Table S1. Primers used in this study

Primer name

Primer sequence (5'-3’)

Primer name

Primer sequence (5'-3)

WT HAF-X7 GGCACGGTTTGAGCCATA HAF - X8 CATCAAGCATCACTGCCATT
MUTANT DS3-2 CGATTACCGTATTTATCCCGTTC HAF - X8 CATCAAGCATCACTGCCATT
WT BEE1+ GGTTCTTTGAGAAGAGGTAAGAGGT BEE1- CTGCATGGAATCAACTGCATCT
MUTANT JMLB2 TTGGGTGATGGTTCACGTAGTGGG BEE1+ GGTTCTTTGAGAAGAGGTAAGAGGT
WT BEES5+ CTCCTTTCTCTTCTTCTCTCGATTC BEE6— TCAAGCATAGTAGCCATTCCCA
MUTANT JMLB2 TTGGGTGATGGTTCACGTAGTGGG BEES5+ CTCCTTTCTCTTCTTCTCTCGATTC
25330PROM 1+ AAGCTTATTAATATGTTCTCTTTCTAATTGTAATTAAAA 25330PROMO3- GGATCC TAGAGACACTACAAATTAAATCAAAATATGA
HAFCDNA+ ATGGCACGGTTTGAGCCATATA HAFCDNA- TCAAA AGGGTAATGTTGAACTGAA
HAFPOP1+ GGTACCATGGCACGGTTTGAGCCATATA HAFPOP1- AAGCTTTC AAAAGGGTAATGTTGAACTGAA
BEE1PROMO1+ AAGCTTACCTAGAGAGGGACCGTAAC BEE1PROMO2- GGATCCAATATAATGAATTGAGATATG
BEE3PROMO11+ CTGCAGCCAATCAACATCACAACAGAGACG BEE3PROMO2- GGATCCTTCTGAGTTTCAATTTTTATTTTTTTTITGAAAATTGG
WT HEC2LP CCTCTGTCTTCCACCATCATC HEC2RP TGCATCAAGAACGTACCACAG
MUTANT HEC2RP TGCATCAAGAACGTACCACAG DSPM1 CTTATTTCAGTAAGAGTGTGGGGTTTTGG

WT, wild type.




