
Supplementary Table S3. DTC migration data, statistical analysis, and phenotypic categorization                 

      P0   95% CI 
Defect Type 
(%)   F1   95% CI Defect Type (%)   Express 

Sequence Name Genepairs ID Locus 
defec
t    N low high 1 2 3   defect    N low high 1 2 3   DTC BWM 

B0511.8 B0511.8   0.53 66 0.40 0.65 0 9 86                       
C01G8.5 C01G8.5 erm-1 0.32 74 0.22 0.44 0 0 100                       
C02C6.1 C02C6.1 dyn-1 0.80 52 0.67 0.90 0 17 83                       
C02F4.1 C02F4.1 ced-5 0.38 98 0.28 0.48 16 27 57   0.70 86 0.59 0.79 7 46 47       
C06G3.10 C06G3.10 cogc-2 0.54 168 0.46 0.61 21 0 79   0.40 80 0.29 0.52 0 0 100       
C09G12.8 C09G12.8 ced-10 0.58 60 0.45 0.71 7 27 67   0.65 46 0.50 0.79 8 31 58       
C09H10.7 C09H10.7   0.08 66 0.03 0.17 0 0 100   0.96 98 0.90 0.99 57 0 26       
C15F1.3 C15F1.F tra-2 0.17 98 0.10 0.26 0 18 82   0.64 44 0.48 0.78 36 14 43       
C16C10.6 C16C10.6   0.39 130 0.31 0.48 2 10 88                       
C24D10.4 C24D10.4   0.05 100 0.02 0.11 0 20 80   0.46 92 0.35 0.56 0 2 98       
C27H6.2 C27H6.2 ruvb-1 0.47 64 0.34 0.60 0 10 87                       
C28C12.8 C28C12.8 hlh-12 0.80 92 0.71 0.88 30 1 69   0.50 144 0.42 0.58 31 6 64       
C36E8.5 C36E8.5 tbb-2 0.88 56 0.78 0.95 67 14 18                       
C37C3.6 C37C3.6 ppn-1 1.00 146 0.98 1.00 86 0 14                       
C43H6.9 C43H6.9 glr-7 0.09 90 0.04 0.17 0 25 75   0.38 78 0.28 0.50 0 0 100       
C47B2.3 C47B2.3 tba-2 1.00 30 0.91 1.00 100 0 0                       
C47E12.4 C47E12.4 pyp-1 0.41 56 0.28 0.55 4 4 83                       
C47E8.7 C47E8.7 unc-112 0.22 110 0.15 0.31 0 4 96   0.37 30 0.20 0.56 0 27 73       
C53B4.1 C53B4.1   0.14 96 0.07 0.22 0 8 92   0.32 84 0.22 0.43 0 0 100       
C56C10.8 C56C10.8 icd-1 0.50 58 0.37 0.63 10 47 43                       
D1037.4 D1037.4 rab-8 0.45 80 0.34 0.57 0 27 73   0.40 72 0.29 0.53 6 19 74       
D1069.3 D1069.3   0.34 68 0.23 0.46 14 36 50   0.83 116 0.75 0.89 68 7 25       
F01G12.5 F01G12.5 let-2 0.88 26 0.70 0.98 65 5 30                       
F11A3.2 F11A3.2   0.42 96 0.32 0.52 0 0 100                       
F14F3.1 F14F3.1 vab-3 0.54 90 0.44 0.65 0 61 39   0.58 98 0.48 0.68 0 75 25       
F20H11.2 F20H11.2 nsh-1 0.27 90 0.19 0.38 0 4 96   0.45 94 0.34 0.55 33 5 56       
F21C3.5 F21C3.5   0.32 68 0.21 0.45 0 0 100   0.47 34 0.30 0.65 50 0 50       
F25G6.2 F25G6.2   0.56 88 0.45 0.66 31 4 65                       
F25H8.3 F25H8.3 gon-1 1.00 70 0.96 1.00 100 0 0                       
F26E4.8 F26E4.8 tba-1 0.93 72 0.85 0.98 82 4 13                       
F26F4.11 F26F4.11   0.39 84 0.29 0.51 30 3 67                       
F28D1.10 F28D1.10 gex-3 0.38 82 0.27 0.49 3 10 74                       
F32D1.10 F32D1.10 mcm-7 0.30 137 0.22 0.38 7 0 90                       
F32D1.2 F32D1.2   0.41 106 0.31 0.51 2 2 95                       
F35G12.8 F35G12.8 smc-4 0.58 80 0.46 0.68 28 11 52                       



