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Gene Name Peak Score Binding Region 
Bmpr1a 346.6 promoter-TSS (NM_009758) 
Wnt7b 351.89 promoter-TSS (NM_009528) 
Sox6 351.38 promoter-TSS (NM_001025560) 

Smad5 509.91 Intergenic 
Lmo4 488.81 promoter-TSS (NM_001161770)
Ptch1 478.92 Intergenic 
Sox3 468.75 Intergenic 
Isl1 423.56 Intergenic 
Id2 422.99 Intergenic 

Hes1 411.9 Intergenic 
Notch2 400.99 promoter-TSS (NM_010928) 
Pax2 396.03 Intergenic 

Neurog2 390.89 Intergenic 
Foxa1 388.42 Intergenic 
Dll1 386.31 Intergenic 

Gsx2 377.44 Intergenic 
Wnt2b 373.98 promoter-TSS (NM_009520) 
Wnt7b 351.89 promoter-TSS (NM_009528) 
Sox6 351.38 promoter-TSS (NM_001025560) 

Bmpr1a 346.6 promoter-TSS (NM_009758) 
Neurod2 339.47 Intergenic 
Neurog1 336.61 Intergenic 

Sox3 317.7 Intergenic 
Lbx2 314.86 promoter-TSS (NM_010692) 

Hoxb1 312.16 Intergenic 
Fgf8 308.96 Intergenic 

Foxa2 308.16 Intergenic 
Esx1 306.91 Intergenic 
Nkx3-2 305.43 Intergenic 
Bmpr1b 301.93 Intergenic 
Smad3 297.39 promoter-TSS (NM_016769) 
Tbx3 293.08 Intergenic 

Tbx20 292.35 Intergenic 

Table S1 – Select transcription and 
signaling factors with peak scores below 

800 

Development: doi:10.1242/dev.170498: Supplementary information

D
ev

el
o

pm
en

t •
 S

up
pl

em
en

ta
ry

 in
fo

rm
at

io
n



Gene Name Primer Sequences 

Gata4 CDREs1 
Forward CACGTGCGCTCCAAAAGTC 

Reverse GCCCAGAGGGGTTAACGTG 

Gata4 CDREs2 
Forward GAAGTATCCCCGCAGCTGTT 

Reverse AGATAGCAAAGTCTCAAAGTAGCC 

Hand1 CDREs1 
Forward GTTGTCTGAGCTTCGTCCCA 

Reverse CCCGAGAGCAACTACCAGAA 

Hand1 CDREs2 
Forward AACTTGCCCAGTCTTGACGA 

Reverse GAGGTCCTTGGCTCCTATGG 

Hand2 CDREs1 
Forward TTAGTGTGGCCCTCTCTCCA 

Reverse AAGTGTTGTGTGTATGGGGCT 

Hand2 CDREs2 
Forward CCCCCGTCATTCTCTGTGTG 

Reverse GGATGAGAACCACTGACTCTTT 

Mef2c 
Forward TCCCCAAAACCCCCTATACCCT 

Reverse GTAAGTATGAAAATTTGCCCT 

Tbx5 CDREs1 
Forward ACCTCTCTGTTCCTATCCAGTG 

Reverse CGCTTAGTCGACCTCAAGTCTAA 

Tbx5 CDREs2 
Forward GCTCGCAGCTCTCACCAAAT 

Reverse AAACTAGAGGGGATGGGTGC 

Wnt3a Exon4 
Forward GCCATCGCCAGTCACATGCACCTCAAGTGC 
Reverse CTACTTGCAGGTGTGCACGTCATAGACACG 

Tbx5 Control Region 
Forward ACACCAAAGCTATGACTTGTCTGGC 
Reverse ATCCTTAGGTTCCTGAGCTTGACAT 

Gata4 Control Region 
Forward AAGTCACTCCGCTCTTCTAGACAA 
Reverse ATTTAGGTCAGTGTAGTAGCTT 

Nkx2-5 Control Region 
Forward AAGCTGCTTCATTTTTCACCCTCCTA 

Reverse ACTTAAGAGTGACTTGTTTAGCTAA 

Table S2 – Oligonucleotide sequences for ChIP-
PCR 

Development: doi:10.1242/dev.170498: Supplementary information

D
ev

el
o

pm
en

t •
 S

up
pl

em
en

ta
ry

 in
fo

rm
at

io
n



Table S3 – Oligonucleotide sequences for qRT-
PCR 

Transcript Primer Sequences 

Tbx5 
Forward ATGGTCCGTAACTGGCAAAG 
Reverse ACAAGTTGTCGCATCCAGTG 

GAPDH 
Forward GGCCGGTGCTGAGTATGTCG 
Reverse TTCAAGTGGGCCCCGGCCTT 
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Transcript Primer Sequences 

cTnT 
Forward CCAGCAGGCTCTTCATGC 
Reverse TTCATTCAGGTGGTCGATGG 

Nkx2-5 Forward CAGCAACTTCGTGAACTTTGGC 
Reverse AATCTGAGGGACAGGGCATAGTGG 

Cdx1 
Forward ACAGAGCGGCAGGTAAAGATCTGG 
Reverse GGAGACGGTGAAGCCTCAATCTTGT 

Cdx2 
Forward AGCCAAGTGAAAACCAGGACAA 
Reverse TGCAAGGAGGTCACAGGACT 

Cdx4 
Forward GCATGGATGCGCAAAACTGT 
Reverse CCAGAGTCACTTTGCACGGA 

β-Actin
Forward GCGGGAAATCGTGCGTGACATT 
Reverse GATGGAGTTGAAGGTAGTTTCGTG 

Table S4 – Oligonucleotide sequences for 
semi-quantitative RT-PCR 
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Gene Name Primer Sequences 

Gata4 CDRE1 
Forward CACGTGCGCTCCAAAAGTC 
Reverse GCCCCACGTCTTCTGAGATG 

Gata4 CDRE2 
Forward GAAGTATCCCCGCAGCTGTT 
Reverse GGGTCTGCCTCCCCAAGATC 

Tbx5 CDREs1 
Forward ACCTCTCTGTTCCTATCCAGTG 
Reverse GCCTGGACCGATCTCCAGCT 

Tbx5 CDRE2 
Forward GCTCGCAGCTCTCACCAAAT 
Reverse CCTGGGGTGTTGGTGAGG 

Nkx2-5 Forward CTTTCCTCTGTTCCCCTATTAGC 
Reverse GGAAACTTGTTTTATGTGTG 

β-Actin
Forward CCCTAAGGCCAACCGTGAAA 
Reverse GTCCTATGGGAGAACGGCAG 

Table S5 – Oligonucleotide sequences for 
FAIRE-PCR 
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