligo sequence
SPLK adaptor A CGAAGAGTAACCGTTGCTAGGAGAGACCGTGGCTGAATGAGACTGGTGTCGACACTAGTGG
SPLK adaptor B GATCCCACTAGTGTCGACACCAGTCTCTAATTTTTTTTTTCAAAAAAA
SPLK forward primer outer CGAAGAGTAACCGTTGCTAGGAGAGACC
SPLK reverse primer outer GCTCTGTCCTCCAGTCTCCTCCAC
SPLK forward primer nested GTGGCTGAATGAGACTGGTGTCGAC
SPLK reverse primer nested ACACACTCCAACCTCCGCAAACTC


