
Supplementary Figures and Tables 

Figure S1 

A Multidimensional Scaling (MDS) plots of expression profiling comparisons 

FL e10.5  vs. HL e11.0 HL e11.0 Pitx1 +/+ vs. 
HL e11.0 Pitx1 -/- 

HL e11.5 Pitx1 +/+ vs. 
HL e11.5 Pitx1 -/- 

B Correlation analysis of stage-matched FL e10.5 and HL e11.0 chromatin mark ChIP-seq datasets 
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Supplementary Figure S1 
A) Multidimensional scaling (MDS) plots of expression profiling analyses by

RNA-seq.

B) Correlation analysis of chromatin mark profiles in stage-matched e10.5 FL

vs. e11.0 HL. The genome is partitioned into 100 bp bins and the read

counts for each mark in each bin are plotted. The Pearson’s correlation

coefficients are computed using using bins that register more than 50

reads in each sample.

C) In situ hybridization for Tbx18 on e11.0 Pitx1+/- and Pitx1-/- HLs.
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Supplementary Figures S2-S5 
A) Log2 fold-changes in HoxA-D gene expression in stage-matched FL vs.

HL, e11.0 Pitx1-/- vs. wt HL, and e11.5 Pitx1-/- vs. wt HL. Below the bar

graph of gene expression changes is a heatmap of the magnitude of gene

expression in each sample, in log2 counts per million.

B) The relative enrichment of chromatin mark profiles for H3K4me3,
H3K27ac, and H3K27me3 in stage-matched FL vs. HL at the HoxA-D loci.
These tracks are the log2 ratios of HL/FL
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Table S1 HL-enriched, Pitx1-dependent genes at e11.0 – 46 genes 

log2FC log2FC FDR FDR
FL/HL KO/WT FL/HL KO/WT

ENSMUSG00000100096 Gm28760 -8.91 -4.04 2.59E-43 7.42E-19
ENSMUSG00000021506 Pitx1 -9.22 -2.48 0.00E+00 1.09E-130

-2.22 -2.22 1.36E-37 3.78E-19
-0.88 -1.72 7.30E-05 8.01E-11

ENSMUSG00000048747 E130114P18Rik
ENSMUSG00000075334 Rprm
ENSMUSG00000086126 5730457N03Rik -2.05 -1.72 4.10E-14 4.81E-17
ENSMUSG00000072720 Myo18b -2.08 -1.65 1.28E-15 2.50E-07
ENSMUSG00000030111 A2m -1.66 -1.28 1.68E-20 1.19E-07
ENSMUSG00000033965 Slc16a2 -0.75 -1.25 1.46E-16 4.01E-17
ENSMUSG00000052854 Nrk -0.49 -1.23 6.56E-17 3.56E-23
ENSMUSG00000000094 Tbx4 -4.42 -1.21 0.00E+00 3.29E-24
ENSMUSG00000055408 Gm15053 -2.56 -1.20 6.98E-32 7.53E-06
ENSMUSG00000102373 9530018H14Rik -1.92 -1.16 3.20E-40 2.51E-08
ENSMUSG00000005503 Evx1 -1.59 -1.16 2.08E-16 5.03E-04

Dab1 -0.66 -1.08 8.31E-04 5.79E-06
Cxcl12 -0.65 -1.07 2.53E-19 6.66E-23
Mapk11 -0.46 -1.00 5.14E-06 6.64E-07
Hoxa13 -1.91 -0.92 2.30E-72 2.48E-06
Sdc3 -0.26 -0.87 6.15E-04 2.04E-08

Lrrtm4 -0.67 -0.87 7.98E-05 7.09E-05
Aass -0.72 -0.86 2.15E-16 2.09E-09

Mab21l2 -0.47 -0.83 4.66E-17 3.89E-10
Zic2 -0.43 -0.81 3.16E-08 1.12E-10

Map3k13 -0.52 -0.79 6.54E-04 1.63E-04
Cbln1 -0.52 -0.77 4.67E-06 2.83E-04

Adamts17 -0.76 -0.76 3.44E-21 3.94E-07
NA -1.03 -0.75 3.66E-09 4.65E-05

Plcb1 -0.61 -0.72 4.07E-13 3.60E-07
Tgfb3 -0.53 -0.67 3.81E-11 2.37E-06
Smoc1 -0.40 -0.66 2.87E-09 8.96E-05

