
Supplementary Figure S5. Localization of the peptides identified by mass spectrometry 

along the protein sequences.  

The position and length of the peptides are underlined. The regions matching peptides are 

highlighted. Grey highlight: regions matching at least one peptide, black highlight: region 

matching a single peptide, specific for one isotype. A. Localization of the peptides along the 

PtCenBP1p sequence. A same peptide can match several PtCenBP1p internal repeats, 

designated rP1 to rP6, because of their high homology. B. Localization of the peptides along 

the PtCenBP2p and PtCenBP3p sequences. C. Localization of the peptides along the proteins 

of the ICL1a sub-family. D. Localization of the peptides along the proteins of the ICL1e sub-

family. E. Localization of the peptides along the proteins of the ICL3a and ICL3b sub-

families. F. Localization of the peptides along the proteins of the ICL5 sub-family. G. 

Localization of the peptides along the proteins of the ICL7 sub-family. H. Localization of the 

peptides along the proteins of the ICL8 sub-family. I. Localization of the peptides along the 

proteins of the ICL9 sub-family. J. Localization of the peptides along the proteins of the 

ICL10 sub-family. K. Localization of the peptides along the proteins of ICL11 sub-family.  

 

A. Localization of the peptides along the PtCenBP1p sequence. 

 
 
Nterm    1 MPPGQLQKNKQQQKNVLTPQKLELLQENRKLLSHIFNMGNLNGQHNLHRAMLRMRRAMIE 
 
 
Nterm   61 KKIDVSKISKKIKGKIVSQLLRYESHTSLHEAFLRWKVRADPEIVKKAVDQILLNSRLNE 
 
 
Nterm  121 FNAFHKLKNLLGQKDLQKKMNAKKRKNMCLMNLALFLQKKEFQLKTAAVAALKPKNQDSD 
 
 
Nterm  181 KMLGLLLWSISSKHRERYLREKFNWWRLYSKVKSDKLQKQLKALERLGDEYNMRNDRLDR 
 
 
Nterm  241 QRLKEVQNISNYYQAFEKWRGDLMNFRLKKKFFSVLLKTTFGRLQRCYTRWVDLPDKREN 
 
 
Nterm  301 DMKKQGMLLITKLTNKADQNKRLVWNSFKAIDDDAKNKKTKVIRELIEVTFNQSYTAFYK 
 
 
Nterm  361 WANYNTYAKLTETNLRKIKALQASANVTQQLVKFETFKLFGLSKKAEICSFLNKLILKIQ 
 
 
Nterm  421 QRQKIDAMRQIENVSMQKKMQEKLDNVNKQEIISRLGDTANKTEKGLLRQVLRKFALLRE 
 
 
Nterm  481 QQEIKNKYFVRIISTTSGMAMDAFRRWKQLPDPAEQQMLQNVSKFQLRLQFLFKQRVKQS 
 
 
Nterm  541 FDPLKEVYYQGIQSKRLCIKQMLVKQLSAPQRFLRQWQSMNKIYKSVIACQKTNNFFDSL 



 
 
Nterm  601 QDVLKNNIKAFLYTRKDAEVKEKCLVKLMSSFTNNLMIAFLKWKNYNKQQKISENLGDEK 
 
 
Nterm  661 KKYMLLNLQRFIKNDNLNRLRRILRLFYNEQQVNQLIKKIHLRVLQTQIGQVELSFQKWK 
 
 
Nterm  721 SLPGDDALKNQAKVSKFAISLGKIAYRFVKLNSWDQLENNLLDGQAKKKFCINKIIAITQ 
 
 
Nterm  781 SDLKKAFLLWHRKAWEMKMFDKFSQLNVTLNDQIVKQKLIGWINAGSKVKFFALTEVLRR 
 
 
Nterm  841 FNQNAIEHNLKRKAMVI 
 

 
rP1   851 RNTISQVWLSFNRWKQLPEENNNDLKVQATKFEKSLSKFVFHILKKHSWNPLQEVYDDGL 
rP2  1279 RTQIGAVWDTFNKWKNLPEANP-DDLIKASRFETQLNKFTLHIWRKRTWNPLQEVYDDAQ 
rp3  1706 RTQIGAVWDTFNKWKNLPEANA-DDLIKASRFETQLNKFTLHIWRKRTWNPLQEVYDDAQ 
rP4  2133 RTQIGAVWDTFNKWKNLPEANP-DDLIKASKFETQLNKFTLHIWRKRTWNPLQEVYDDAQ 
rP5  2560 RTQIGAVWDTFNKWKNLPEANP-DDLIKASRFETQLNKFTLHIWRKRTWNPLQEVYDDAQ 
rP6  2987 RTQIGAVWDTFNKWKNLPEANP-DDLIKASRFETQLNKFTLHIWRKRTWNPLQEVYDDAQ 
 
 
 
 
 
rP1   911 AIKKRAVLLMIKTQESEQQRTLDQWNKNVSLIREVERCKVVISLFGLLGSHIKNNIAPLK 
rP2  1339 ALKKRAIILMIKTQESEQQRALDQWNKNVGLMKEVERCKCVIGLFGFIGVHIKNNIAPLK 
rp3  1766 ALKKRAIILMIKTQESEQQRALDQWNKNVGLMKEVERCKCVIGLFGFIGVHIKNNIAPLK 
rP4  2193 ALKKRAIILMIKTQESEQQRALDQWNKNVGLMKEVERCKCVIGLFGFIGVHIKNNIAPLK 
rP5  2620 ALKKRAIILMIKTQESEQQRALDQWNKNVGLMKEVERCKCVIGLFGFIGVHIKNNIAPLK 
rP6  3047 ALKKRAIILMIKTQESEQQRALDQWNKNVGLMKEVERCKCVIGLFGFIGVHIKNNIAPLK 
 
