
 
 
Align human vs mouse vs zf colxix protein 
CLUSTAL W (1.83) multiple sequence alignment 
 
 
human           -------------MRLTGPWKLWLWMSIFLLPASTSVTVRDKTEESCPILRIEGHQLTYD 47 
mouse           -------------MRHTGSWKLWTWVTTFLLPACTCLTVRDKPETTCPTLRTERYQ---D 44 
zf              MFSRGPFSCAKDDMIHYLRWTVFLWIVN-SIPFASGMAVNERIDHTCPPLKLEDKWHTNV 59 
                             *     *.:: *:    :* .: ::*.:: : :** *: *        
 
human           NINKLEVSGFDLGDSFSLRR-AFCESDKTCFKLGSALLIRDTIKIFPKGLPEEYSVAAMF 106 
mouse           DRNKSELSGFDLGESFALRH-AFCEGDKTCFKLGSVLLIRDTVKIFPKGLPEEYAIAVMF 103 
zf              NLHR-EFTGFDLAEKFLLRKGTVTDSDTPLFRLGSKPLFKPTESVFPNGLXHEYSIVATF 118 
                : :: *.:****.:.* **: :. :.*.. *:***  *:: * .:**:** .**::.. * 
 
human           RVRRNAKKERWFLWQVLNQQNIPQISIVVDGGKKVVEFMFQATEGDVLNYIFRNRELRPL 166 
mouse           RVRRSTKKERWFLWKILNQQNMAQISVVIDGTKKVVEFMFRGAEGDLLNYVFKNRELRPL 163 
zf              RIRKTTKKDRWFVXQIFDKGGTSQVSLIVDGAKKSVEFLALGFLKNSXLYVFKNRDLHAL 178 
                *:*:.:**:***: ::::: . .*:*:::** ** ***:  .   :   *:*:**:*:.* 
 
human           FDRQWHKLGISIQSQVISLYMDCNLIARRQTDEKDTVDFHGRTVIATRASDGKPVDIELH 226 
mouse           FDRQWHKLGIGVQSRVLSLYMDCNLIASRHTEEKNSVDFQGRTIIAARASDGKPVDIELH 223 
zf              FDRQFHKLGVSVESNAVSIYLDCELIERQVTAERSGIDVSGRTFITTRLEDGKPVDVELQ 238 
                ****:****:.::*..:*:*:**:**  : * *:. :*. ***.*::* .******:**: 
 
human           QLKIYCSANLIAQETCCEISDTKCPEQDGFGNIASSWVTAHASKMSSYLPAKQELKDQCQ 286 
mouse           QLRIYCNANFLAEESCCNLSPTKCPEQDDFGSTTSSWGTSNTGKMSSYLPGKQELKDTCQ 283 
zf              EILVFCDSRIADLDRCCDSPGAMCEPTVTHNPTAIPLVTGYLQKMLSMP--AQLPTDRCH 296 
                :: ::*.:.:   : **: . : *     ..  : .  *.   ** *     *  .* *: 
 
 
 
human           CIPNKGEAGLPGAPGSPGQKGHKGEPGENGLHGAPGFPGQKGEQGFEGSKGETGEKGEQG 346 
mouse           CIPNKEEAGLPGTLRSIGHKGDKGEPGEHGLDGTPGLPGQKGEQGLEGIKGEIGEKGEPG 343 
zf              CPALKGLKGDPGPQGLPGLKGDKGDPGP---PGPGTLSVEKQAQ-----KGDQGPSGTPG 348 
                * . *   * **.    * **.**:**     *.  :. :*  *     **: * .*  * 
 
human           EKGDPALAGLNGENGLKGDLGPHGPPGPKGEKGDTGPPGPPALPGSLGIQGPQGPPGKEG 406 
mouse           AKGDSGLDGLNGQDGLKGDSGPQGPPGPKGDKGDMGPPGPPALTGSIGIQGPQGPPGKEG 403 
zf              EKGDVGPPGQPGAPGKEGKRGRRGKTGEPGTPGLQGPPGTCDAETVKGMKGDQGVAGERG 408 
                 *** .  *  *  * :*. * :* .*  *  *  ****.       *::* ** .*:.* 
 
 
 
 
human           QRGRRGKTGPPGKPGPPGPPGPPGIQGIHQTLGGYYNKDNKGNDEHEAGGLKGDKGETGL 466 
mouse           QRGRRGKTGPPGNPGPPGPPGPPGLQGLQQPFGGYFN---KGTGEHGASGPKGEKGDTGL 460 
zf              QKGDRGDSGLPGLEG--------------------------------AGGMKGQKGEEGP 436 
                *:* **.:* **  *                                *.* **:**: *  
 
human           PGFPGSVGPKGQKGEPGEPFTKGEKGDRGEPGVIGSQGVKGEPGDPGPPGLIGSPGLKGQ 526 
mouse           PGFPGSVGPKGHKGEPGEPLTKGEKGDRGEPGLLGPQGIKGEPGDPGPPGLLGSPGLKGQ 520 
zf              RGPPGPVMTAHGLRLSGPEGEGSEKGQKGEKGDQGEKGAEGSQGLQGPAGLTGPPGLEGK 496 
                 * **.* .      .*     .***::** *  * :* :*. *  **.** *.***:*: 
 
human           QGSAGSMGPRGPPGDVGLPGEHGIPGKQGIKGEKGDPGGIIGPPGLPGPKGEAGPPGKSL 586 
mouse           QGPAGSMGPRGPPGDVGLPGEHGIPGKQGVKGEKGDPGGRLGPPGLPGLKGDAGPPGISL 580 
zf              VGPPGPVGPRGLQGDPGSAGLIGLPGKDGMKGEKGDTGGAPGPAGPPGLKGEPGEP-CSV 555 
                 *..*.:****  ** * .*  *:***:*:******.**  **.* ** **:.* *  *: 
 