Fam181b -0.64 -0.59 6.57E-16 1.42E-05
Stat3 -0.28 -0.58 2.36E-04 7.52E-05

Tspan11 -0.69 -0.58 1.93E-06 7.69E-04
Scube1 -0.27 -0.57 1.24E-04 5.03E-04
Clmn -0.34 -0.55 1.49E-03 7.81E-04
Greb1 -0.40 -0.54 7.66E-09 2.56E-04
Arpc1b -0.57 -0.52 1.20E-14 7.46E-07
Gtf2ird1 -0.46 -0.50 4.43E-14 2.38E-06
Timp3 -0.35 -0.45 1.24E-08 2.60E-04

Arhgap24 -0.44 -0.44 4.83E-07 3.05E-04
Hand2 -0.43 -0.44 1.24E-13 2.47E-05
Sgce -0.41 -0.43 1.10E-07 2.66E-04
Cep41 -0.35 -0.41 2.01E-08 4.03E-05

Mab21l1 -0.53 -0.40 9.42E-14 4.21E-04
Tspan9 -0.24 -0.40 8.79E-04 7.09E-04
Vcam1 -0.53 -0.38 3.96E-20 2.14E-04

ENSMUSG00000028519
ENSMUSG00000061353
ENSMUSG00000053137
ENSMUSG00000038203
ENSMUSG00000025743
ENSMUSG00000052581
ENSMUSG00000029695
ENSMUSG00000057777
ENSMUSG00000061524
ENSMUSG00000033618
ENSMUSG00000031654
ENSMUSG00000058145
ENSMUSG00000110874
ENSMUSG00000051177
ENSMUSG00000021253
ENSMUSG00000021136
ENSMUSG00000051515
ENSMUSG00000004040
ENSMUSG00000030351
ENSMUSG00000016763
ENSMUSG00000021097
ENSMUSG00000036523
ENSMUSG00000029622
ENSMUSG00000023079
ENSMUSG00000020044
ENSMUSG00000057315
ENSMUSG00000038193
ENSMUSG00000004631
ENSMUSG00000029790
ENSMUSG00000056947
ENSMUSG00000030352
ENSMUSG00000027962
ENSMUSG00000054675 Tmem119 -0.32 -0.34 4.06E-06 2.09E-04

Gene ID Gene Symbol

Supplementary Tables S1-S3 

Complementary to Figure 2B: Lists of Pitx1-dependent genes clustered 
according to limb-type restricted expression. 
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Table S2 

A 

B 

FL-enriched genes with increased expression in Pitx1-/- HL – 24 genes 

HL-enriched genes with increased expression in Pitx1-/- HL – 11 genes 

log2FC log2FC FDR FDR
FL/HL KO/WT FL/HL KO/WT

Rxfp1 -7.66 1.13 3.90E-93 7.09E-26
Pdlim3 -1.87 1.02 6.66E-16 1.51E-12

Gm22973 -0.34 0.91 5.52E-03 6.31E-15
Dmrt2 -0.87 0.90 4.78E-07 2.15E-11
Hbb-bt -1.57 0.85 3.37E-16 2.03E-04
Hbb-bs -1.37 0.84 4.24E-16 5.19E-08
Barx2 -0.73 0.64 2.56E-04 1.32E-05
Arg1 -0.49 0.61 2.25E-04 1.39E-06
Idi1 -0.36 0.60 9.23E-03 6.73E-08
Isl1 -3.55 0.56 2.09E-139 4.72E-05