 
 
rP1   971 PDEESQKKEKALLRLIGNFDSNLRYFFMKWYNDGKLEKLQGAMTDEKKKLLLEAINNFSK 
rP2  1399 PDEESQKKEKALLRLIGNFDSNLRYFFMKWYNDGKLEKLQGAMTDEKKKLLLEAINNFSK 
rp3  1826 PDEESQKKEKALLRLIGNFDSNLRYFFMKWYNDGKLEKLQGAMTDEKKKLLLEAINNFSK 
rP4  2253 PDEESQKKEKALLRLIGNFDSNLRYFFMKWYNDGKLEKLQGAMTDEKKKLLLEAINNFSK 
rP5  2680 PDEESQKKEKALLRLIGNFDSNLRYFFMKWYNDGKLEKLQGAMTDEKKKLLLEAINNFSK 
rP6  3107 PDEESQKKEKALLRLIGNFDSNLRYFFMKWYNDGKLEKLQGAMTDEKKKLLLEAINNFSK 
 
 
 
 
 
 
rP1  1031 NNDFARLRAILAKFRRNSSITAVQDRFFAKLFATQFGGAIKAFQKWKNLPEPVNTEQLKN 
rP2  1459 NNDFARLRAILAKFRRNSSITAVQDRFFAKLFATQFGGAIKAFQKWKNLPEPVNTEQLKN 
rp3  1886 NNDFARLRAILAKFRRNSSITAVQDRFFAKLFATQFGGAIKAFQKWKNLPEPVNTEQLKN 
rP4  2313 NNDFARLRAILAKFRRNSSITAVQDRFFAKLFATQFGGAIKAFQKWKNLPEPVNTEQLKN 
rP5  2740 NNDFARLRAILAKFRRNSSITAVQDRFFAKLFATQFGGAIKAFQKWKNLPEPVNTEQLKN 
rP6  3167 NNDFARLRAILAKFRRNSSITAVQDRFFAKLFATQFGGAIKAFQKWK-NPEPVNTEQMKN 
 
 
 
 
rP1  1091 ARKFERTLDILFRSHLKVSFDPLKEDYMDALNIKRMCLRKLFEKSMSAHKRLFLLWAQQN 
rP2  1519 ARKFERTLDILFRSHLKVSFDPLKEDYMDALNIKRMCLRKLFEKSMSAHKRLFLLWAQQN 



rp3  1946 ARKFERTLDILFRSHLKVSFDPLKEDYMDALNIKRMCLRKLFEKSMSAHKRLFLLWAQQN 
rP4  2373 ARKFERTLDILFRSHLKVSFDPLKEDYMDALNIKRMCLRKLFEKSMSAHKRLFLLWAQQN 
rP5  2800 ARKFERTLDILFRSHLKVSFDPLKEDYMDALNIKRMCLRKLFEKSMSAHKRLFLLWAQQN 
rP6  3227 ARKFERTLDLLFRGRVKASFEPLKDVYQEGNSKKLYCLRKLMTLAMGQNKRLFLYWRDIN 
 
 
 
 
 
rP1  1151 RQAKQIEVCRLTTALFVGLAQIVTANVQPIMQNPREAQAKEKALHLIFQGQAENLSRAFF 
rP2  1579 RQAKQIEVCRLTTALFVGLAQIVTANVQPIMQNPREAQAKEKALHLIFQGQTENLLRAFF 
rp3  2006 RQAKQIEVCRLTTALFVGLAQIVTANVQPIMQNPREAQAKEKALHLIFQGQTENLLRAFF 
rP4  2433 RQAKQIEVCRLTTALFVGLAQIVTANVQPIMQNPREAQAKEKALHLIFQGQAENLSRAFF 
rP5  2860 RQAKQIEVCRLTTALFVGLAQIVTANVQPIMQNPREAQAKEKALHLIFQGQAENLSRAFF 
rP6  3287 RLHKSIETCKYTTNLFQTLAFTLAGHVQSIFKPNKQQESVLNKMLLNYN---NTLRWAFV 
 
 
 
 
 
rP1  1211 LWRNRAQQERMNQNFEDALTIEKKKQLTEQLVQFENGNKFALYRQILAKFSLAHKKEKLV 
rP2  1639 KWRNWSQQDRMNDNLLNQLQSEQRKELVDRLQGFCHGNKLNLYRLILAKFSLAHKKEKLV 
rp3  2066 KWRNWSQQDRMNDNLLNQLQSEQRKELVDRLQGFCHGNKLNLYRLILAKFSLAHKKEKLV 
rP4  2493 LWRNRAQQERMNQNFEDALTIEKKKQLTEQLVQFENGNKFALYRQILAKFSLAHKKEKLV 
rP5  2920 LWRNRAQQERMNQNFEDALTIEKKKQLTEQLVQFENGNKFALYRQILAKFSLAHKKEKLV 
rP6  3347 HWNNQAKQAKIQS----QLDDEKKKLLLFALHRNLRTNDQGKLRDILRKFSKERQKQALI 
 
rP1  1271 LQINARIL 
rP2  1699 LQINARIL 
rp3  2126 LQINARIL 
rP4  2553 LQINARIL 
rP5  2980 LQINARIL 
rP6  3407 KKIQIQLL 
 
 
 
