Table S1. Primer sequences used for the PCR amplification of pax2 CNEs

CNE ID Gene Forward primer Reverse primer
CRCNE000000550ld pax2.1 CACTCACAGATTCCATCAAAGCC AGAGAGTGAGTGACAAAGCAGG
CRCNEO0000055new pax2.1 AATGAAATTGAGACATGGTAG AGAGAGTGAGTGACAAAGCAGG
CRCNE000001230ld pax2.2 GAATTAAATGGAGACACGGTGGC CCATTCTCTCCGCATGAGGG
CRCNE00000123new pax2.2 GAATTAAATGGAGACACGGTGGC AAAGGAGAGGAAAAGCACGGG
CRCNEO0000056 pax2.1 CTTTGTCACTCACTCTCTCCC GATGTGACATACAACCACGCC
CRCNEO00000125 pax2.2 GCACTGACAGGCAGATCCC CCTTGATTAGCAGCAGCCTTCC
CRCNE0O0000059 pax2.1 CTCCCTGTGCTAATCCCTCATC CAACACCAGCTCAGGGATGAAG
CRCNE00000127 pax2.2 AGGACAGAAAACCTAGCCTCAG GCAGGCAATGATTAATGTCCCTC
CRCNE000000600ld pax2.1 CACAAGTGGTGAGTCTGAGC GTGATTTGTTGCGGCGATGC
CRCNEO0000060new pax2.1 GAAGGCAATCTGTTCATTAAG GTGATTTGTTGCGGCGATGC
CRCNE00000128 pax2.2 CTTGCTCATTACTAGCTTGCG TGCTCACTGATTTGTTACCAC
CRCNE00000063-4 pax2.1 CCCTACAATCCATCTTGTGGAG CCGTTTGGAGCCTGTTCCC
CRCNE00000133 pax2.2 CCATCCTCAACTCAGATAGTCC CGTTTGGAGCTTGTACTCCCAG
CRCNEO0000065 pax2.1 GCCTACAAACAGAAGCAGGACC GGTGGATCACTCAACCGTGAC
CRCNEO0000134 pax2.2 TAATATCTAGCCGATGCCCTG GGAACGGCTCGCTTGTGC
CRCNE0O0000066 pax2.1 GTTCTGCCTCTGCATATTCC TACCTGCAACACTAAAGATCC
CRCNEO00000136 pax2.2 AGTGAAGTGAATAAGCCACAAC TTTGCTTCTTGTTCTGTGACC
CRCNE00000068 pax2.1 CTAAGGTCGCCCTGTCGAGG TCGCTTTATGGCCAGACCTTC
CRCNE00000140 pax2.2 CTTCCGGTCCACGACCTCC CTAATGGCTATCTTGAAGTGC
CRCNE00000071 pax2.1 CATCCCTGCCCGATAATCTGG CTCAGCCAAATGGCAGGCTTC
CRCNE00000145-7 pax2.2 GGGTAGGTTATTCAGTGAGCATC CTCATAATTCCTCGCACGCCG
CRCNE00000078 pax2.1 GTGCATGACTGTCCCTCTC GCATGAGACACTGTGGAGG
CRCNEO0000151 pax2.2 ACGCCTCCAGAGGCAGTGG CAAACGGAGCGACAGTGGGAC
CRCNE00000080 pax2.1 GGGGAAGATCAATGGAAAACAC CTTGGGTCGCTTCTACACG
CRCNEO0000154 pax2.2 CGAGGATCAATGGAAAACAGTTG GCTGCACTGTACTGAACTCC
CRCNE00000081 pax2.1 GTAGTTCTGTGACACCAGGACG GAGGGAGCTTCTGGTACAATATG
CRCNEO0000155 pax2.2 ACAGAGGGAGAGGTGGG TCTCACGCTCTGCCTCC
CRCNE00000082 pax2.1 CCCCAAAGGCTCATCATTTCCC CTCGCATAGAGATGGATGACTTG
CRCNEO0000156 pax2.2 CTCAGACCTCCTCATTTGGAC CCCCTTTTGCTTATATGGATGAC
CRCNE0O0000089 pax2.1 CGCTCGTCCACACTGAATG GTAGCACAAGAAGAAACTGGG
CRCNEO0000164 pax2.2 CTAATGCTGCGGCACAGGC GCTGTTGTCTTTGCTACTCAGG
CRCNE0O0000090 pax2.1 GCGAGTTGGGTTCATCCTCTG CAACAGTGGATGAGGACTTTAGC
CRCNEO0000165 pax2.2 GGTCGGGCTCATCCTCTG CCTCTGTCGCTGCATTCCC
CRCNE00000091-2 pax2.1 CTTGCTCAAAGCCTGTAAATCC CCTCCGCTCTTTGTGATTGC
CRCNE00000166-7 pax2.2 TACATACCACAGCCACACTTGC ACCCTTCTCGATGCTCTTTGTG
CRCNEO0000095 pax2.1 TTCTGCCATAAGCAAACCCTG GGGTAAACAGAGGACGCC
CRCNE00000171 pax2.2 CAGCGATAAGCCTATCAGGG CCAATCTCTGCCAATGAGCG
CRCNE00000099 pax2.1 GAACAGATGAGGCAACGAGG GTTTGCCAAAGAGGGGCTAC
CRCNEO0000174 pax2.2 GCACCAGCTCACTCCCAAC CGAGCTACTTTGCTCTCTTTGC
CRCNE0O0000100 pax2.1 GAGCGTGGTGGAAGTTAGTCTG CATGCCTTCGTCTATGACAGGG
CRCNEO00000175 pax2.2 TACCAGGGGAGTGCAGTGG CATGGCTTCCTCTATGACAGG
CRCNE00000735 pax8 AGCGGCAGAGAGGGTAAAAG AGCTCAGCTGAAAGCCACAG

CONDOR database (http://condor.nimr.mrc.ac.uk/). Identification numbers of CNEs are given in the first column, followed by the associated Fugu
pax2 co-orthologue. Where CNEs were re-assayed, sequences used in the original and repeat assays are referred to as ‘old’ and ‘new’,

respectively. Additional primer sequences are given for the pax8 element tested using the Tol-2 assay.