F40F11.2 F40F11.2   0.76 79 0.65 0.85 75 5 20                       
F44C4.4 F44C4.4 gon-14 0.15 98 0.09 0.24 0 0 100   0.63 90 0.53 0.73 47 4 47       
F44F4.11 F44F4.11 tba-4 1.00 27 0.90 1.00 85 7 7                       
F49D11.1 F49D11.1 prp-17 0.34 70 0.23 0.47 8 8 79                       
F54G8.3 F54G8.3 ina-1 0.33 84 0.23 0.44 43 0 57   0.26 78 0.16 0.37 10 0 90       
F55C7.7 F55C7.7 unc-73 0.32 62 0.21 0.45 0 0 100   0.19 64 0.10 0.30 0 0 100       
F55F10.1 F55F10.2   0.22 110 0.15 0.31 0 0 100   0.32 78 0.22 0.44 0 4 96       
F56A3.3 F56A3.3 npp-6 0.46 92 0.35 0.56 0 12 88                       
F56B3.8 F56B3.8   0.36 94 0.27 0.47 0 3 97   0.37 104 0.27 0.47 0 0 100       
F57C7.3 F57C7.3 sdn-1 0.28 80 0.18 0.39 0 14 86   0.40 82 0.28 0.50 0 3 97       
F57H12.1 F57H12.1 arf-3 0.72 80 0.61 0.82 43 2 55                       
F58A4.11 F58A4.11 gei-13 0.25 92 0.17 0.35 0 9 91   0.35 51 0.22 0.50 0 17 83       
F58A4.8 F58A4.8 tbg-1 0.26 76 0.17 0.38 0 10 90   1.00 77 0.96 1.00 86 0 6       
F59A2.1 F59A2.1 npp-9 0.35 86 0.25 0.46 10 0 90                       
H06I04.3 Y53G8B_93.d   0.49 142 0.40 0.57 1 9 90                       
K01G5.7 K01G5.7 tbb-1 1.00 54 0.95 1.00 85 0 15                       
K06H7.6 K06H7.6 apc-2 0.11 92 0.05 0.19 0 30 70   0.76 112 0.67 0.83 42 0 33       
K07E12.1 K07E12.1 dig-1 0.23 176 0.17 0.30 2 24 54   0.34 212 0.28 0.41 21 9 70       
K09B11.9 K09B11.9   0.26 86 0.17 0.36 4 0 96   0.48 71 0.36 0.60 0 3 97       
M03D4.1 M03D4.1 zen-4 0.66 61 0.52 0.77 18 5 77                       
M03F4.2 M03F4.2 act-4 0.94 36 0.81 0.99 91 0 9                       
M03F4.3 M03F4.3 tag-126 0.20 94 0.13 0.30 0 16 84   0.30 82 0.21 0.42 0 0 100       
M05B5.5 M05B5.5 hlh-2 0.97 68 0.90 1.00 89 3 8                       
M106.1 R06F6.10 mix-1 0.70 68 0.58 0.81 35 6 58                       
M6.1 M6.1 ifc-2 0.29 82 0.20 0.40 0 0 100   0.33 84 0.23 0.44 4 11 85       
R02F2.7 R02F2.7   0.43 98 0.33 0.53 0 19 81                       
R07G3.1 R07G3.1 cdc-42 0.49 74 0.37 0.61 31 11 58                       
R08D7.2 R08D7.2   0.11 96 0.06 0.20 0 9 91   0.91 76 0.82 0.96 12 1 83       
R10A10.2 R10A10.2 rbx-2 0.15 34 0.05 0.31 0 0 100   0.47 62 0.34 0.60 0 0 100       
R10E11.1 R10E11.1 cbp-1 0.76 126 0.68 0.83 49 7 44                       
R53.6 R53.6   0.24 72 0.14 0.35 0 6 94   0.79 95 0.69 0.87 25 0 75       
T04A8.6 T04A8.6   0.36 88 0.26 0.47 0 9 91                       
T04C12.6 T04C12.6 act-1 0.89 44 0.75 0.96 69 3 28                       
T05C12.7 T05C12.7 cct-1 0.44 36 0.28 0.62 13 19 69                       
T09A5.10 T09A5.10 lin-5 0.47 125 0.38 0.56 19 2 80                       
T09A5.6 T09A5.6 mdt-10 0.15 88 0.08 0.24 0 8 92   0.43 101 0.33 0.53 19 7 74       
T09E8.1 T09E8.1   0.73 96 0.63 0.81 31 4 64   0.64 88 0.53 0.74 18 2 81       
T13H5.4 T13H5.4   0.35 54 0.23 0.49 0 21 74                       
T22F3.4 T22F3.4 rpl-11.1 0.73 110 0.63 0.81 4 4 93   0.86 7 0.42 1.00 100 0 0       