 
Cterm  3422 VGQIEVSFQKWKALPETKALDQMKASIFEKSLNRFKIHMVRKSAYNQLYNIYLDGQAKQK 
 
 
Cterm  3482 YAINKMLYNCMSAQKKAFLKWYKVVEFSKAAEAFDISDKKKLAIQLFYQHKMNQLNVAFV 
 
 
Cterm  3542 EWKRLSSHLTNKQETAQEREVRLKREAILLFQNFAQIRLRIYFQRWNIRAVKKNMISVFN 
 
 
Cterm  3602 AIQKLLCTERMMKQDRELIKEALDIWRGPKLQNQWFQRVAEMIAKNTRITPQIAFWRMRDNA 
 
 
Cterm  3662 TTQKAVSLNTLQIVKCKKLINNLLKAYDRVRQRAFTNIEHFGRGITDASSFQPSHSSFLQ 
 
 
Cterm  3722 QTPVRDSQAKSQMESIILKNSQQVALSTLQRVFRRHLKIRFTELVLIASQCQKLGEQMLK 
 
 
Cterm  3782 SSIQPTQYKFIHKKMATEKLIGVLERNLQLKELVFFNSIANQSDPDLLKRMNELIEENSR 
 
 
Cterm  3842 LRDQATNDETINSKDQQISEQQRLIQDLNTRLDRMRGQRMIKSLEEYQDHLVEDGFFAIE 
 
 



Cterm  3902 EYKKE* 
 
 
 



B) Localisation of the peptides along CenBP2 and CenBP3 sequences. 
 
 

CenBP3    1 MLSDSNNRLSTQLSPKLKGIIVSQLIKTQSSLSIQDAFIRWQVRTNPEIVKKAVDKILLN 
CenBP2    1 MLSDTNNQLSTKLSPKLKGIIVSQLIKTQQNLTLQDAFIRWQVRTNPEIVKQAVDKILLN 
 
 
CenBP3   61 SKLNQFNAFHKLKFLLG-YQKLLIRMNAKKKKNLSIINLALFVQKKELQLKRQAIESIKP 
CenBP2   61 SKLNQFNAFHKLKFLLGTKQPKEARMNARKKKNLSLINLALFIQKKELQLKRQAIESIKP 
 
 
CenBP3  120 TSQDTNKMLGLLIWSISSKYRERYLREKFNWWKLIAKIKSNKLEKQLKALERLGDEYNMR 
CenBP2  121 TSQDSNKMLGLLIWSISSKYRERYLREKFNWWKLIAKMKSNKLEKQLKALEILGDEYNMR 
 
 
 
CenBP3  180 NDRLDRQRLKEAFEIWRGDLLNFRLKKKFFAVLLKTTFGRLQRCYTRWVDLPDKRENDIK 
CenBP2  181 NDRLDRSRLKEAFEIWRGDLLNFRLKKKFFAVLLKTTFGRLQRCYTRWVDLPDKRENDIK 
 
 
CenBP3  240 KQGLLLINKLGNKVDQNKRLVWNAFKDIHDEAKNKKTKVIRELIEVTFNQSYTAFYKWAN 
CenBP2  241 KQGLLLINKLGNKVDQNKRLVWNAFKDLHDEAKNKKTKVIRELIEVTFNQSYTAFYKWAN 
 
 
CenBP3  300 YNTYAKLTETNLKKIKSFQQSANVTHQLVKQETFKLFNLSKKMQICSFLDKIILKLQQRQ 
CenBP2  301 YNTYAKLTETNLKKIKSLQQSANVTHQLVKQETFKLFNLSKKMQICSFLDKIILKLQQKQ 
 
 
CenBP3  360 KLDSLRQIENYCVQKKMEEKLKNINKQDLISRLKDTANKTEKGLLKQVLKKFSLNRTTQE 
CenBP2  361 KLDALRQIENYCVQKKMEEKLNNINKQDLIARLKETANKTEKGLLKQILRKFQINRETQE 
 
 
CenBP3  420 IKNKYFGRILLSVNGQLIDAFRKWKTLPNPNDINNIQKASKFQIKLQMFITNKRKQAYDP 
CenBP2  421 IKNKYFGKILLSVNGQLIDSFRKWKILPNPDDINNIQKVSKFQMKLQLFIVNKHKQAYDP 
 
 
CenBP3  480 LKYLYYDALQKKRFCIRQLFSVTMSAPQRYLKQWQNVAKVYKSVVACQKTNNLFYSLALI 
CenBP2  481 LKYLYYEALQKKRFCIRQLFSVTMSAPQRYIKQWQNVAKVYKSVVACQKTNNLFYSLAMI 
 
 
CenBP3  540 IQSNLLTFVQNKKDVDIKEKCIQKILASQHSNLAIAFFKWKSHNKQEQILERLGDEKMKF 
CenBP2  541 LQSNLLAFIQNKKDVDIKEKCIQKILASQHSNLAIAFFRWKSQNKQQQILERLGDEKMKF 
 
 
CenBP3  600 LILNLKKFLENDKKQRLRRALNLFHQKLQVAQQIKKINLRLMQTVVGQVSSSFQKWKYLP 
CenBP2  601 LILNLKKFLENDKKQRLRRALNLFNSNLQLAQQIKKINLRLMQTVIGQVSTSFQKWKYLP 
 
 
CenBP3  660 EDKVNGSTAKVSKFMISLGRVAYRFVKVNSWNIMEDYLLDGQAKKKYCINKIISVGQSDL 
CenBP2  661 EDRVNGKTVKVSKFMISLGRVAYRFVKVNSWNILEDDLLEGQAKKKYCINKIFSVGQSDL 
 
