Primer Forward Reverse Comment
LBb1.3 ATTTTGCCGATTTCGGAAC - Left border
primer Salk
LBb GABI ATATTGACCATCATACTCATTGC - Left border
primer GABI
SALK TCCTAGTCTCCTCTGCTGCTG GTCTCGAGAAACAGCGTCATC Genotyping
150707
SALK ACTAACAAAGTGGCCATGTGC TCTTATCATCAAATCCACGCC Genotyping
088181C
mir164a-4 TTTCCTATGTTTTATCATTTTGCC GAAATTTAGGGCAGACAAGCC Genotyping
DPA4 ATGTCAGTCAACCATTACTCCACAG TTATAAAAGAGTTAAAATTACCATG Cloning/semi-
coding gPCR, 33
cycles
IS DPA4 ATTGGCTGGCGCAGACGTGG TGGCCGTAGTAACCGTCGGG In situ
ChlP DPA4 | GCAGCAACAGCAACACCGCC CCCGACGTCGCTTGGTGTGA Semi-gPCR
on ChlIP, 30
cycles
PP2A (Adrian et al., 2010) gRT-PCR
DPA4 ACCGCCACATGGCTCCACGA ACGGCGGCTCCATAGTGGGA gRT-PCR
cucz CCGCAAAGTCCTCGACGGTTG ACCGCTGCTTACGCTCACAGT gRT-PCR
cuct (Mallory et al., 2004) gRT-PCR
cucs CCGGTTTCACCCGACGGACG TGAGGCCACGTGGAGCCCTA gRT-PCR
AT2G26010 | TCTGCTGCCATCATCACTTTCCTCT TGCACTGATTCTTGCACGCATTGC gRT-PCR
AT4G02950 | TCAGAGTGGCTCATCGTTCACCA CCCAACCGCCACAGTCGACG gRT-PCR
AT5G34829 | ACCGACGACGAACCGACGGT ACGGCACAAAAATGCATCGGCA Semi-gPCR,
40 cycles
AT4G21362 | AACTAGTATATTGCCTTGAACATGG ACTAATTCATTACTTTGAACATTGT Semi-gPCR,
40 cycles
AT3G23680 | GCACGTACTGGTGTGCTGCAA TGCTCCACAACACCTCTCCAGT Semi-gPCR,

40 cycles