ENSMUSG00000034009
ENSMUSG00000031636
ENSMUSG00000065232
ENSMUSG00000048138
ENSMUSG00000073940
ENSMUSG00000052305
ENSMUSG00000032033
ENSMUSG00000019987
ENSMUSG00000058258
ENSMUSG00000042258
ENSMUSG00000021508 Cxcl14 -0.48 0.40 1.01E-10 8.54E-04

Gene ID Gene Symbol

log2FC log2FC FDR FDR
FL/HL KO/WT FL/HL KO/WT

ENSMUSG00000028023 Pitx2 1.36 1.59 8.42E-26 2.39E-16
ENSMUSG00000053117 E330013P04Rik 0.85 1.24 4.73E-05 8.34E-13
ENSMUSG00000020297 Nsg2 0.89 1.01 2.08E-04 5.07E-06

Epha3 1.52 0.96 1.07E-74 3.86E-07
Hoxb2 1.64 0.92 1.58E-42 4.18E-10
Slc6a15 1.12 0.83 3.94E-07 9.59E-04
Ccbe1 0.72 0.81 4.44E-03 1.58E-04
Emx2 1.03 0.78 2.93E-19 1.95E-12

Angpt1 0.36 0.78 5.10E-03 1.02E-12
Gria2 2.52 0.67 1.70E-68 2.30E-05

Slc16a6 0.69 0.66 2.01E-05 2.39E-04
Dach2 0.41 0.64 7.19E-03 6.73E-04
Pdgfa 0.27 0.58 5.61E-03 1.35E-10

Cyp1b1 1.01 0.56 7.34E-09 7.84E-05
Zfp948 0.35 0.54 3.49E-03 4.22E-07
Ttpa 0.45 0.50 2.95E-05 1.36E-05

Rdh10 0.36 0.49 2.01E-05 3.81E-05
Gtpbp10 0.22 0.49 9.54E-03 2.36E-06

Slit2 0.56 0.47 5.06E-19 8.80E-05
Bmi1 0.28 0.46 5.14E-03 2.44E-07
Dmd 0.65 0.44 4.64E-18 1.42E-04

Pdha1 0.28 0.43 3.04E-05 1.84E-05
Etohi1 0.43 0.42 2.54E-05 8.75E-04

ENSMUSG00000052504
ENSMUSG00000075588
ENSMUSG00000019894
ENSMUSG00000046318
ENSMUSG00000043969
ENSMUSG00000022309
ENSMUSG00000033981
ENSMUSG00000041920
ENSMUSG00000025592
ENSMUSG00000025856
ENSMUSG00000024087
ENSMUSG00000067931
ENSMUSG00000073988
ENSMUSG00000025921
ENSMUSG00000040464
ENSMUSG00000031558
ENSMUSG00000026739
ENSMUSG00000045103
ENSMUSG00000031299
ENSMUSG00000074519
ENSMUSG00000037720 Tmem33 0.27 0.37 1.90E-03 8.55E-05

Gene ID Gene Symbol
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Table S3 FL-enriched, Pitx1-dependent genes at e11.0 – 39 genes 

log2FC log2FC FDR FDR
FL/HL KO/WT FL/HL KO/WT

ENSMUSG00000047793 Sned1 0.75 -1.67 2.20E-12 3.31E-32
ENSMUSG00000039153 Runx2 2.36 -1.65 2.72E-49 2.53E-05
ENSMUSG00000053141 Ptprt 0.64 -1.60 5.89E-04 8.47E-07
ENSMUSG00000062713 Sim2 1.62 -1.41 6.27E-58 4.38E-05
ENSMUSG00000042607 Asb4 0.40 -1.26 5.21E-06 6.04E-38
ENSMUSG00000004872 Pax3 0.65 -1.25 1.58E-14 3.17E-12
ENSMUSG00000049538 Adamts16 0.72 -1.19 4.44E-06 4.01E-09
ENSMUSG00000025216 Lbx1 0.60 -1.17 1.13E-10 5.08E-05
ENSMUSG00000031285 Dcx 0.44 -1.16 3.30E-06 1.46E-25
ENSMUSG00000047759 Hs3st3a1 0.97 -0.95 2.58E-21 9.71E-05
ENSMUSG00000020218 Wif1 0.51 -0.94 1.23E-06 8.08E-09
ENSMUSG00000032852 Rspo4 1.99 -0.90 5.00E-96 4.98E-05
ENSMUSG00000019230 Lhx9 0.40 -0.80 2.01E-08 1.77E-25
ENSMUSG00000025584 Pde8a 0.68 -0.79 2.32E-06 1.20E-04
ENSMUSG00000030029 Lrig1 0.35 -0.75 3.05E-04 2.32E-08
ENSMUSG00000052951 C130021I20Rik 0.22 -0.74 2.08E-03 7.61E-11
ENSMUSG00000038765 Lmx1b 0.24 -0.72 2.07E-03 3.97E-07