 
CenBP3  720 KTAFLIWHRRSWEMKMFDQFSQLNVTLNDEIIKQRLINWINSGNKVKHYALIEILKRFHQ 
CenBP2  721 KTAFLSWHRRSWEMKMFDQFSQLNVTLNDEIIKQRLVNWINSGYKVKHYALIEILKRFHQ 
 
 
CenBP3  780 NAESHNLRRKALAIIHRNTISQVWISFNKWKQIPEHDYSQLTKVTKFEQSINRFLIRQAK 
CenBP2  781 NAQSYNLRRKALAIIHRNTISQVWISFNKWKQIPELDYSQLAKVTKFEQQFNHFLIRQTK 
 
 
CenBP3  840 KKTWNPLNEIYDDALAIKKRAVLLLVKTQESEQQQALSKWNKNVALIQEVERCKSVILLF 



CenBP2  841 KKIWNPLYEIYDDALAIKKRAVLLLIKTQESEQQKALSNWNKNVSLIQEVERCKSVILLF 
 
 
CenBP3  900 KFVGDQIQCNLQIMQPNQESRLKEKALLKIIGGNYDNIRYFFMRWRNYLKFERLQAIEGE 
CenBP2  901 KFVGDQIQFNLQIMQPNQESRLKEKALLKIIGGNYDNIRYFFMRWTNYLKFERIQAIEGE 
 
 
CenBP3  960 KKEFLIRQIGFFYRNNMKSKLRLALSKFKRNSVLSAVQQKFFSRLFSTKFGGAIVAFQKW 
CenBP2  961 KKEFLIRQIGFFYRNNMKSKLRLALSKFKRNSVLSAVQQKFFSKLFSTKFGGAIVAFQKW 
 
 
CenBP3 1020 KNLPDIQNYENVKKGRRLEKLLENLYRGRIKLSYDPLKDEYQEAMNKKMHCIRKLIILGM 
CenBP2 1021 KNLPEIQNFENLKKGRRLEKILENLYRGRIKLSYDPLKDEYQEAMNKKLHCIRKLIILGM 
 
 
CenBP3 1080 GSNKRLFLSWRNTNRLLKSIETCKQTTNFFQTLSLTLSGNVQVIFKTNQLQEKVFEKMLS 
CenBP2 1081 GLNKRLFLQWRNTNKLLKSIETCKQTTNFFQTLALTLSGNVQVIFKTNQLQEKVFEKMLS 
 
 
CenBP3 1140 QYNNLLRWAFIKWNNQAKSDRIASLMDKETRKFLLFALQRNLKHNKIGQLRDILRNFNDR 
CenBP2 1141 KYNNLLRWGFIKWNNQAKSAKIASLMDQEKRKFLLFALQRNLKHNQNGQLRDILRKFNDG 
 
 
CenBP3 1200 RNRINLIKKIQLKFLHTFAGQVETSFLKWKQLPDSSNLKQASRFEQKLNSFKIQILRKSS 
CenBP2 1201 RSRQNLIKKIQLKLLHTFAGQVETSFLKWKQLPDPSNLKQASIFEQKLNSFKLQVLRKSS 
 
 
CenBP3 1260 FKYLQNIYQDGQAKQKYAINKLMFNCMSVEKKVFLQWNKVSELQKTEERASKVMGFFGSI 
CenBP2 1261 FKYLQNIYQDGQAKQKFAINKLLFNCMSAEKKAFLEWNKVSELQRTEQRASKVFSFFGSI 
 
 
CenBP3 1320 NKIQQNHMYFFFEDQIKELKKQEELVRLLKEWEEMFKDSYQKWKQTQAKLDLLASQNRQK 
CenBP2 1321 NKIQQNHMYFFFEDQIKELKKQEELVRLLKEWEDMFKDSYQKWKQTQAKLDLLASQNRQK 
 
 
CenBP3 1380 QKFSIIEILKDYIQNKKNYNLRLILRKFSNSNKSQKAVNKFLLGISHSSIGQLHNSFQMW 
CenBP2 1381 QKFSIIEILKDYIQNKKNYNLRLILRKFSNSNQRQKAVNKFLLGISNSSIGQLHNSFQMW 
 
 
CenBP3 1440 RRLPEPQKTKQGYIFEKKIFSLFRKQLLQSFDGLQDIYFQALNKKRRVVLLLVRTTKSQQ 
CenBP2 1441 RRLPEPQKTKQGYIFEKKLFGLFRRQLLQSFDGLQDLYFQALNKKRRVVLLLVRTTKSQQ 
 
 
CenBP3 1500 QQAVQRWRDALNQMNQQELQNVQENRKLAIQLFYQHKMNQLNVAFIEWRDTIRLHTNKQE 
CenBP2 1501 QQSVQRWRDAINQMNQQELQNVQENRKLAIQLFYQHKMNQLNVAFIEWRDTIRIHTNKQE 
 
 
CenBP3 1560 NKTQRDERLKKEAILLFQNYAYVRLRVYFTQWKIRAVKRNMIQICQAIQRMIQLNRFAEK 
CenBP2 1561 NKTQKEERLKKEAILLFQNYAYVRLRVYFTQWKIRAVKRNMIQICQAIQRMIQLNRFAEK 
 
 
 
CenBP3 1620 AMKKYVMDIWKGQPSKNKWFKRVADIIAKNSKISKQIAYWRMRDN-LNQKAVGLSTQQII 
CenBP2 1621 AIKKYVMDVWKGQPSKNKWFKRVADIIAKNSRISKQVAYWRMRDNSLNQKAVGLSTQQII 
 
