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Figure S1. Alignment of OsJAZ family proteins in rice 

Amino acid sequences of OsJAZ proteins in rice and AtJAZ9 were aligned using the 

ClustalW program. The semi-conserved domain, CMID, TIFY and Jas motif are 

underlined with green, blue and red lines. Black shading indicates identical residues 

and grey shading indicates less conserved residues.  
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Figure S2. Protein-protein interactions between OsJAZ1 and OsCOI1b or 

OsMYC2 

To detect the interaction between OsCOI1b and OsJAZ variants, 30 μM coronatine 

was applied in the SD -Trp/-Leu/-His/-Ade medium plates. 
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Figure S3. Phenotypes of root growth under 0, 5, 10 or 15 μM MeJA treatment 

All the seeds were germinated and grown for 3 days and then treated with the different 

concentrations of MeJA for 5 days. Note that the root length is longer in osjaz1jasDA5 

and eg2-1D plants than in osjaz1jasDA5R6, eg1 and wild type 9522 under higher MeJA 

treatment. Scale bars=2 cm. 

Table S1. Primers used in this study.

Click here to Download Table S1
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http://www.biologists.com/DEV_Movies/DEV173419/TableS1.xlsx