Cdon 0.52 -0.71 9.67E-12 2.49E-12
Capn6 0.31 -0.69 2.92E-04 5.87E-11
Aff3 0.40 -0.67 4.70E-09 1.55E-08

Egflam 0.39 -0.66 2.66E-05 1.07E-04
Gli3 0.46 -0.64 1.35E-12 1.32E-06
Ets1 0.19 -0.64 9.22E-03 4.43E-07

Hs3st3b1 0.80 -0.63 7.78E-36 7.14E-07
Col12a1 0.28 -0.55 1.88E-04 2.25E-07
Col9a1 0.48 -0.54 2.01E-11 1.29E-06
Syne1 0.32 -0.54 5.08E-03 5.95E-07

Ankrd44 0.52 -0.50 1.07E-17 1.65E-04
Sh2b3 0.28 -0.49 1.05E-03 8.17E-04

Lifr 0.38 -0.49 7.94E-08 1.59E-04
Shox2 0.21 -0.49 4.35E-03 2.58E-06

Sema5a 0.33 -0.48 5.32E-08 8.49E-04
Efnb2 0.33 -0.47 2.88E-06 7.31E-05

Zswim6 0.22 -0.46 7.34E-03 2.22E-05
Col23a1 0.27 -0.42 1.18E-05 7.46E-05
Pdgfra 0.30 -0.42 7.85E-04 1.82E-04
Eogt 0.25 -0.40 8.21E-04 4.97E-04
Lix1 0.48 -0.39 1.77E-11 1.78E-04

ENSMUSG00000038119
ENSMUSG00000067276
ENSMUSG00000037138
ENSMUSG00000042961
ENSMUSG00000021318
ENSMUSG00000032035
ENSMUSG00000070407
ENSMUSG00000032332
ENSMUSG00000026147
ENSMUSG00000096054
ENSMUSG00000052331
ENSMUSG00000042594
ENSMUSG00000054263
ENSMUSG00000027833
ENSMUSG00000022231
ENSMUSG00000001300
ENSMUSG00000032846
ENSMUSG00000063564
ENSMUSG00000029231
ENSMUSG00000035245
ENSMUSG00000047786
ENSMUSG00000037605 Lphn3 0.43 -0.38 4.55E-10 8.64E-04

Gene ID Gene Symbol

Development 144: doi:10.1242/dev.154864: Supplementary information

D
ev

el
o

pm
en

t •
 S

up
pl

em
en

ta
ry

 in
fo

rm
at

io
n


	Legends to Supplementary Figures and Tables
	Paper_Pitx1_GRN_Supplemental
	Diapositive numéro 8
	Diapositive numéro 9
	Diapositive numéro 10
	Diapositive numéro 11
	Diapositive numéro 12
	Diapositive numéro 13
	Diapositive numéro 14
	Diapositive numéro 15

	Blank Page
	Blank Page
	Blank Page
	Blank Page
	Blank Page
	Blank Page
	Blank Page
	Blank Page
	Blank Page