 
CenBP3 1679 KCKKLFNNLFKAFDRIKQRAFTLLEHYGKGIPDDTSFQPSQTSFLQQTPIKKIKDTFFKS 
CenBP2 1681 KCKKLFNNLCKAFDRIKQRAFTHLEHYGKGIPDDTSFQPSHSSFLQQT---PIKDAFFKS 
 
 
 



CenBP3 1739 DFDSILQKNGQKMALNAISRVVKVYFKQRFIELMIELGDQKLRKVSTHKKKGAEKLFAIL 
CenBP2 1738 DFDSIIQKNGQKLALNAISRVFKGFLKQRFIEFMIELDDQKQKSWSTPQKKGAEKLFAIL 
 
 
CenBP3 1799 EQNLKLKKQVICYQISQVINIKNIQVNEQGVLNQINEIINYQQSTQSSSRLESSQLKEQQ 
CenBP2 1798 EQNLKLKQQVICYQISQVLQLELIQVNEQGVLNQINEIINYQQSTQSASRLELSQIKEQQ 
 
 
CenBP3 1859 LKLNEKERMLEGWQEKLRCVAINRLIKALERCEDHFVEDAFVAISEYQLK 
CenBP2 1858 TKLNEQERMILDLQEKLRCMAIHRLFKALEKCEDHFVEDAFLGISEYQLK 
 
 



 

C) Localisation of the peptides along the proteins of ICL1a family 
 

 
 
ICL1a    1 MARRGQQPPPQQ--APPAQKNQPGKFNPAEFVKPGLTEEEVLEIKEAFDLFDTDGTQSID 
ICL1d    1 MARRGQQPPPQQ--APPAQKNQTGKFNPAEFVKPGLTEEEVLEIKEAFDLFDTDGTQSID 
ICL1b    1 MSRRGQQPPPQQQQAPP-QKNQAGKFNPAEFVKPGLTEEEVLEIKEAFDLFDTDGTQSID 
ICL1c    1 MARRGQQPPPQQQQAPPTQKNQAGKFNPAEFVKPGLTEEEVLEIKEAFDLFDTDGTQSID 
ICL1f    1 MARRGQQPPQQQQQAQPAQKNQAGKFNPAEFVKPGLTEEEVLEIKEAFDLFDTDGTQSID 
 
 
 
 
 
 
 
 
 
 
 
 
 
ICL1a   59 PKELKAAMTSLGFEAKNQTIYQMISDLDTDGSGQIDFAEFLKLMTARISERDSKADIQKV 
ICL1d   59 PKELKAAMTSLGFEAKNQTIYQMISDLDTDGSGQIDFAEFLKLMTARISERDSKADIQKV 
ICL1b   60 PKELKAAMTSLGFEAKNQTIYQMISDLDTDGSGQIDFAEFLKLMTARISERDSKADIQKV 
ICL1c   61 PKELKAAMTSLGFEAKNQTIYQMISDLDTDGSGQIDFAEFLKLMTARISERDSKADIQKV 
ICL1f   61 PKELKAAMTSLGFEAKNQTIYQMISDLDTDGSGQIDFAEFLKLMTARISERDSKADIQKV 
 
 
 
 
 
 
ICL1a  119 FNLFDSERAGVVTLKDLRKVAKELGETMDDSELQEMIDRADSDGDAQVTFEDFYNIMTKK 
ICL1d  119 FNLFDSERAGVITLKDLRKVAKELGETMDDSELQEMIDRADSDGDAQVTFEDFYNIMTKK 
ICL1b  120 FNLFDSERAGVITLKDLRKVAKELGETMDDSELQEMIDRADSDGDAQVTFEDFYNIMTKK 
ICL1c  121 FNLFDSERAGVITLKDLRKVAKELGETMDDSELQEMIDRADSDGDAQVTFEDFYNIMTKK 
ICL1f  121 FNLFDSERAGFITLKDLRKVAKELGETMDDSELQEMIDRADSDGDTQVTFEDFYNIMTKK 
 
 
 
 
 
 
ICL1a  179 TFA 
ICL1d  179 TFA 
ICL1b  180 TFA 
ICL1c  181 TFA 
ICL1f  181 TFA 
 
 
 

 
ICL1a/ICL1d 

ICL1b 

ICL1c 

ICL1f 



D) Localisation of the peptides along the proteins of ICL1e family.  
 
 
 
 
Ptcen8     1 MRSKAQAQAPVTQKQQPQKQGNVRKPQERPGLTEDEIDEIREAFNLFDTEGTGRVDPREL 
Ptcen15    1 MRGKQQAQAPVTQKQQPQKQGNVRKPQERPGLTDDEIDEIREAFNLFDTEGTGRVDPREL 
Ptcen10    1 --MRAKPQQQVAQKQQPQKQGNVRKPQERPGLTDDEIDEIREAFNLFDTEGTGRVDPREL 
Ptcen12    1 --MRGKPQAQVAQKQQPQKQGNARKPQERPGLTDDEIDEIREAFNLFDTEGTGRVDPREL 
ICL1e      1 --MSKKQQAPVAQKPVGKQQQVNRKPQDRPGLTEDEIEEIKEAFNLFDTEGTGRVDPREL 
ICL1g      1 --MSKKQQAPVAQKPVGKQQQVNRKPQDRPGLTEDEIEEIKEAFNLFDTEGTGRVDPREL 
Ptcen18    1 --MNRKQQAPVAQKPVGKQQQVSRKQQDRPGLTEDEIEEIKEAFNLFDTEGTGKVDPREL 
 