T23B12.7 T23B12.7 dnj-22 0.24 147 0.17 0.32 0 3 97   0.56 71 0.44 0.68 23 10 68       
T23F6.4 T23F6.4 rbd-1 0.40 110 0.31 0.50 14 11 75                       
W02A11.4 W02A11.4 uba-2 0.57 70 0.45 0.69 0 27 73   0.91 32 0.75 0.98 50 4 46       
W03H9.4 W03H9.4   0.45 134 0.36 0.54 2 8 90                       
W07E6.1 W07E6.1   0.64 66 0.51 0.75 7 36 57                       
Y19D2B.1 Y19D2B.1   0.80 92 0.71 0.88 61 1 36   0.45 40 0.29 0.62 6 11 83       
Y38F1A.5 Y38F1A.5 cyd-1 0.21 98 0.14 0.31 0 0 100   0.47 86 0.36 0.58 30 0 63       
Y47D3A.6 Y47D3A.L tra-1 0.52 93 0.41 0.62 10 29 60   0.52 140 0.44 0.61 34 34 29       
Y48A6C.5 Y48A6C.5 pha-1 0.56 66 0.43 0.68 11 14 73   0.48 62 0.36 0.61 3 3 93       
Y48G1A.5 Y48G1A_54.c imb-5 0.64 42 0.48 0.78 0 22 74                       
Y51H7C.6 Y51H7C_255.g cogc-4 0.47 110 0.38 0.57 6 2 92                       
Y55F3AR.3 Y55F3A_750.d   0.92 100 0.85 0.96 48 1 51                       
Y59A8B.6 Y59A8C.B   0.61 98 0.51 0.71 0 0 100   0.48 50 0.34 0.63 50 4 46       
Y65B4BR.5 Y65B4B_10.d   0.38 90 0.28 0.49 0 6 94   0.28 78 0.19 0.4 0 0 100       
Y71F9AM.4 Y71F9A_290.a cogc-3 0.57 98 0.47 0.67 7 15 78                       
Y71G12B.11 Y71G12A_195.e   0.98 52 0.90 1.00 94 0 6                       
Y92H12A.1 Y92H12A.1 src-1 0.60 40 0.43 0.75 88 4 8                       
ZC504.4 ZC504.4 mig-15 0.47 94 0.36 0.57 20 27 52   0.45 84 0.34 0.56 50 0 50       
ZK1058.2 ZK1058.2 pat-3 0.30 100 0.21 0.40 10 17 73                       
ZK1151.1 ZK1151.2 vab-10 0.63 72 0.50 0.74 35 30 35                       
ZK1236.3 ZK1236.3 sor-1 0.31 98 0.22 0.41 3 13 83   0.92 12 0.62 1.00 45 9 45       
ZK328.5 ZK328.5 npp-10 0.45 100 0.35 0.55 2 9 87                       
ZK430.7 ZK430.7   0.47 96 0.37 0.57 2 13 84   0.50 12 0.21 0.79 17 0 83       
ZK637.8 ZK637.8 unc-32 0.84 82 0.74 0.91 4 0 96                       
ZK652.1 ZK652.1 snr-5 0.79 96 0.70 0.87 11 4 85                       

 


