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Table S2. PCR primer sequences
PCR primer sequences for mapping deletion breakpoints

Gene Sense Antisense
CG9122 (Trh) CTAGCCATTGAATACATCACCAGATCGG GCCAAGTGAATTGTACTACGCATACACCT
CG5942 (Brm) CTTGCGGTAACCCTCCTCATCC GCCAGCATGCAGGACAACC
CG32155 CGCGACTGAACAGTTATGATCG CGGTGATGGATGCAAACAGG
CG13055 CCTTTGAGATATGTGTAGGAGACG GGAAATTAAGCACACGCACG
CG13073 GCTGCGATTTGTGCTTATTCC GCCTCGCAGATATAGATATAGATGG
CG6117 (Pka-C3) CCACTCCAAATATCAAGATTTACCG GCCAGCAGAAGCATCATTATTACC
CG33989 (pHCl) GGAAGTTGGGTGGGCTTATGC GGCATACGGGCAATGTGACC
CG6114 (Sff/SAD) GCATTCAAAGTGCCTGGTGC GGTGGAGCACAGGAGTACATGG
CG6114 (Sff/SAD) GCGATTGGAGTTTAGTTTGCAGAGC GCACAGCACATGCCCTAATAAAGC

PCR primer sequences for qRT-PCR

Gene Sense Antisense
GAPDH1 CTCCGTTGTGGATCTTACCG CGACCTTAGCCTTGATTTCG
Fused lobes TGCGGTGACGTTAACATTTG CTGTGCGTCTGAGAGCTGAG
FucTA GAAAGTGGCCTGGTTTGTGT AGCTCATGGGCATACTGGAG
GlcNAcT1 GCGTAGGCAGGAGTACTTGG CTAGGGATCTGGAGCAGACG
GlcNAcT2 CTGGTGTTCTCGCACGACTA CATCACCTTGCAGAAGTCGA
CG9384 (GlcNAcT4) GCAATCGTACCTCCTTGGAA GTTTCGTTCTGCTCCTCGTC
CG6114 (Sff/SAD) AACCAACTAGCGAACGAATCA TGAAGATCTCTGGCTGATGGT

PCR primer sequences for in situ hybridization probes

Gene Sense Antisense
CG6114 (Sff/SAD) CGCTGCTCATTGCACAGTGC GCTGAGCACGAACGCAACC
Primer sequences are given in 59-39 direction.