 
 
 
 
 
Ptcen8    61 KAAMQSLGFDQKNPTIFNMIAELENEGTDIDFDQFLDAITSKLGNREHRDGINKIFDLFD 
Ptcen15   61 KAAMQSLGFDQKNPTIFNMIAELENEGTDIDFDQFLDAITSKLGNRENRDGINKIFDLFD 
Ptcen10   59 KAAMQSLGFDQKNPTIFNMIAELENEGTDIDFDQFLDAITSKLGNRESKDGINKIFDLFD 
Ptcen12   59 KAAMQSLGFDQKNPTIFNMIAELENEGTDVDFDQFLDAITSKLGNRESKDGINKIFDLFD 
ICL1e     59 KAAMQSLGFDQKNPTIFNMIAELENEGTDIDFDQFLDAITSKLGNRESRDGINKIFDLFD 
ICL1g     59 KAAMQSLGFDQKNPTIFNMIAELENEGTDIDFDQFLDAITSKLGNRESRDGINKIFDLFD 
Ptcen18   59 KAAMQSLGFDQKNPTIFNMIAELENEGNEIDFDQFLDAITSKLGNRESRDGINKIFDLFD 
 
 
 
 
Ptcen8   121 DDGSNTINLNNLKRVSKELGETMTAEELAEMLERAASNGREISREDFYNIMVKRTF 
Ptcen15  121 DDGSNSINLNNLKRVSKELGETMTAEELAEMLERAASNGREITREDFYNIMVKRTF 
Ptcen10  119 DDGSNSINLNNLKRVSKELGETMTAEELAEMLERAASNGREITREDFYNIMVKRAF 
Ptcen12  119 DDGSNSINLNNLKRVSKELGETMTAEELAEMLERAASNGREITREDFYNIMVKRAF 
ICL1e    119 DDGSNSINLNNLKRVSKELGETMTAEELAEMLERAASNGRDISREDFYNIMVKRTF 
ICL1g    119 DDGSNSINLNNLKRVAKELGETMTAEELGEMLERAASNGRDISREDFYNIMVKRTF 
Ptcen18  119 DDGSNAINLNNLKRVSKELGETMTAEELAEMLERAASNGREISREDFYNIMVKRTF 
 
 
 
 
 
 
 
 



E) localisation of the peptides along the proteins of ICL3a and ICL3b families. 
 
 
 

 
ICL3a    1 MSRQ-----APSSAQKVDSQEGLLPPPPPQK-----GPKPFNAEDFAKPPHLTKEEVLEV 
ICL3d    1 MSRQ-----APSSAQKVDPKRAPPPPPPAQK-----GPKAFNAEDYAKPPHLTKEEVLEV 
ICL3e    1 MSRQ-----APQSAQKNDKK--APPPPPPQK-----GPKPFNAEDYAKPPHLTKEEVLEV 
ICL3f    1 MSRQQNSQKQHPPQPAQGNQQQRNPQPPQPP-----KSKVFNAEDYAKPPHLTKEEVLEV 
ICL3b    1 ------MRPNPRQQSKKESKNVQQPPPPPPQSKPVQEDKQFNPDNYVR-QNLSRDEVIEL 
ICL3g    1 ------MRSNPRSQSKKESKTVQPPPPPPPQ-KPVQEEKQFNPDTYVR-QNLSRDEVIEL 
 
 
 
 
 
 
 
 
 
 
ICL3a   51 KQAFDIFDNDGSGSIDPQELREAFEASGIKTYHNKFIYQVLGELDTDNSGGIDFEEFLHL 
ICL3d   51 KQAFDIFDNDGSGSIDPQELREAFEASGIKTYHNKFIYQVLGELDTDNSGGIDFEEFLHL 
ICL3e   49 KQAFDIFDNDGSGSIDPQELREAFEASGIKTYHNKFIYQVLGELDTDNSGGIDFEEFLHL 
ICL3f   56 KQAFDIFDGDGSGAIDPQELREAFEASGIKTYHNKFIYQVLGELDTDNSGGIDFEEFLHL 
ICL3b   54 KKAFDLFDDDGSGTIDPAELKGAFEDLGLRAQN-KMIYQVLGEIDQDNQGGFSFDNFIKL 
ICL3g   53 KKAFDLFDDDGSGTIDPAELKGAFEELGLRAQN-KMIYQVLGEIDQDNQGGFSFDNFIKL 
 
 
 
 
 
ICL3a  111 ATAKVSDKDTREQIQKVFNLYDWNKEGRITWDELKRVAQDLGEEMTDEEIQHMFKKADLD 
ICL3d  111 ATAKVSDKDTREQIQKVFNLYDWNKEGRITWDELKRVAQDLGEEMTDEEIQHMFKKADLD 
ICL3e  109 ATAKVSDKDTREQIQKVFNLYDWNKEGRVTWDELKRVAQDLGEEMTDEEIQHMFKKADLD 
ICL3f  116 ATAKVSDKDTREQIQKVFNLYDWNKEGRITWDELKRVAQDLGEEMTDEEIQHMFKKADLD 
ICL3b  113 ATAKQNLKETRGSLMRTFNLFDLNREGRITWDELKRVSVDLGDELNDEEVKKIFRKADLD 
ICL3g  112 ATAKQNLKETRGSLMRTFNLFDLNREGRITWDELKRVSVDLGDDLNDEEVKKIFRKADLD 
 

 
 
 
ICL3a  171 DDGFVTFDDFYNLMTQKEYGKQ 
ICL3d  171 DDGFVTFDDFYNLMTQKEYGKQ 
ICL3e  169 DDGFVTFDDFYNLMTQKEYGKQ 
ICL3f  176 DDGFVTFDDFYNLMTQKEYGKQ 
ICL3b  173 DDGFVTFDDFYNMMTGRVYYD- 
ICL3g  172 DDGFVTFDDFYNMMTGRVYYD- 
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F)  Localisation of the peptides along the proteins of ICL5 family.  
 