human           PGEPGLDGNPGAPGPRGPKGERGLPGVHGSPGDIGPQGIGIPGRTGAQGPAGEPGIQGPR 646 



mouse           PGKPGLDGNPGSPGPRGPKGERGLPGLHGSPGDTGPPGVGIPGRTGSQGPAGEPGIQGPR 640 
zf              GLCGGEEVASGLRGLRGPKGERGVPGVPGDAGEKGEPGFGITGPPGLTGPKGEPGSQGPL 615 
                    * :  .*  * ********:**: *..*: *  *.**.* .*  ** **** ***  
 
human           GLPGLPGTPGTPGNDGVPGRDGKPGLPGPPGDPIALPLLGDIGALLKNFCGNCQASVPGL 706 
mouse           GLPGLPGTPGMPGNDGAPGKDGKPGLPGPPGDPIALPLLGDIGALLKNFCGNCQANVPGL 700 
zf              GPQ---GPIGVPGIEGPPGPQGRPGLPGPPGEPTALPMVGDMGTLMKNACSVCQTRVPGL 672 
                *     *. * ** :* ** :*:********:* ***::**:*:*:** *. **: **** 
 
 
human           KSNKGEEGGAGEPGKYDSMARKGDIGPRGPPGIPGREGPKGSKGERGYPGIPGEKGDEGL 766 
mouse           KSIKGDDGSTGEPGKYDPAARKGDVGPRGPPGFPGREGPKGSKGERGYPGIHGEKGDEGL 760 
zf              PGQKGEKGSPGASGIPGMDGEKGDQGLRGPAGNPGKEGPKGVKGERGFPGPMGDKGDEGS 732 
                 . **:.*..* .*  .  ..*** * ***.* **:***** *****:**  *:*****  
 
human           QGIPGIPGAPGPTGPPGLMGRTGHPGPTGAKGEKGSDGPPGKPGPPGPPGIPFNERNGMS 826 
mouse           QGIPGLSGAPGPTGPPGLTGRTGHPGPTGAKGDKGSEGPPGKPGPPGPPGVPLNEGNGMS 820 
zf              PGVPGLPGSTGRTGSQGMNGRPGAVGPQGQKGDRGSEGPPGQPGPPGPPGAPYSEGNGMS 792 
                 *:**:.*:.* **. *: **.*  ** * **::**:****:******** * .* **** 
 
human           SLYKIKGGVNVPSYPGPPGPPGPKGDPGPVGEPGAMGLPGLEGFPGVKGDRGPAGPPGIA 886 
mouse           SLYKIQGGVNVPGYPGPPGPPGPKGDPGPVGEPGAMGLPGLEGFPGVKGDRGPAGPPGIA 880 
zf              SIYKLQNGAANGGQPGPPGPPGPKGDEGRMGEPGLMGLPGLEGLTGAKGDPGLPGPPGLN 852 
                *:**::.*.   . ************ * :**** ********:.*.*** * .****:  
 
human           GMSGKPGAPGPPGVPGEPGERGPVGDIGFPGPEGPSGKPGINGKDGIPGAQGIMGKPGDR 946 
mouse           GISGKPGAPGPPGVPGEQGERGPIGDTGFPGPEGPSGKPGINGKDGLPGAQGIMGKPGDR 940 
zf              GPVGKPGPRGETGIPGEPGERGPVGETGFPGPEGPPGAPGRPGKDGVPGYEGATGRPGDR 912 
                *  ****. * .*:*** *****:*: ********.* **  ****:** :*  *:**** 
 
human           GPKGERGDQGIPGDRGSQGERGKPGLTGMKGAIGPMGPPGNKGSMGSPGHQGPPGSPGIP 1006 
mouse           GPKGERGDQGIPGDRGPQGERGKPGLTGMKGAIGPVGPAGSKGSTGPPGHQGPPGNPGIP 1000 
zf              GTKGERGDPGIPGERGVQGERGK---TGDKGTIGPQGPPGQKGEPGPPGSLTSPGS---V 966 
                *.****** ****:** ******   ** **:*** **.*.**. *.**   .**.     
 
human           GIPADAVSFEEIKKYINQEVLRIFEERMAVFLSQLK-LPAAMLAAQAY-GRPGPPGKDGL 1064 
mouse           GTPADAVSFEEIKHYINQEVLRIFEERMAVFLSQLK-LPAAMLSAQAH-GRPGPPGKDGL 1058 
zf              KLLSDTAALEEIKTFIRNEVLRVFEEKFSDSQTLLQKTPAAILAAQGRQGPPGPPGNDGS 1026 
                   :*:.::**** :*.:****:***:::   : *:  ***:*:**.  * *****:**  
 
human           PGPPGDPGP---QGYRGQKGERGEPGIGLPGSPGLPGTSALGLPGSPGAPGPQGPPGPSG 1121 
mouse           PGPPGDPGP---QGYRGQKGERGEPGIGLPGSPGLPGSSAVGLPGSPGAPGPQGPPGPSG 1115 
zf              PGPPGEPGPPGSQGYRGQKGERGQMGLGLPGAPGPAGPQGPVGLGPQGPSGPPGPPGPHG 1086 
                *****:***   ***********: *:****:** .*...    *. *..** ***** * 
 
human           RCNPEDCLYPVSHAHQRTGGN 1142 
mouse           RCNPEDCLYPAPPPHQQAGGK 1136 
zf              RCNPSDCFHPYG---RRDG-- 1102 
                ****.**::*     :: *   

 
 
 
 
 


