Table S1. Number of embryos analyzed at each age for data displayed in Fig. 2.

Tissue Genotype Number of embryos of each age [somite pairs or embryonic age (E)]

6-17 18-25  26-30 31-35 3640 41-45 46-50 51-55 56-60 EI3.5 El45
Yolk sac f/f, f/+ 13 13 16 16 7 10 11 3
f/+; Cre 6 3 4 4 3 3 2 2
f/f; Cre 9 3 5 6 6 8 9 3
Fetal liver f/f, f/+ 12 12 3 11 2 5
f/+; Cre 1 3 0 5 3 0
f/f; Cre 4 7 1 11 1 4
AGM+U+V f/f, f/+ 10 13 17 8 15 13
f/+; Cre 2 3 2 4 2 2
f/f; Cre 3 3 3 4 8 8

f/f = Runx1”. f/+ = Runx1”". f/+; Cre = Runxl”"; Actb-Cre™ . f/f; Cre = Runx1”; Actb-Cre™®"



Table S2. Number of colonies genotyped at each age for data displayed in Fig. 2.

Tissue Genotype Number of colonies analyzed at each age [somite pairs or embryonic age (E)]

6-17 18-25 26-30 31-35 36-40 41-45 46-50 51-55 56-60 E13.5 E14.5
Yolk sac f/+; Cre 99 129 21 64 0 19 50 14
f/f; Cre 100 49 92 78 136 105 117 53
Fetal liver f/+; Cre 23 65 0 120 98 0
f/f; Cre 84 111 30 256 64 92
AGM+U+V  f/+; Cre 2 9 55 7 10 54
f/f; Cre 8 10 42 37 149 83

f/+; Cre = Runx1"*; Actb-Cre™ . f/f; Cre = Runx1""; Actb-Cre™"



fable S3. Number of embryos analyzed at each age for data displayed in Fig. 3.

Tissue Genotype Number of embryos of each age (somite pairs)
17-23 24-28 29-35 41-50
Yolk sac f/+, t/f, +/+ 9 5 13 6
f/+; Cre 9 5 2 2
f/f; Cre 4 4 9 10
Fetal liver f/+, t/f, +/+
f/+; Cre - - -
t/f; Cre - - -
AGM+U+V f/+, t/f, +/+ 7 5 13 6
f/+; Cre 4 5 2 2
f/f; Cre 3 4 9 10

f/f = Runx1”. f/+ = Runx1”". f/+; Cre = Runxl”*; VEC-Cre®®". f/f; Cre = Runx!"’; VEC-Cre®"



Table S4. Number of colonies genotyped at each age for data displayed in Fig. 3.

Tissue Genotype Number of colonies analyzed at each age (in somite pairs)
17-23 24-28 29-35 41-50
Yolk sac f/+; Cre 128 47 48 43
f/f; Cre 25 69 188 145
AGM+U+V f/+; Cre 4 27 47 48
f/f; Cre 7 56 191 159
Fetal liver f/+; Cre - - - 45
f/f; Cre - - - 179

f/f = Runx1”. f/+ = Runx1”*. f/+; Cre = Runx1"*; VEC-Cre"®". f/f; Cre = Runxl"; VEC-Cre**"



