
Table S2. Aligned sequences of the primers used for the site-directed mutagenesis of dsh

mut1 (D39S+V43E)   GGTGACGCTGCGATCGTTCAAGCTCGAGCTGAACAAGCAG

mut2 (D39S+V43Q)   GGTGACGCTGCGATCGTTCAAGCTGCAGCTGAACAAGCAG

mut3 (D39S) CAGGTGACGCTGCGATCGTTCAAGCTGGTGCTG

mut4       (V43E)             CGCGATTTCAAGCTCGAGCTGAACAAGCAGAAC

mut5       (V43E)             CGCGATTTCAAGCTGCAGCTGAACAAGCAGAAC

mut6             (K46V+Q47A)                     CAAGCTGGTGCTGAACGTTGCGAACAACAACTAC

Codons where the mutations were introduced are underlined.


