
Fig. S1.  Phylogenetic analysis of classical cadherins. Extended version of the tree 

in Fig.1. Dachsous cadherin proteins were used as an outgroup. The phylogenetic tree 

was constructed with the maximum likelihood method in IQ-tree. The number at the 

nodes indicates the bootstrap support from the maximum likelihood method.  
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Fig. S2. cdh1 and cdh3 expression in adults and juveniles. (A-B) cdh3 is expressed 

in the ectoderm of the pharynx, septal filaments and ciliated tract and in the oocytes. 

(C-I) cdh1 is expressed in the endoderm, ciliated tract, ciliated lobe of the pharynx – 

siphonoglyph and small oocytes. Scale bar A-D, I: 100 µm.  Scale bar E-H: 50 µm.  
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Cdh3 antibody 1
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Cdh3 antibody 2
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Cdh1 antibodies 1 and 2 (against extracellular domain)
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Fig. S3. Protein alignment of the full-length sequences of the Cdh1 and Cdh3. 

Cdh1 and Cdh3 antibody epitopes and transmembrane protein regions are underlined 

and recognized with the colors. Transmembrane regions were identified with the 

SMART protein domain annotation resource. Alignment was performed with the 

Clustal Omega Multiple Sequence Alignment tool. 

transmembrane

region Cdh1 antibody 3 (against intracellular domain)
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Fig. S4. Custom antibodies generated in different animals against different 

protein domains result in the same staining pattern. Cdh1 antibody1:domain1 

(extracellular) and Cdh1 antibody2:domain1 were raised in rats; Cdh1 

antibody3:domain3 (intracellular) was raised in a rabbit. All three custom Cdh1 

antibodies show the same staining result. Monoclonal Cdh3 antibody1 and Cdh3 

antibody2 were generated against different Cdh3 peptides and result in the same 

staining pattern.  
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Fig. S5. TEM of the ectoderm of the apical organ. (A,B) Apical side of the 

ectodermal cells of the apical organ. (C) Basal side of the apical organ ectoderm. AJ 

apical junctions; Ec ectoderm; BP basal protrusions; BM basal membrane Scale bar 

A,C: 5 µm. Scale bar B: 1 µm. 

Development: doi:10.1242/dev.174623: Supplementary information
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Fig. S6. β-Catenin is localized to the apical and basal adhesion junctions of the 

body wall ectoderm. β-Catenin antibody and phalloidin staining of vibratome 

sections of the 4 day old planula to exclude a possible penetration problem of the β-

Catenin antibody. Please note that in vibratome sections, the β-Catenin antibody 

detects the basal junction in the ectoderm, but has a tendency to show unspecific 

staining in nematocytes and other subcellular structures. Scale bar 50 µm.   
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Fig. S7. TEM of the apical adherens junctions of the ectoderm and the 

endoderm. (A,B) ectoderm, 2 dpf planula; (C,D) endoderm, 2dpf planula; (E,F) 

ectoderm, 4 dpf planula; (G,H) endoderm, 4 dpf planula.  Scale bar 2 µm. 

Fig. S8. Cdh1 and Cdh3 expression upon Cdh1 MO knockdown. (A-H) Cdh1 MO 

injected planula. (I-M) Uninjected control planula. Scale bar 50 µm.  
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Movie 1 Std MO aggregate development. Time indicates hours and minutes.

Movie 2 Cdh3 MO aggregate development. Time indicates hours and minutes. 

Development: doi:10.1242/dev.174623: Supplementary information
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http://movie.biologists.com/video/10.1242/dev.174623/video-1
http://movie.biologists.com/video/10.1242/dev.174623/video-2

	Blank Page