 
 
ICL6a    1 MSRANKQAEQAPAQNNKQKGAPAAKPQKPKENYLTPEEINDLRETFDLFDDDKSGTIDAH 
ICL6b    1 MSRANKQAEQAPAQNNKQKGAPAAKPQKPKENYLTPEEINDLRETFDLFDDDKSGTIDAH 
ICL5a    1 MSRTNKQVEQQPAPNKKVQAP--AKPQKPKENYLTPEEINDLRETFDLFDDDKSGTIDAH 
Icl5b    1 MSRTNKQVESQPVPNKKVQAP--AKPQKPKENYLTPEEINDLRETFDLFDDDKSGTIDAH 
 
 
 
 
ICL6a   61 EIKKVLEDLGVDARNKFVYQMVQDLENHGESINFDTFVDIISNRLGNNKTREGAQKLFQI 
ICL6b   61 EIKKVLEDLGVDARNKFVYQMVQDLENHGESINFDTFVDIISNRLGNNKTREGAQKLFQI 
ICL5a   59 EIKKVLEDLGVDARNKFVYQMVQDLENFGGSIDFDTFVNIISDRLGNNKTKEGAFKLFQI 
Icl5b   59 EIKKVLEDLGVDARNKFVYQMVQDLENFGGSIDFDTFVNIISDRLGNNKTKDGAFKLFQI 
 
 
 
 
 
 
ICL6a  121 YDPEDTGLIDFTNLKRVAKELGETLNDDELHEMIHHIHILRKTESPEQISFEEFYEIITA 
ICL6b  121 YDPEDTGFIDFTNLKRVAKELGETLNDDELHEMIHHIHILRKTESPEQISFEEFYEIITA 
ICL5a  119 YDPEDTGFIDFTNLKRVAKELGETLNDDELHEMIHHIHILRKTESPEQISFDEFYEIITA 
Icl5b  119 YDPEDTGFIDFTNLKRVAKELGETLNDDELHEMIHHIHILRKTESPEQISFDEFYEIITA 
 
 
 
 
 
ICL6a  181 PRRY 
ICL6b  181 PRRY 
ICL5a  179 PRRY 
Icl5b  179 PRRY 
 
 
 

 

ICL5a 
ICL5b 

ICL6a 



G) Localisation of the peptides along the proteins of ICL7 family.  
 

 
 
 
ICL7a     1 MNQQILDKDEIALLQKPWVKNHTTLTNDHILELYRLFNLYCNPRTRRIDLKDVMITAQQL 
ICL7b     1 MNQQNLDKDEIALLQKPWVKNHTTLTNDHILELYRLFNLYCDPRTRRIDLKDVMITAQHL 
 
 
 
 
 
ICL7a    61 GLVEKSPIVANTLSQVSDQHGDGGVDFEEFVRELTTKLGNTFDQKGREQLFTLVDIDGKG 
ICL7b    61 GLVEKSPIVANTLSQVSDQHGDGGVDFEEFVRELTTKLGNTFEQKGREQLFTLVDIDGKG 
 
 
 
 
 
ICL7a   121 TLDKEDLRKISDELHLNFSQKDIDEVIHNVAGYDAEDITAEQFEKYLAKLTNRRKIETEV 
ICL7b   121 TLDKDDLKKISDELHLNFSQKDIDEIIHNVAGYDAVDITAEQFEKYLAKLTNRRKIETEV 
 
 
 
 
 
ICL7a   181 LRTK 
ICL7b   181 LRTK 
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H) Localisation of the peptides along the proteins of ICL8 family.  
 

 
ICL8a    1 MSRREQIEKDKQALLAKPWVKNHPIFTYDHIAEFYEMFILYAEPRTKKADVRDILVTAKT 
ICL8b    1 MSRRDQIEKDKQALLAKPWVKNHPIFTYDHIAEFYEMFVLYAEPRTKKADVRDILVTAKT 
 
 
 
 
ICL8a   61 LGLTDKFPIIAHALDDLASSYDDAVDFETFISDLTAKLGNPFDQKGRVQLFKLIDVDGKG 
ICL8b   61 LGLTDKFPIIAHALDDLASSYDDAVDFETFISDLTAKLGHPFDQKGRVQLFKLIDVDGKG 
 
 
 
 
ICL8a  121 TLDKGDLHKISEELRFNLTEDDIEEIIHNVAGYEAEDVTEEKFEKYLGKRVQRRQVEQEI 
ICL8b  121 TLDKGDLHKISEELRFNLTEDDIEEIIHNVAGYEAEDVSEEKFEKYLGKRVQRRQVEQEI 
 
 
 
 
 
 
ICL8a  181 YRNK 
ICL8b  181 YRNK 
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I) Localisation of the peptides along the proteins of ICL9 family.  
 
