Align human vs mouse vs zf colxix protein

CLUSTAL W (1.83)
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multiple sequence alignment

————————————— MRLTGPWKLWLWMSIFLLPASTSVIVRDKTEESCPILRIEGHQLTYD
————————————— MRHTGSWKLWTWVTTFLLPACTCLTVRDKPETTCPTLRTERYQ---D
MEFSRGPFSCAKDDMIHYLRWTVFLWIVN-SIPFASGMAVNERIDHTCPPLKLEDKWHTNV

* * .. K. .k . ..k .. . o kk k. *

NINKLEVSGFDLGDSFSLRR-AFCESDKTCFKLGSALLIRDTIKIFPKGLPEEYSVAAME
DRNKSELSGFDLGESFALRH-AFCEGDKTCFKLGSVLLIRDTVKIFPKGLPEEYATIAVMF
NLHR-EFTGFDLAEKFLLRKGTVTDSDTPLFRLGSKPLEFKPTESVFPNGLXHEYSIVATF

* **** . * ** . . * * * kK Koeoe * ** * K ** . *

RVRRNAKKERWFLWQVLNQONIPQISIVVDGGKKVVEFMFQATEGDVLNYIFRNRELRPL
RVRRSTKKERWEFLWKILNQONMAQISVVIDGTKKVVEFMFRGAEGDLLNYVFKNRELRPL
RIRKTTKKDRWEVXQIFDKGGTSQVSLIVDGAKKSVEFLALGFLKNSXLYVFKNRDLHAL
R . : R
FDROQWHKLGISIQSQVISLYMDCNLIARRQTDEKDTVDFHGRTVIATRASDGKPVDIELH
FDROQWHKLGIGVQSRVLSLYMDCNLIASRHTEEKNSVDFQGRTIIAARASDGKPVDIELH
FDRQFHKLGVSVESNAVSIYLDCELTIERQVTAERSGIDVSGRTFITTRLEDGKPVDVELQ

kkhkkhkkokkkhkko . .k o ke ke ke ok k . Kok . .k Kok kK e ek KAk hkAkKk o kk o

QLKIYCSANLIAQETCCEISDTKCPEQDGEFGNIASSWVTAHASKMSSYLPAKQELKDQCQ
QLRIYCNANFLAEESCCNLSPTKCPEQDDEFGSTTSSWGTSNTGKMSSYLPGKQELKDTCQ
EILVFCDSRIADLDRCCDSPGAMCEPTVTHNPTAIPLVTGYLQKMLSMP——AQLPTDRCH

.k . . . ** . * * * Kk Kk * * *

CIPNKGEAGLPGAPGSPGOQKGHKGEPGENGLHGAPGFPGOQKGEQGFEGSKGETGEKGEQG
CIPNKEEAGLPGTLRSIGHKGDKGEPGEHGLDGTPGLPGQKGEQGLEGIKGEIGEKGEPG
CPALKGLKGDPGPQGLPGLKGDKGDPGP---PGPGTLSVEKQAQ—--—-—— KGDQGPSGTPG

* * * kK Kk Ak kk ek Kk * . .k * KK . * * *

EKGDPALAGLNGENGLKGDLGPHGPPGPKGEKGDTGPPGPPALPGSLGIQGPQGPPGKEG
AKGDSGLDGLNGQODGLKGDSGPQGPPGPKGDKGDMGPPGPPALTGSIGIQGPQGPPGKEG
EKGDVGPPGQPGAPGKEGKRGRRGKTGEPGTPGLQGPPGTCDAETVKGMKGDQGVAGERG

* kK * * * .k * .k * * * * Kk Kk k Ko ek kK K. *

QRGRRGKTGPPGKPGPPGPPGPPGIQGIHQTLGGY YNKDNKGNDEHEAGGLKGDKGETGL
QRGRRGKTGPPGNPGPPGPPGPPGLQGLOQPFGGYFN---KGTGEHGASGPKGEKGDTGL
QKGDRGDSGLPGLEG===== == === === === ———— oo AGGMKGQKGEEGP

Kk ek Kk ok kK * Kok ok ke kk . *

PGFPGSVGPKGOQKGEPGEPFTKGEKGDRGEPGVIGSQGVKGEPGDPGPPGLIGSPGLKGQ
PGFPGSVGPKGHKGEPGEPLTKGEKGDRGEPGLLGPQGIKGEPGDPGPPGLLGSPGLKGQ
RGPPGPVMTAHGLRLSGPEGEGSEKGQKGEKGDQGEKGAEGSQGLOQGPAGLTGPPGLEGK

* kK K * Kok ke e kk Kk * .« K .k * kk kK kK kAk Kk e ke

QGSAGSMGPRGPPGDVGLPGEHGIPGKQGIKGEKGDPGGIIGPPGLPGPKGEAGPPGKSL
QGPAGSMGPRGPPGDVGLPGEHGIPGKQGVKGEKGDPGGRLGPPGLPGLKGDAGPPGISL
VGPPGPVGPRGLQGDPGSAGLIGLPGKDGMKGEKGDTGGAPGPAGPPGLKGEPGEP-CSV

* * o Kk KKk * Kk Kk * Kekhkkeoekekkhkhkhkkhk Kk *k ok kk ok k e * K K.