<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /None
  /Binding /Left
  /CalGrayProfile (Dot Gain 20%)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Error
  /CompatibilityLevel 1.4
  /CompressObjects /Tags
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.0000
  /ColorConversionStrategy /CMYK
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams false
  /MaxSubsetPct 100
  /Optimize false
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness true
  /PreserveHalftoneInfo false
  /PreserveOPIComments true
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages true
  /ColorImageMinResolution 300
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 300
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages true
  /GrayImageMinResolution 300
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 300
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages true
  /MonoImageMinResolution 1200
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 1200
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile ()
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /CreateJDFFile false
  /Description <<

    /BGR <>
    /CHS <FEFF4f7f75288fd94e9b8bbe5b9a521b5efa7684002000410064006f006200650020005000440046002065876863900275284e8e9ad88d2891cf76845370524d53705237300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c676562535f00521b5efa768400200050004400460020658768633002>
    /CHT <FEFF4f7f752890194e9b8a2d7f6e5efa7acb7684002000410064006f006200650020005000440046002065874ef69069752865bc9ad854c18cea76845370524d5370523786557406300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c4f86958b555f5df25efa7acb76840020005000440046002065874ef63002>
    /CZE <>
    /DAN <>
    /DEU <>
    /ESP <>
    /ETI <>
    /GRE <>

    /HRV (Za stvaranje Adobe PDF dokumenata najpogodnijih za visokokvalitetni ispis prije tiskanja koristite ove postavke.  Stvoreni PDF dokumenti mogu se otvoriti Acrobat i Adobe Reader 5.0 i kasnijim verzijama.)
    /HUN <>
    /ITA <>
    /JPN <FEFF9ad854c18cea306a30d730ea30d730ec30b951fa529b7528002000410064006f0062006500200050004400460020658766f8306e4f5c6210306b4f7f75283057307e305930023053306e8a2d5b9a30674f5c62103055308c305f0020005000440046002030d530a130a430eb306f3001004100630072006f0062006100740020304a30883073002000410064006f00620065002000520065006100640065007200200035002e003000204ee5964d3067958b304f30533068304c3067304d307e305930023053306e8a2d5b9a306b306f30d530a930f330c8306e57cb30818fbc307f304c5fc59808306730593002>
    /KOR <FEFFc7740020c124c815c7440020c0acc6a9d558c5ec0020ace0d488c9c80020c2dcd5d80020c778c1c4c5d00020ac00c7a50020c801d569d55c002000410064006f0062006500200050004400460020bb38c11cb97c0020c791c131d569b2c8b2e4002e0020c774b807ac8c0020c791c131b41c00200050004400460020bb38c11cb2940020004100630072006f0062006100740020bc0f002000410064006f00620065002000520065006100640065007200200035002e00300020c774c0c1c5d0c11c0020c5f40020c2180020c788c2b5b2c8b2e4002e>
    /LTH <>
    /LVI <>
    /NLD (Gebruik deze instellingen om Adobe PDF-documenten te maken die zijn geoptimaliseerd voor prepress-afdrukken van hoge kwaliteit. De gemaakte PDF-documenten kunnen worden geopend met Acrobat en Adobe Reader 5.0 en hoger.)
    /NOR <>
    /POL <>
    /PTB <>
    /RUM <>
    /RUS <>
    /SKY <>
    /SLV <>
    /SUO <>
    /SVE <>
    /TUR <>
    /UKR <>
    /ENU (Use these settings to create Adobe PDF documents best suited for high-quality prepress printing.  Created PDF documents can be opened with Acrobat and Adobe Reader 5.0 and later.)
    /FRA <>
  >>
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /ConvertColors /ConvertToCMYK
      /DestinationProfileName ()
      /DestinationProfileSelector /DocumentCMYK
      /Downsample16BitImages true
      /FlattenerPreset <<
        /PresetSelector /MediumResolution
      >>
      /FormElements false
      /GenerateStructure false
      /IncludeBookmarks false
      /IncludeHyperlinks false
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles false
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /DocumentCMYK
      /PreserveEditing true
      /UntaggedCMYKHandling /LeaveUntagged
      /UntaggedRGBHandling /UseDocumentProfile
      /UseDocumentBleed false
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [612.000 792.000]
>> setpagedevice




