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Supplemental Table S1 (Morpholinos) 

MO Sequence (5'→3') 

Rarβ2.S AGC TAA TAT TGT GTA TAG GGG GGG A 

Rarβ2.L CTT TAC AGA ATA TCA GCG AAA GTG C 

Rarγ1.L/S GCT GTT TGC CAT TGC CTT GTT CTA 
Rarγ2.L/S TTC CAT GCA GTC ATA CAT TTT GGG 
Rarα1 GCT CCA AAC GCA CTT CTA CTC CCT C 
Rarα2.S CTG AAA TCC AAA CTG ACC ATA GAG T 
Rarα2.L ATC CAA AGG AAG GTG AGT GTG TGT G 
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Supplemental Table S2 (Probe Design) 

Probes with T7 Adapters 

Primer Sequence (5'→3') 
F (Rarβ1): GAT AAT ACA TCA TTC TTT GCC TCC CTG G 
R (Rarβ1): taa tac gac tca cta tag ggC TCT GGG TTT CGA TGG TTG CTG 
F (Rarβ2): CAG GAA TTT AGA TGC ATT TTG CCT GG 
R (Rarβ2): taa tac gac tca cta tag ggC CAT TCT GTC TGT GCC AAT CCA C 
F (Rarβ2-Sense): taa tac gac tca cta tag ggA GGA ATT TAG ATG CAT TTT GCC TGG
R (Rarβ2-Sense): CCA TTC TGT CTG TGC CAA TCC AC 
F (Ripply2): GCA AGT GGT TTG CCA AGT CC 
R (Ripply2): taa tac gac tca cta tag ggT CAA ATC CAG AGT CTT GTT CCT CC 
F (Mespa/Thyl2): ACA CTT AAA CCA GAG TCT TTC ACC T 
R (MespaThyl2): taa tac gac tca cta tag ggA TCT GAA GCT TTG CCT TCA GTG G 
F (Mesogenin): AAT GGA AGA GGA CTA TGC CTT GAG 
R (Mesogenin): taa tac gac tca cta tag ggT CTT GGA GCA CTG GAG AAG GT 
F (Tbx6): GGC ACC TCC TAC ACG ATG AGA C 
R (Tbx6): taa tac gac tca cta tag ggC TCC TCT TCC TGT TCC TGT TCC A 
F (MyoD): CAC TGC GGG ACA TGG AAG TC 
R (MyoD): taa tac gac tca cta tag ggG TAT TGC TGG GAG AAG GGA TGG T 
F (Esr5): TCC AGG AAG ATC CTC AAA CCG 
R (Esr5): taa tac gac tca cta tag ggC TCC ATA TGT ACA ATG GCG GCT G 
F (Cxcl12): GCT CTG CTC TCC ATC CTG CT 
R (Cxcl12): taa tac gac tca cta tag ggC TTT CTC CAG GTA CTC C 
F (Mybpc1): GGT TGA AAG GCA AAT GGA TGG AC 
R (Mybpc1): taa tac gac tca cta tag ggA GGT TCT CTG ACA AAC AGC 
F (En1): TCT TCA TAG ACA ACA TTC TCC GGC 
R (En1): taa tac gac tca cta tag ggT GGT TGT ACA GTC CCT GAG C 
F (Tbx3): TGT ATA TCC ATC CAG ACA GCC CG 
R (Tbx3): taa tac gac tca cta tag ggT AGA TTC GCC TGT GTC CG 
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Supplemental Table S3 (QPCR) 

Primer Sequence (5'→3') 

F (xRARα1): CCA CAT ATG TTG GGG GGT ATG TC 

R (xRARα1): GAT TCT GGG GAG CGG TGG T 

F (xRARα2): CCA CTC AAT TGA GAC TCA GAG CAC 

R (xRARα2): CTC TTG TCC TGA CAC ACA AAG CA 

F (xRARβ1): TTT CCT CCT GTC ATT GGT GGA CTC 

R (xRARβ1): GCT CTG GGT TTC GAT GGT TGC 

F (xRARβ2): CAA ATG CTG GAT TTC TAC ACT GCG 

R (xRARβ2): GTG TTG CCA TTC TGT CTG TGC C 

F (xRARγ1): AGA ACA AGG CAA TGG CAA ACA G 

R (xRARγ1): GCA AGT ACT TCA AAT GGT GGA GAT C 

F (xRARγ2): GTA GAA ACA CAA AGT ACC AGC TCG 

R (xRARγ2): CCG TAG TGA TAA CCT GAA GAC TTG T 

F (Histone H4): GAT AAC ATC CAG GGC ATC AC 

R (Histone H4): TAA CCT CCG AAT CCG TAC AG 

F (Eef1a1): CAT CTC GCC CAA CCG ATA AGC 

R (Eef1a1): TTT AAT GAC ACC AGT CTC CAC ACG 
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Supplemental Table S4 (pCDG1 Expression Constructs, Ripply2 Two-Fragment PCR) 