PGEPGLDGNPGAPGPRGPKGERGLPGVHGSPGDIGPQGIGIPGRTGAQGPAGEPGIQGPR
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PGKPGLDGNPGSPGPRGPKGERGLPGLHGSPGDTGPPGVGIPGRTGSQGPAGEPGIQGPR
GLCGGEEVASGLRGLRGPKGERGVPGVPGDAGEKGEPGFGITGPPGLTGPKGEPGSQGPL

* . * * hkkkkkhkkhkkk o kko * K. * * kkx ok * *k Kkkk*k Kk *k

GLPGLPGTPGTPGNDGVPGRDGKPGLPGPPGDPIALPLLGDIGALLKNFCGNCQASVPGL
GLPGLPGTPGMPGNDGAPGKDGKPGLPGPPGDPIALPLLGDIGALLKNFCGNCQANVPGL
GPQ---GPIGVPGIEGPPGPQGRPGLPGPPGEPTALPMVGDMGTLMKNACSVCQTRVPGL

* * * Kk *x ok Kk k o ke kk ko h ok ok ke ok ok ok ke ek k e ke ke ok ok k Kk e * Kk Kk Kk

KSNKGEEGGAGEPGKYDSMARKGDIGPRGPPGIPGREGPKGSKGERGYPGIPGEKGDEGL
KSIKGDDGSTGEPGKYDPAARKGDVGPRGPPGFPGREGPKGSKGERGYPGIHGEKGDEGL
PGOKGEKGSPGASGIPGMDGEKGDQGLRGPAGNPGKEGPKGVKGERGEFPGPMGDKGDEGS

Kok e * * * *Khkhk kK kkhkk k kkekkkhkkhkk hkhkkkk oo kK * o k kKX kK

QGIPGIPGAPGPTGPPGLMGRTGHPGPTGAKGEKGSDGPPGKPGPPGPPGIPEFNERNGMS
QGIPGLSGAPGPTGPPGLTGRTGHPGPTGAKGDKGSEGPPGKPGPPGPPGVPLNEGNGMS
PGVPGLPGSTGRTGSQGMNGRPGAVGPQGQOKGDRGSEGPPGQPGPPGPPGAPYSEGNGMS

ek k e K. * k% R ** ok Kk k kkeoekkekhkkhkhkkekhkkhkhkhkhkhkkk X * Kk k kK

SLYKIKGGVNVPSYPGPPGPPGPKGDPGPVGEPGAMGLPGLEGFPGVKGDRGPAGPPGIA
SLYKIQGGVNVPGYPGPPGPPGPKGDPGPVGEPGAMGLPGLEGFPGVKGDRGPAGPPGIA
SIYKLONGAANGGQPGPPGPPGPKGDEGRMGEPGLMGLPGLEGLTGAKGDPGLPGPPGLN

Koe ok k e e * kA hk Kk khkk kA xKhkhkkx*x * ek khkkhkk hhkkhkkhkkkkhkk o * k) X Kk Kk k e

GMSGKPGAPGPPGVPGEPGERGPVGDIGFPGPEGPSGKPGINGKDGIPGAQGIMGKPGDR
GISGKPGAPGPPGVPGEQGERGPIGDTGFPGPEGPSGKPGINGKDGLPGAQGIMGKPGDR
GPVGKPGPRGETGIPGEPGERGPVGETGFPGPEGPPGAPGRPGKDGVPGYEGATGRPGDR

* * * Kk % * *kekhkkhkk Khkkhkkhkko ko Kk khkkhkkxKkk Kk K**k Kk Kk Kk ke kK .k * o k kKX Kk

GPKGERGDQGIPGDRGSQGERGKPGLTGMKGAIGPMGPPGNKGSMGSPGHQGPPGSPGIP
GPKGERGDQGIPGDRGPQGERGKPGLTGMKGAIGPVGPAGSKGSTGPPGHQGPPGNPGIP
GTKGERGDPGIPGERGVQGERGK---TGDKGTIGPQGPPGOKGEPGPPGSLTSPGS---V

* kkkhkkkhk khkkhkkoekk kkhkkkkk * Kk hkkekxkk Kk Kk k% * k% * *

GIPADAVSFEEIKKYINQEVLRIFEERMAVFLSQLK-LPAAMLAAQAY-GRPGPPGKDGL
GTPADAVSFEEIKHYINQEVLRIFEERMAVFLSQLK-LPAAMLSAQAH-GRPGPPGKDGL
KLLSDTAALEEIKTFIRNEVLRVFEEKFSDSQTLLOKTPAAILAAQGRQGPPGPPGNDGS

o ke o o kk ok ke .k o hkk ok ek k ke e e . R ko ke ke ok k * kkkk ke k)

PGPPGDPGP---QGYRGQKGERGEPGIGLPGSPGLPGTSALGLPGSPGAPGPQGPPGPSG
PGPPGDPGP---QGYRGQKGERGEPGIGLPGSPGLPGSSAVGLPGSPGAPGPQGPPGPSG
PGPPGEPGPPGSQGYRGQKGERGOMGLGLPGAPGPAGPQGPVGLGPQGPSGPPGPPGPHG

* Kk k ok koo k kK *khkhkkhkkhkhkkKhkhkk ko * o kk Kk ko kK * * * *k kkxkkkk Kk

RCNPEDCLYPVSHAHQRTGGN 1142
RCNPEDCLYPAPPPHQQAGGK 1136
RCNPSDCFHPYG---RRDG-- 1102
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