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Table S1. Primers and probes used for PCR and RNA injection
Assessment for co-immunoprecipitated RNAs (Taqman)

Gene name Symbol Primers (forward) 59-39 Primers (reverse) 59-39 Taqman probe 59-39

Neurofilament,
medium
polypeptide*

NEFM GTGAGGGCACTGAGCAACAG TTGGATACAGAGATTGTCTCTTCAGAA 6FAMAGAGGACGAACAAGCAAAATCCCCAGATAMRA

Growth associated
protein 43a

GAP43 CAAAAGGGAGCACTGAAAACTCA CATCGGCTTTTTTGGACTCTTC 6FAMAGGAGTGGATGCCAGCCAAGCAAATAMRA

Peripherin* PRPH2 GCTGTAAGCGACTTTGGTGCTA CAAGGCATGATGGGACAGAGT 6FAMCATTCCCTGCCTCTGTGTATTGGCTGGTAMRA
18S rRNA* TGTGCCGCTAGAGGTGAAATT TGGCAAATGCTTTCGCTTT 6FAMTTGGACCGGCGCAAGACGAACTAMRA

Validation of microarray targets (SYBR Green)

Gene name Symbol Affymetrix ID Primers (forward) 59-39 Primers (reverse) 59-39

Actin related protein 2 ACTR2 Xl2.22948.1 TTCTTGAGCTGGCGGAATACAAACC CAACAGCAAAATTTATTCACGGCGC
Microtubule- associated protein tau MAPT Xl2.2716.1 GCTTCTTTTATTTGCCGATGTTTCC CTTGAACAACAGACCGTGTGAAGCA
Kinesin family member 3B KIF3B Xl2.1113.1 TACATAGGTCTTGCTGCCCAACT TTCACCAGTAGACAAATGTACAAAT
Growth associated protein 43 a GAP43 Xl2.1133.1 GGTCCAATCAAATTCATTCTGGG ATGTGGAATCCATAGGTTAAACGGA
Midkine (neurite growth-promoting factor

2)
MDK Xl2.899.1 AGAGGAGACCCGTAAGCTGAAGTGC CTTGCCTTTGGATTTGGACTTGGTT

Profilin2 PFN2 Xl2.16378.1 CAAAACATTCTATGAATTTGAAC GCATATTAAATCAGATGAGTTAGAC
Neurofilament, light polypeptide NEFL Xl2.991.1 CTTGATCCTCAGCGAAGGGTACA GACCACAAAAGCCACCAATACATTC
Low molecular weight neurofilament NIF Xl2.13474.1 TAGACAAGCAGAATAGGGCAAAT GTTGTAGTGACAAATAACTGATCTA
Poly(rC) binding protein 3 PIBP3 Xl2.9287.1 ACTACTCATCCGAGCAGCTTTATC TACCTTGAAAGAGACCGATAGTGTT
Protein phosphatase 2A PPP2R2A Xl2.734.1 ATGGTTTGACCTCGGCAGGATTG CCCTTCAGTGGCAAAAAAGGCAAGA
Casein kinase 2, alpha 1 polypeptide CSNK2A1 Xl2.11560.1 CCTGCTGGGAAGTGGCCGTTGAG TTGTGTTACCGCGTCAGCTCCTTGC
Paired box 6 PAX6 Xl2.647.7 CATTTCATTTCTATCTGACGAGGAT AGATGAAAACTCTTGCAAGCACTGT
Basic leucine zipper and W2 domains 1 BZW1 Xl2.7654.1 TCCTACCTCCTGTATCAAGCATG CCAAGGGATAAAACGAATTGTTAAT
Orthodenticle homeobox OTX1 Xl2.781.1 ATTAGCCTCACCACCACTATCCACG ACATCGATAGCCATTGTGGAGCAGC
FYN oncogene related to SRC, FGR, YES FYN Xl2.21919.1 ATGACACTTTATGTGTCTCTAGAGG ATAACAGGAAATTAGTTAGGACGTT
Zic family member 1 ZIC1 Xl2.1796.1.S2 CCTGGAAATCCTTGTCAAACTGT CATGCGGATAAATATGAAAAATGAT
Enah/Vasp-like EVL Xl2.12544.2 CATTTGCTTTTCTAGGATGACTTC AACATTGTGATGATGTGGAGACTTG
Kruppel-like factor 8 KLF8 Xl2.17318.1 GTGAATCTCCAAACGGAAGAAAGG ATCCAAAACAACAACGTCACGTGTG
POU class 3 homeobox 1 POU3F1 Xl2.21449.1 GTCAACTCTTGATTGCCGAATAC TTAGATCACTATGTAAGGTCAAATT
SIX homeobox 6 SIX6 Xl2.533.1 GCCCTTTTCATTCTATGGCTATTTC TCTCGGTTAGATCCATAGATTTGGC
Capping protein (actin filament) muscle Z-

line, β
CAPZB Xl2.34962.1 AGCAACAACACGACGGACATC TTTTATTGTTAGTACAGGAAGGCTC

G protein pathway suppressor 2 GPS2 Xl2.5869.1 AACAGCCCCACACGTCTGGATTT GGGGTACAATGTCACACAGACGTAG
RAB5A, member RAS oncogene family RAB5A Xl2.2484.1 CCAAACTCTTTCAATTCTACTTC CTTACAAGTAACAGAACATAAATGT
Amyloid beta (A4) precursor protein APP Xl2.11952.1 CATCATGGAGTAGTAGAGGTGGACG ATATATGTATATAACGGCCGCGAGC
Ubiquitin-conjugating enzyme E2K UBE2K Xl2.6363.1.S2 GAGCCAAATTATGAGAAGGCGAATG ATTCGGCTTTTCGAAGTGTCGTAAC
Nuclear receptor co-repressor 1 NCOR1 Xl2.17435.1 TCCCTTTATAGCAGAACTATGAGTG ACAGGAAGCAAAATGTGTATTATTC
Glyceraldehyde-3-phosphate dehydrogenase GAPDH Xl2.995.1.S1 TTAGCAATGCTTCCTGCACTACA TGCCAAAGTTGTCGTTGATGAC

Oligonucleotides used to synthesize the tripartite, C-rich hnRNP K-binding motif

Probes sense 5'-3' Probes antisense 5'-3'

Tripartite binding motif GGCCGCCCATAAAAGCCGACTCCCCACCCCAACGTCCCACTCACT GGCCAGTGAGTGGGACGTTGGGGTGGGGAGTCGGCTTTTATGGGC
Mutated tripartite binding motif GGCCGCAAGCGAAAGCCGACGAAAAGAAAAGACGTCCCACGAGAG GGCCCTCTCGTGGGACGTCTTTTCTTTTCGTCGGCTTTCGCTTGC
Scrambled tripartite binding

motif
GGCCGCGCCCCACCGCACCTCCACGACACCAACACCTTTAACCTA GGCCTAGGTTAAAGGTGTTGGTGTCGTGGAGGTGCGGTGGGGCGC

*Primers of these genes were also used with the SYBR Green Master Mix kit to assess RNA content in nuclear/cytoplasmic fractions and in polysomal profiling experiments by qRT-PCR.


