Table S1: Reproducibility of the shuttling kinetics

transfected co-transfected Half Rec. Time (min) SEM
B—catenin - 2:12 0:12
B—cateninS45A - 2:.07 0:09
mYFP - 1:09 0:07
YFP-CFP - 4:51 0:36
B—cateninAN - 2:52 0:10
B—cateninAC - 4:12 0:16
B—cateninANC - 5:02 0:28
B—cateninNESNLS - 0:40 0:06
B—cateninINES - 1:03 0:08
p-cateninAarm2-5 - 2:09 0:13
B—catenin CFP-APC 2:35 0:11
B—catenin CFP-axin 2:22 0:16
B—catenin CFP-axin2 2:20 0:08
B—catenin CFP-axinAC 2:19 0:05
B—catenin CFP-BCLY9v 4:19 0:05
B—catenin CFP-BCL9fs 3:17 0:21
B—catenin CFP-BCL9V/RFP-Pyg2 4:19 0:16
BCL9v - 9:30 0:20
B—catenin E-cadherin 2:19 0:46
B—catenin TCF-CFP 3:17 0:07

Mean Half Recovery Times (HRTs) and standard error (SEM) (minutes) of compartment bleach experiments with 8-12 cells

each; HRTs were calculated as t, = In(%2) with the curves fitted to the equation ﬂuorescence =1- e(k'time) .
’ k

transfected co-transfected mean HRT cyto (sec) SEM mean HRT nuc SEM
B—catenin - 34 0,3 2,4 0,2
B-cateninS45A - 2,8 0,3 2,6 0,3
YFP - 1,7 0,6 0,9 0,2
YFP-CFP - 2,8 0,3 0,9 0,1
B—catenin CFP-APCfs 7,8 1,7 - -
APCfs - 7,6 1,1 - -
B—catenin CFP-axin 72 1,3 - -
axin - 12,7 2,0 - -
B—catenin CFP-axin2 11,1 2,2 - -
axin2 - 25,4 6,6 - -
B—catenin CFP-axinAC 3,0 0,1 - -
axinAC - 2,9 0,4 - -
B—catenin TCF-CFP - - 5,6 1,1
TCF4 - - - 11,8 1,7
B—catenin CFP-BCL9v 45 0,8 3,3 0,6
BCL9v - 3,5 0,5 3,3 0,6
B—catenin CFP-BCL9v + RFP-Pyg2 4.6 0,6 2,6 0,4
Pygopus2 - - 1,6 1,2
B—catenin E-cadherin 8,0 1,2 - -

Mean Half Recovery Times and standard error (seconds) of point bleach experiments in the indicated compartments with at
least 5 cells; HRTs were determined directly from the individual recovery curves.
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