Table S2. Genes sex-differentially expressed at L3

Probe set* Gene' g-value* Sex bias Fold difference
1623776_s_at dsx 0.0214 F 44.64
1636456_at CG13053 0.0214 M 46.70
1633299_at Iz 0.0229 F 26.43
1641137_at Dr 0.0229 M 57.80
1636392_at CG15785 0.0229 M 6.03
1638037_a_at dpr17 0.0247 F 10.75
1624802_at CG31686 0.0247 F 6.64
1637225_at bnl 0.0247 M 9.06
1627053_at sip2 0.0247 M 5.61
1633383_at toe 0.0259 F 5.89
1632977_at Poxn 0.0247 M 10.06
1627135_at bnl 0.0247 M 8.37
1632742_at eyg 0.0259 F 6.50
1637635_at CG4766 0.0259 M 7.08
1626934_a_at wb 0.0259 M 2.44
1633305_at Obp99a 0.0259 M 5.22
1638132_at CG10184 0.0292 F 5.68
1626109_a_at Drip 0.0292 F 4.23
1625940_s_at sim 0.0292 M 4.61
1637438_at Wnt2 0.0292 M 5.16
1632317_at CG3036 0.0292 M 2.02
1623466_at bab1 0.0327 F 2.90
1636393_at CG15005 0.0292 M 4.55
1640670_at bt/ 0.0292 M 3.34
1639333_at al 0.0327 F 2.93
1625207_at CG32636 0.0327 F 2.81
1623910_at alphaTub85E 0.0327 F 3.63
1631471_at CG14889 0.0315 M 2.63
1626235_at m 0.0327 M 4.55
1630120_s_at - 0.0338 F 2.00
1625621_s_at f 0.0327 M 2.71
1639483_s_at Nep1 0.0327 M 3.54
1639535_at pgant2 0.0338 M 4.73
1624175_at caup 0.0343 M 3.31
1626388_at Ctr1B 0.0343 M 3.25
1623006_at SerT 0.0399 F 3.48
1637813_at abd-A 0.0399 F 3.22
1626903_at CG3355 0.0349 M 6.05
1636558_a_at abd-A 0.0404 F 2.40
1631783_at CG4267 0.0404 F 9.04
1625341_at FucTC 0.0399 M 2.73
1640697_at - 0.0399 M 2.57
1636668_at CG9972 0.0399 M 3.05
1639776_s_at CG1499 0.0399 M 3.14
1635840_s_at ms|-2 0.0399 M 2.09
1632591_at Phk-3 0.0399 M 3.98
1639433 _at dpn 0.0404 M 2.62
1639741_at HLHmM5 0.0414 M 4.74
1624412 _at ap 0.0417 M 2.64
1633377_at CG40303 0.0426 M 2.92
1625935_at Trim9 0.0471 M 2.54
1628729_at wvl 0.0473 M 1.62
1625535_at H15 0.0496 M 2.05
1631372_a_at AP-2 0.0514 M 3.63
1639732_s_at salr 0.0514 M 1.94

*Affymetrix probe set ID.
*Annotated gene corresponding to probe set [if blank (-), the probe set maps to an unannotated region of the genome].
*The lowest FDR threshold at which the probe set is called significant by SAM.




