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Table S1. D/V patterning defects in Z and MZ bmp4 mutants

Genotype Wild type (%) Ventral fin defect (%)
Ventral fin and cloaca

defect (%) n
Z bmp4 Y180*/+ IX 91 8 1 772
Z bmp4 S355*/+ IX 71 25 4 284
Z bmp4 C365S/+ IX 80 19 1 718
MZ bmp4 Y180*–/– 0 77 23 426
MZ bmp4 S355*–/– 61 35 4 344
MZ bmp4 C365S–/– 38 59 3 281
Presence and morphology of the ventral fin and correct development of the cloaca (Esterberg et al., 2008; Stickney et al., 2007) were
scored in Z and MZ bmp4 mutants. Percentages for zygotic in-crosses contain both mutant and sibling populations. Morphological defects
are not completely penetrant in mutants and are partially dominant in the S355* and C365S alleles.
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