
Cover: Composite images of P0 mouse kidneys immunostained for GFP (lineage tracer; green), Lotus lectin (proximal tubules; blue), Krt18
(collecting ducts; purple) and Notch2 (red; except for top-left image, in which Slc12a3 is in red). Top: two control kidneys. Bottom: one kidney
(mirrored) in which Notch2 was removed from nephron progenitors. Images not to scale. See Research article by Duvall et al. (dev200446).
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