 
ICL9a       1 MNRNQSRQQSAAQPTQQASKTQ-PPPPAQAPAKGKGPAPAQQAVQQQPGGFDASKYVKPG 
ICL9b       1 MSRTQSRQQSAAQPTQQAQKNQ-PPAPLPAPTKGKAPAPVQQPVQQQPAGFDASKYVKPG 
ICL9c       1 MSRSQQKQQSAAQPTQQANKSQVQQAPAATKGKGPAPVVSQQ---PAASGFDPSKYVKPG 
ICL9d       1 MSRSQQKQQQAAQTTQQANKSQV-QAPAATRGKSPATAASQQPVQPAASGFDPSKYVKPG 
 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

 
ICL9a       60 LSKEEVLKIKECFDIFDDDKSGSISPNEMKNAIIALGMEQSAEEIVNMIQDLDQDGSSLI 
ICL9b       60 LSKDEVLKIKECFDIFDDDKSGSISPNEMKNAIIALGMEQSAEEIVNMIQDLDQDGSSLI 
ICL9c       58 LSKEEVQKIKECFDIFDDDKSGSISPNEMKNAIIALGMEQSAEEIVNMIQDLDQDGSSLI 
ICL9d       60 LSKDEVLKIKECFDIFDDDKSGSISPNEMKNAIIALGMEQSAEEIVNMIQDLDQDGSSLI 
 
 
 
 
ICL9a       120 DFEEFLNIFGFSGTIEDEQVLEKLYQEFDSSGQGKVAYEDFKRINDLVSERYTDQELREM 
ICL9b       120 DFEEFLNIFGFSGTIEDEQVLEKLYQEFDSSGQSKVTYEDFKRINDLVSERYTDQELREM 
ICL9c       118 DFEEFLNIFGFSGTIEDEQVLEKLYQEFDSSGQSKVTYEDFKRINDLVSERYTDQELREM 
ICL9d       120 DFEEFLNIFGFSGTIEDEQVLEKLYQEFDSSGQSKVTYEDFKRINDLVSERYTDQELREM 
 
 
 
 
 
ICL9a       180 VEYADKDKDGSLSWDEFKAVVQKEYPNQA 
ICL9b       180 VEYADKDKDGSLSWDEFKTVVQKEYQNQA 
ICL9c       178 VEYADKDKDGSLSWDEFKAVVQKEYPNQA 
ICL9d       180 VEYADKDKDGSLSWDEFKAVVQKEYPNQA 
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J) Localisation of the peptides along the proteins of ICL10 family.  
 

 
 
 
ICL10a    1 MNRKKNTTSVPTLPQSKINQSLLVPPPQIMSPNQSYSTYIPPEPKFDPNDYITGSTTKRD 
ICL10b    1 MNRKKNTTSVPTLPQSKVNPQYLAPPPQQLSPNQSYSTFIPPEPKFDPNDYITGSTTKRD 
  
 
 
 
ICL10a   61 IILYKEIFDFLDSNNNGVIQPMDLRKAFASAGKYQPKKQIIYQMIADFDQDQSGIIEFRE 
ICL10b   61 IILYKEIFDFLDSNNNGVIQPMDLRKAFASAGKYQPKKQIIYQMIADFDQDQSGIIEFRE 
 
 
 
 
ICL10a  121 FVRMMSMHPGEKDTDEDFENIFYQFDLDYKGYITIDDLREMASECNENLKDEDLENIIKA 
ICL10b  121 FVRMMSMNPGEKDTDEDFENIFYQFDIDYKGYISIDDLREMASECNENLKDEDLQNIIQS 
 
 
 
 
ICL10a  181 CDPEGNGTIRKQGFIRYMKSLQKKN 
ICL10b  181 CDPEGNGTIRKQAFIRYMKSAQKKR 
  
 
 
 

 
 
 
 

 



K) Localisation of the peptides along the proteins of ICL11 family.  
 
 
 
 
ICL11a    1 MKNQRKSQSPFRTTQSIMRDSPNTQLDESSISTNRIPQNRESTRARMKINQSHNNALAQG 
ICL11b    1 MRNQRKSQSPFRTNQSVMRDSPNTQLDESSISTNRVPQNRESTRARMKINQSHNNALAQG 
ICL11c    1 MRNQITSHSPFRTTQSIIRDSPHTQLDESRISNNRVPQNRESMRARMLINQSHNNIQNQG 
 
 
 
 
ICL11a   61 GQIRKQIANERASANGGNPNEFNPKKFVTKDLKESDIIDIKQVFDYYDSEQAGILSPNDL 
ICL11b   61 GQIRKQIANERTSAKGGNPNEFNPKKFVTKDLKESDIIDIKQVFDYYDSEQAGILSPNDL 
ICL11c   61 QQVRKQIANERTQSKGGNPNEFNPKKFITKELKESDIIDIKQVFDYYDSEQAGILSPNDL 
 
 
 
 
ICL11a  121 EQLLSSCGYHPTKETLYEIFSELDEDELGGITFEYFLGILNQDKSKSERKDTIRRVYRKY 
ICL11b  121 EQLLTSFGYHPTKETLYEIFSELDEDELGGITFEYFLQILNQDKSKSERKDTIRRVYRKY 
ICL11c  121 EQLLISFGYHPSKETLYEIFSELDEEELGGITFQYFLAILNQDKTKSEKKDVIRRVYRKY 
 
 
 

 
 ICL11a 181 DKNNKGFITLQDLRQVVYKDLKEEIDEEVLAEIFKKTDSNQDGKMTFEDFYNVMTKKVYY 
 ICL11b 181 DKNNKGFVTLQDLRQVVYKDLKEEIDEEVLAEIFKKTDSNQDGKMTFEDFYNVMTKKVYY 
 ICL11c 181 DKSNKGYITLQDLRQVVYKDLKEDIDEEVLAEIFRKTDSNQDGKMTFEDFYNVITKKVYY 
 
 

 

 
 
 


