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Table S1. Nucleotide sequences of primers and MOs used in this study
Primer Sequence* Direction

qRT-PCR for developmental stages

CesA1
qCesA2-01 39-atttcatgccgcggcgaaactatc-59 Sense
qCesA1-02 39-tgatcccaaacatcttcgtccgca-59 Anti-sense
CesA2
YS001 39-acgtctacttgcactacgttgcca-59 Sense
YS002 39-tcagcatcgaagataacgacggct-59 Anti-sense

PCR for ISH templates

CesA1
CesA1-p03 39-gatttcatgccgcggcgaaactat-59 Sense
CesA1-p04 39-atccgctgtgacattgtgagacct-59 Anti-sense
CesA2
CesA-F 39-tttcgcgaggaatcgaaacg-59 Sense
CesAL-R 39-ccgtagttgggatccttgc-59 Anti-sense
Brachyury
OdiT-03 39-tggccgacgaatgtttccggttat-59 Sense
OdiT-04 39-agtctggcgtcttccaatccggta-59 Anti-sense

RT-PCR for MO-injected embryos

CesA1
CesA1e2-F05 39-agatgatgacgatgactctggcgt-59 Sense
CesA1e4-R02 39-acgatcaggcggcatgtaatgaga-59 Anti-sense
CesA1e2-F06 39-tcgcgcgatcagtcaagttt-59 Sense
CesA1e4-R03 39-aacagggacagacgaatcttcgca-59 Anti-sense
CesA2
cesa2e2-01 39-tgaaatcgcctcccttagaagcca-59 Sense
cesa2e4-01 39-acgtcggacaccgttgaagtatgt-59 Anti-sense
cesa2e2-02 39-atttcgcgaggaatcgaaacgctg-59 Sense
cesa2e4-02 39-attggttgacgccaactctccgtt-59 Anti-sense
CesA2e5-F01 39-tcactgccgtcgaagtcaagttct-59 Sense
CesA2e6-R01 39-gtggcgatcgaccaatttcagcaa-59 Anti-sense

Cloning of full-length CesA1 cDNA with introduced point mutations

cCesA1-01 39-tcgcagttatgcgaagatccgact-59 Sense
cCesA1-04 39-tgccctgaataatcaagcttgggc-59 Anti-sense
cCesA1-05 39-tcgatgctcctggactgaatcgaa-59 Sense
cCesA1-06 39-agaagaactgaggcgtctgcacta-59 Anti-sense
cCesA1-07 39-atctctggcgagtgcttcctgttt-59 Sense
cCesA1-08 39-caccaacgattcttctgacgccat-59 Anti-sense
cCesA1-me01 39-ttcgctttcacgttcttagtttactacactctcggaaacctgctgcttctcta-59 Sense
cCesA1-me02 39-aacgtttctgtgagatttcttgttgtgaaggcCtgGatGaggagcaatattgc-59 Anti-sense
cCesA1-09 39-gaaatgttcagctccttctgagag-59 Sense
cCesA1-3R03 39-aatgtaaaaaatactttattcatggcaga-59 Anti-sense

Introducing a premature stop codon into CesA1 cDNA

cCesA1-d01 39-tcAgtaccagcaatagataacgacgaca-59 Anti-sense

MO Sequence Type**
CesA1
cesa1 start 59-tgggctttttgattcctccatttcg-39 TB
5-mis cesa1 start 59-tgcgcattttgattgctcgattacg-39 Control for TB
cesa1 e2i2 59-taaaattgagtttaccttgaattag-39 SB
5-mis cesa1 e2i2 59-tataattcagtttagcttcaataag-39 Control for SB
CesA2
cesa2 i2e3 39-gatccttaatttttggtaagaatta-59 SB
cesa2 e3i3 39-tacgtggtcagtgatttaccttgac-59 SB
5-mis cesa2 i2e3 39-tataattcagtttagcttcaataag-59 Control for SB
5-mis cesa2 e3i3 39-taggtgctcagtcatttagcttcac-59 Control for SB
*Nucleotides in upper case are introduced point mutations. **TB, translation-blocking; SB, splice-blocking.


