Figure S1

Protein sequence and domain structure of CeNup98

~ Nucleoporin Autoprotease domain

predicted by homology by HHpred (http://toolkit.tuebingen.mpg.de) RAE-binding motif

by homology to human Nup98

Fragment deleted in npp-10(0k467)
and replaced with a single F

MEGCONKSEFCSSSEGGGSSGSGLEGONNONNONKGLEGOPANNSGTTGLEGCAAQNKPAGS
IFGAASNTSSIEFGSPQOPONNQSSLEGGGONNANRSIFGSTSSAAPASSSLEGNNANNT
GTSSIFGSNNNAPSGGGLEGASTVSGTTVKFEPPISSDTMMRNGTTQTISTKHMCISAM —
SKYDGKSIE

GSTNTGGGLEGNNAAKPGGLEGNTTNTGTGGGLEGSQPOQASSGGLEGSNTQA
TOPLNTGECNLAQPOIVMOQOVAPVPVIGVTADVLOMOANMKSLKSQLTNAPYGDSPLL
KYNANPEIDGKSSPASTQROLRFLAAKKGALSSSSDAQDSSFITIPPISKVMSDLSPAVT
RSADVTKDLNYTSKEAPPSLARGLRNSTENPNMSLTNRSVHESSALDKTIDSALDASMN
GTSNRLGVRGSVRRSNLKQLDMSLLADSSRVGRESRVADPDALPRISESERRQODVVTST
PAVDPVQAVIQRHNDRNRDPPSLNLDTTCDEHTGLEPVSAATSSAASVVSTPSEETVNV
NSAAGVKLTKPDYFSLPTINEMKNMIKNGRVVLEDGLTVGRSSYGSVYWPGRVELKDVA

- LDEIVVFRHREVTVYPNEEEKAPEGOELNRPAEVTLERVWYTDKKTKKEVRDVVKLSET
GWREHLERQT IRMGAAFKDFRAETGSWVERVDHF

CeNup98

SKYGLADDDEPMDGSPPQOALQOASSPLOVIDMNTSARDVNNOQVORKKVHKATDAHHQETT
LERVPAPAALGDVVPIIRRVNRKGLGGGTLDDSREESCIGNMTTEFNESGHDSIIEEGQQ
PEKKPKLELLADLEYESSREIRNLOELKVMPKANDPAHRFHGGGHSAKMIGYGKSKLIDI
GIVKGRSSHVGWSETGCLVWSAQPRHNQVLEGTIDRTSDVNENTLISMLDVNVHVSETSR O\
KGPSSQOSNSVKSSLTSNEVTYSDSYSSMEFAKYIDVAQAGGYDGHVSVWKLISALEFPYERR Q
EGWSFERGEEIGEWLRTEAVKSVPDDRSADTSSNGVWNQLCLGDIDKAFQIAIDNNQPQL =z
ATMLOTSAVCPEATVHCFKAQLDNWKKCETLHLIPKETLKCYVLMSGLSHYEWDODGKNH Q)
SINCLDGLNWIQALGLHVWYLRAWTGLEESYDAYQKDVNAGRAASNRGDLPGELIKLACE U
SQHSVEVVLDCAAGENPNDYFLOQWHVWSLLYSVGYRTMSKTSETRLHRNYSSQLEASSLS
KYALFVLOQHIDDDEERSTAVRSLLDRIARFTDNDMEDSISEQFDIPSEWIADAQESIAKS
VDDSTQLFELAVAAKNYLEICRLEVDDIAPTAVVAGDHDALKAACAMVRPFENQIPEWGA
TGMVYTDYCRLINLIENDAEEELLODVLESLETRLHAPTISKNSLOKLSLOTIGRVLFEY
RADKNTLPEWTKLLGHROMEFKIFRDRSSWGIERFTIEED



