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Fig.S1 — Proteomic profiling by one-dimensional gel electrophoresis. The proteins from left and right SN of one animal per each group
were separated. Proteins were stained with Coomassie Brilliant Blue R-250.
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Table S1 — Identified proteins of control and 6-OHDA rat SN samples. The first column shows the identification number (ID), the
second column represents the NCBI codes, the third column is the name of identified protein. The last three columns represent the
molecular weight (MW), Mascot Score and the sequence coverage (SC) in percentage. The highlighted rows represents the quantified
PD relevant proteins.

1 | HSP7C_ RAT | Heat shock cognate 71 kDa protein 70,8 813,6 36,2

2 | ACTG_RAT | Actin, cytoplasmic 2 41,8 731,2 49,3

3 CLH1 RAT | Clathrin heavy chain 1 191,5 563,6 9,0

4 | ENOA RAT | Alpha-enolase 47,1 532,1 33,2

5 | KCRB_RAT | Creatine kinase B-type 42,7 524,7 42,0

6 G3P_RAT Glyceraldehyde-3-phosphate dehydrogenase 35,8 503,5 40,8

7 HBA RAT Hemoglobin subunit alpha-1/2 15,3 461,6 69,7

8 | PEBP1_RAT | Phosphatidylethanolamine-binding protein 1 20,8 4446 73,8

9 | 1433G_RAT | 14-3-3 protein gamma 28,3 423,1 33,2

10 | HBB1 RAT | Hemoglobin subunit beta-1 16,0 416,3 57,1

11 | LDHB_RAT | L-lactate dehydrogenase B chain 36,6 415,9 28,7

12 HBA RAT Hemoglobin subunit alpha-1/2 15,3 388,7 51,4

13 | LDHB_RAT | L-lactate dehydrogenase B chain 36,6 378,1 26,3 -

14 | 1433Z_RAT | 14-3-3 protein zeta/delta 27,8 365,4 42,4 2

15 | HBB1 RAT | Hemoglobin subunit beta-1 16,0 361,0 51,0 g

16 | 1433B_RAT | 14-3-3 protein beta/alpha 28,0 359,9 37,8 g

17 | HBB2_RAT | Hemoglobin subunit beta-2 16,0 332,4 47,6 >

18 | TPIS RAT | Triosephosphate isomerase 26,8 323,4 36,9 2

19 | HBB2 RAT | Hemoglobin subunit beta-2 16,0 315,5 46,9 g

20 | MDHM_RAT | Malate dehydrogenase, mitochondrial 35,7 307,9 21,6 %

21 | 14337 RAT | 14-3-3 protein zeta/delta 27,8 299,9 41,6 §

22 | LDHA_RAT | L-lactate dehydrogenase A chain 36,4 298,7 23,5 .