Primer Sequence (5'→3') 

F (pCDG1-xTbx6): cag ata cca tgg AAT ACC ACT CTG AGC TCT TCC AGC AGT AT 

R (pCDG1-xTbx6): act agt gga tcc TTA CTA TCA CAT CCA GCC CCC C 

F (pCDG1-xTbx3): cag ata cca tgg ATT TAC CCA TGA GAG ATC CAG TAA TTT CAG G 

R (pCDG1-xTbx3): act agt gga tcc TTA TCA GTC AGG GGA ACC GCT C 

F (pCDG1-Ledgerline): cag ata cca tgg AGC CGA ATC AAC AGC GGA G 

R (pCDG1-Ledgerline): act agt gga tcc TTA ATT TTC ATA AAT GTC TTC CTC TTC AG 

F (pCDG1-Bowline): cag ata cca tgg ACA ACA TTA ACA CTA CTA TTG ACA TTT 

R (pCDG1-Bowline): act agt gga tcc TTA TTC AGA TTC AAA TCC AGA GTC TTG T 

F (pCDG1-Ledgerline_WRPW_B): ATG TGC AGC TGC AGC CAC TGC CAC ATT GCT GCC CT 

R (pCDG1-Ledgerline_WRPW_C): GTG GCT GCA GCTG CAC ATG ATG CCC CTA GGA CCC AT 

F (pCDG1-Ledgerline_FPVQ_B): AGC TGC AGC TGC AGC ATG TCT CAA TAA TTC CTC GGC TTC CT 

R (pCDG1-Ledgerline_FPVQ_C): ACA TGC TGC AGC TGC AGC TAC AAT ATC TCT TTA CCA GGA GAC AG 

F (pCDG1-Bowline_WRPW_B): AAA GTG CAG CTG CAG CGA ACA ATG TTT GAG GTC TCT GTG TTT C 

R (pCDG1-Bowline_WRPW_C): GTT CGC TGC AGC TGC ACT TTT GAA ATC CCA TAA ACC AAA GAC CC 

F (pCDG1-Bowline_FPVQ_B): GGC TGC AGC TGC AGC GTT TCT AAG CAA ATC TGC TGC CT 

R (pCDG1-Bowline FPVQ_C): AAC GCT GCA GCT GCA GCC ACA ATA TCT CTC TAC AAT GAC TC 
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Supplemental Table S5 (β-RARE Two-Fragment PCR) 

Primer Sequence (5'→3') 

F (pGL3-RARβ2.2_A) ccc ggg ctc gag GCT CGC TGC TAG TCT TTA AGC TG 

R (RARβ2.2_Mut_C-DR5_B) TGC GAG TGT TCT TTC CAT GTT CCC TTC CCA GGC TGC TAA CC 

F (RARβ2.2_Mut_C-DR5_C) CTG GGA AGG GAA CAT GGA AAG AAC ACT CGC ATA TAT TAG GC 

R (RARβ2.2_Mut_Up-DR5_B) CAG GCT GCT ATT CTT CAA ATG TTC CAC ACC AGT CTG ACA TCA C 

F (RARβ2.2_Mut_Up-DR5_C) CTG GTG TGG AAC ATT TGA AGA ATA GCA GCC TGG GAA GGG TTC ATG GA 

R (RARβ2.2_Mut_HS_B) TGA CCC ACA CCA GTC TGT TAT CAC CAA CTC CCA GGA TTC TCA 

F (RARβ2.2_Mut_HS_C) CTG GGA GTT GGT GAT AAC AGA CTG GTG TGG GTC ATT TGA AGG 

R (pGL3-RARβ2.2_D) aat gcc aag ctt CAG CTC ACT TCC TAC TAC TTG TGT 
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Supplemental Table S6 (β-RARE EMSA) 

Primer Sequence (5'→3') 

F (EMSA_RARE_C-DR5) GGAAGGGTTCATGGAAAGTTCACTCGC 

R (EMSA_RARE_C-DR5) GCGAGTGAACTTTCCATGAACCCTTCC 

F (EMSA_RARE_Mut_C-DR5) GGAAGGGAACATGGAAAGAACACTCGC 

R (EMSA_RARE_Mut_C-DR5) GCGAGTGTTCTTTCCATGTTCCCTTCC 

F (EMSA_RARE_Up-DR5) GGTGTGGGTCATTTGAAGGTTAGCAGC 

R (EMSA_RARE_Up-DR5) GCTGCTAACCTTCAAATGACCCACACC 

F (EMSA_RARE_Mut_Up-DR5) GGTGTGGAACATTTGAAGAATAGCAGC 

R (EMSA_RARE_Mut_Up-DR5) GCTGCTATTCTTCAAATGTTCCACACC 
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