
1

Table S1. Primers

Name Sequence (59 to 39)

For qRT-PCR

miR165UPL (for pulsed RT) GTTGGCTCTGGTGCAGGGTCCGAGGTATTCGCACCAGAGCCAACGGGGGA
miR165/166f TCGCTTCGGACCAGGCTTCA
miR165/166r GTGCAGGGTCCGAGGT
pri-miR165mu-f ATAGAGAGTATCCTCGGTCCT
pri-miR165mu-r TGATAATCATCGCAAGACCG (complementary to NosT)
JKDf GCGAAAACTTGTGGTACTCGT
JKDr CGCAGAACGCTCTATGTGTG
SKORf CCGTCATTAATGGAATCAGAGA
SKORr TCGTCCACGCCTTGTACC
tdTomatoEr-f CTGTTCCTGTACGGCATGG
tdTomatoEr-r GGGGAAATTCGAGCTATGGT
ACT7f CGCTGCTTCTCGAATCTTCT
ACT7r CCATTCCAGTTCCATTGTCA
AHP6f ATATCTGACTCCTGCAGCT
AHP6r TTGAGAGGACTGGAGGTAGT
PHBf TTGGTTTCAGAACCGCAGA
PHBr CTGTTTGAAGACGAGCAGCTT
PHVf TGCAGCAGGGATATGCGAATCTTC
PHVr ACCGTCGCTTGCTCAT ACGAAAC
REVf CGCCAAGCTAATGCAACAGGGATT
REVr TGTCTTCCCATCGTTGACACACAG

For DNA construction

PHB-GFP construction
Xba-PHB-(–)3570 ACTCTAGACGTTTGTAGACTCTAGTC
Kpn-PHB-(+)5015R ACGGTACCAGCTAGCTCATTCATCTATCT
PHB(+)miR1445F CCTGGaCCaGATTCTATTGGCA
PHB(+)miR1444R CTACACCAGCAATGAAGG
HpaI-PHBCterF GTTAACTGAAGAATAATAAGAAATAAGAAG
PHB(+)4443R AACGAACGACCAATTCACGAACA
PHB(–)287 CTGTCGACTTCGCTTCTCCTTCCTCTCC
PHB-4546R CAACTAGTTTTGGAGCATAGTGGCACC

PHB in situ probe
PHB-2642 CTTTGGTAGTGGCGTGCTTT
PHB-4085c AATGTGAAAACCGGTGAAGC

MIR165/166 promoters
MIR165A(–)3927 GTATCCTAGCGAAGTAGATTCG
MIR165A-ProEND TCAACTGAAATAGCTTAACCCTC
MIR165B(–)2561 GAGTCGACATGGGGTTTAGACAGTGGC
MIR165B-ProEND CAGGATCCACAACAGAAATAGCCTCTTCATGATTATC
MIR166A(–)3132 CTGTCGACCGGACACAACACAAAACACAACTC
MIR166A-ProEND CAGGATCCTCAAAAGAGAAAGCCCCTTTTTCTT
MIR166B(–)3022 TAGTCGACTGAGTTTGGAATCTGAGACG
MIR166B-ProEND CAGGATCCTCAAAAGAAAAATCCCTCTTTAAATCC
MIR166C(–)798 TCGTCGACTGGCTCTAGTCAACATTTTCAC
MIR166C-ProEND CAGGATCCTCAACACTAAATCGCACAACAATG
MIR166D(–)1873 GCGTCGACCCCCCTAACCTACTTATCGC
MIR166D-ProEND TAGGATCCTCAACCCTAAACCAAAGCAGGATAAC
MIR166E(–)1649 AGGTCGACGGCTCAAGAGACTCGTAACC
MIR166E-ProEND CAGGATCCTCAAAAGGAAAAGCTTCACTGAAG
MIR166F(–)1027 TAGTCGACTGCAAACCCTCTTTCTCATCC
MIR166F-ProEND CAGGATCCTGAACTTTTGGCTCAGAAAGACAGAG
MIR166G(–)2223 TAGTCGACGCAAGATGAAGAAGAAACAGAGAG
MIR166G-ProEND CAGGATCCTAAACCCTAAATCGCTTCACTATAAG

MIR165A expression constructs
MIR165A(+)722R GGCCACGTCATTTTCTATCC
MIR165A(+)93mu GAGAGTATCCTCGGtCCtGGCTT
MIR165A(+)70R TATGATCACTTGAATCATTAAC
Hind-MIR165A(–)33 GCAAGCTTCGATTATCATGAGGGTTAAG
Bam-MIR165A(+)135R AAGGATCCAATAAATGGTGATCAGAGGCA

SKOR promoter
SKOR(–)1842 TGAAGCTTGAGCTCAACATCTTTGAATAAAC
SKOR-ProEnd CCGGATCCTACACCTCCGAATCACGATACCAG

JKD promoter
Bam-JKD (–)3603 TTGGATCCTAGCAAGTGGAACTAGAAGCG
JKD-ProEnd ATCTGTGTTTTAATTTAAAACGGATCGG

J0571 promoter
J0571-up CCAAGTGAAAGCTTAGAAAGCAG
GAL4VP16-3 CGATGGAGGACAGGAGCTTCATTG
Underline indicates introduced restriction site.
Lowercase indicates mutations introduced into PHB and MIR165A.