23 | PGAM1 RAT | Phosphoglycerate mutase 1 28,8 289,6 46,5 g

24 | PRDX6_RAT | Peroxiredoxin-6 24,8 286,5 33,5 s

25 | PARK7_RAT | Protein DJ-1 20,0 278,4 54,0 '§

26 | SOMA RAT | Somatotropin precursor (Growth hormone) 24,6 275,9 40,7 5

27 HBA_RAT Hemoglobin subunit alpha-1/2 15,3 270,7 50,7 o

28 | DPYL2_RAT | Dihydropyrimidinase-related protein 2 62,2 264,7 17,0 S
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29 | CH10 RAT | 10 kDa heat shock protein, mitochondrial (Hsp10) (10 kDa chaperonin) 10,9 260,1 51,0
30 | 1433F RAT | 14-3-3 protein eta 28,2 254,5 19,9
31 | PGK1 RAT | Phosphoglycerate kinase 1 44,5 245,5 28,5
32 G3P_RAT Glyceraldehyde-3-phosphate dehydrogenase 35,8 243,9 26,7
33 | 1433B_RAT | 14-3-3 protein beta/alpha 28,0 242,1 19,9
34 | UCHL1_RAT | Ubiquitin carboxyl-terminal hydrolase isozyme L1 24,8 222,1 34,1
35| LDHB RAT | L-lactate dehydrogenase B chain 36,6 209,2 17,1
36 | MDHC_ RAT | Malate dehydrogenase, cytoplasmic 36,5 189,1 13,5
37 | DHPR_RAT | Dihydropteridine reductase 25,5 177,6 27,4
38 | ALDOA RAT | Fructose-bisphosphate aldolase A 39,3 172,3 14,8
39 | CRYM_RAT | Mu-crystallin homolog 33,5 171,5 11,8
40 | MDHC RAT | Malate dehydrogenase, cytoplasmic 36,5 164,5 11,7
41 | MBP_RAT | Myelin basic protein S (MBP S) 215 163,5 23,1
42 HBA RAT Hemoglobin subunit alpha-1/2 15,3 160,2 33,8
43 | PRDX2_RAT | Peroxiredoxin-2 21,8 157,0 18,2
44 | GSTM1 RAT | Glutathione S-transferase Mu 1 25,9 151,7 14,2
45| KCY_RAT | UMP-CMP kinase 22,2 149,0 22,4
46 | GSTM4_RAT | Glutathione S-transferase Yb-3 25,7 148,9 14,2
47 | 1433T_RAT | 14-3-3 protein theta 27,8 148,0 22,9
48 | DOPD_RAT | D-dopachrome decarboxylase 13,1 143,4 30,5
49 | RAB6A RAT | Ras-related protein Rab-6A 23,6 140,3 17,8
50 | DOPD_RAT | D-dopachrome decarboxylase 13,1 138,9 17,8
51 | PRDX1 RAT | Peroxiredoxin-1 22,1 138,2 22,6
52 | 1433F_RAT | 14-3-3 protein eta 28,2 137,7 15,0
53 | MBP_RAT | Myelin basic protein S (MBP S) 215 134,9 16,9
54 | HBB1 RAT | Hemoglobin subunit beta-1 16,0 128,8 34,7
55 | GDIR1 RAT | Rho GDP-dissociation inhibitor 1 23,4 126,2 22,1
56 | PDXK_RAT | Pyridoxal kinase 34,9 126,1 10,9
57 | GSTM4_RAT | Glutathione S-transferase Yb-3 25,7 1229 13,3
58 | CH10_RAT | 10 kDa heat shock protein, mitochondrial (Hsp10) (10 kDa chaperonin) 10,9 121,3 13,7
59 | PDXK RAT | Pyridoxal kinase 34,9 120,0 9,3
60 | DOPD_RAT | D-dopachrome decarboxylase 13,1 119,3 30,5
61 | SAHH_RAT | Adenosylhomocysteinase 47,5 115,7 4,4
62 | ALBU_RAT | Serum albumin precursor 68,7 114,9 6,9
63 | CALB2 RAT | Calretinin 31,4 1115 14,8
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64 | TBB2A RAT | Tubulin beta-2A chain 49,9 109,8 8,8
65 MBP_RAT Myelin basic protein S (MBP S) 21,5 107,7 25,1
66 NSF RAT Vesicle-fusing ATPase 82,6 105,7 3,1
67 | MDHM_RAT | Malate dehydrogenase, mitochondrial 35,7 99,6 7,1
68 | CALB1 RAT | Calbindin (Vitamin D-dependent calcium-binding protein, avian-type) 30,0 98,5 7,3
69 | MBP_RAT | Myelin basic protein S (MBP S) 21,5 95,6 11,3
70 | ERP29 _RAT | Endoplasmic reticulum resident protein 29 28,6 92,3 115
71 | HBB1 RAT | Hemoglobin subunit beta-1 16,0 91,6 21,1
72 | CAH2 RAT | Carbonic anhydrase 2 29,1 89,8 9,6
73 | MTPN_RAT | Myotrophin (Protein V-1) (Granule cell differentiation protein) 12,9 89,0 14,4
74 | PRDX6_RAT | Peroxiredoxin-6 24,8 88,9 18,3
75 | HPRT _RAT | Hypoxanthine-guanine phosphoribosyltransferase 24,5 88,5 10,6
76 | ATPB_RAT | ATP synthase subunit beta, mitochondrial 56,3 86,9 7,2
77 | ASGL1 RAT | L-asparaginase 34,4 86,6 5,7
78 NSF_RAT Vesicle-fusing ATPase 82,6 81,0 1,7
79 | IMPA1 _RAT | Inositol monophosphatase 30,5 78,6 4,3
80 | F10A1 RAT | Hsc70-interacting protein (Hip) 41,3 77,4 9,5
81 | UCHL1 RAT | Ubiquitin carboxyl-terminal hydrolase isozyme L1 24,8 74,1 7,2
82 | MTPN_RAT | Myotrophin (Protein V-1) (Granule cell differentiation protein) 12,9 71,7 14,4
83 NSF_RAT Vesicle-fusing ATPase 82,6 71,7 4,0
84 | LDHA_RAT | L-lactate dehydrogenase A chain 36,4 71,2 3,0
85| 6PGL_RAT | 6-phosphogluconolactonase 27,2 70,5 18,7
86 | THTR_RAT | Thiosulfate sulfurtransferase 334 70,4 10,4
87 | TPIS RAT | Triosephosphate isomerase 26,8 69,9 5,2
88 NSF_RAT Vesicle-fusing ATPase 82,6 68,3 1,7
89 | LGUL RAT | Lactoylglutathione lyase 20,8 67,6 11,4
90 MIF_RAT Macrophage migration inhibitory factor 12,5 66,6 9,6
91 | UK114 RAT | Ribonuclease UK114 14,3 64,5 19,0
92 | PRDX2 RAT | Peroxiredoxin-2 21,8 64,3 14,1
93 | DOPD RAT | D-dopachrome decarboxylase 13,1 63,2 11,0
94 | MBP_RAT | Myelin basic protein S (MBP S) 215 62,3 51
95 | DHPR RAT | Dihydropteridine reductase 25,5 59,5 6,6
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