Table S2. Expression domains of Hh targets after overexpression of Shf/WIF1 chimeric
proteins in the posterior compartment of the wing disc

Genotype Ptc Ci
“WT 7 12
hhGal4>Shf 107" 16.7
hhGald>hWIF1 7.4 11.6
hhGal4>NT WD “EGF"™ 6.7 12.2
hhGal4>NT WD " EGEF ™ 10.6 18.1

Shown is the mean number of cells expressing the Hh targets, assessed as an average of two
regions and in at least ten different discs for each genotype.

*P<0.05, Student's t-test, comparison with wild-type (WT) genotype.



