Supplementary Figure S5. Localization of the peptides identified by mass spectrometry
along the protein sequences.

The position and length of the peptides are underlined. The regions matching peptides are
highlighted. Grey highlight: regions matching at least one peptide, black highlight: region
matching a single peptide, specific for one isotype. A. Localization of the peptides along the
PtCenBPlp sequence. A same peptide can match several PtCenBPlp internal repeats,
designated rP1 to rP6, because of their high homology. B. Localization of the peptides along
the PtCenBP2p and PtCenBP3p sequences. C. Localization of the peptides along the proteins
of the ICL1a sub-family. D. Localization of the peptides along the proteins of the ICL1e sub-
family. E. Localization of the peptides along the proteins of the ICL3a and ICL3b sub-
families. F. Localization of the peptides along the proteins of the ICLS sub-family. G.
Localization of the peptides along the proteins of the ICL7 sub-family. H. Localization of the
peptides along the proteins of the ICL8 sub-family. I. Localization of the peptides along the
proteins of the ICL9 sub-family. J. Localization of the peptides along the proteins of the
ICL10 sub-family. K. Localization of the peptides along the proteins of ICL11 sub-family.

A. Localization of the peptides along the PtCenBP1p sequence.

Nterm 1 MPPGQLOKNKQQOKNVLTPQKLELLQENRKLLSHIFNMGNLNGQHNLHRAMLRMRRAMIE

Nterm 61 KKIDVSKISKKIKGKIVSQLLRYESHTSLHEAFLRWKVRADPEIVKKAVDQILLNSRLNE

Nterm 121 FNAFHKLKNLLGQKDLQKKMNAKKRKNMCLMNLALFLQKKEFQLKTAAVAALKPKNQDSD

Nterm 181 KMLGLLLWSISSKHRERYLREKFNWWRLYSKVKSDKLOKQLKALERLGDEYNMRNDRLDR

Nterm 241 QRLKEVONISNYYQAFEKWRGDLMNFRLKKKFFSVLLKTTFGRLQRCYTRWVDLPDKREN

Nterm 301 DMKKQGMLLITKLTNKADONKRLVWNSEFKAIDDDAKNKKTKVIRELIEVTENQSYTAFYK

Nterm 361 WANYNTYAKLTETNLRKIKALQASANVTQOLVKFETFKLEGLSKKAEICSELNKLILKIQ

Nterm 421 QRQKIDAMRQIENVSMOKKMOEKLDNVNKQEIISRLGDTANKTEKGLLRQVLRKFALLRE

Nterm 481 QQEIKNKYFVRIISTTSGMAMDAFRRWKOLPDPAEQOMLONVSKFOLRLOFLEFKQRVKQOS

Nterm 541 FDPLKEVYYQOGIQSKRLCIKQOMLVKQLSAPQRFLROWQSMNKIYKSVIACQKTNNEFDSL
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601

661

721

781

841

851
1279
1706
2133
2560
2987

911
1339
1766
2193
2620
3047

971
1399
1826
2253
2680
3107

1031
1459
1886
2313
2740
3167

1091
1519

ODVLKNNIKAFLYTRKDAEVKEKCLVKLMSSFTNNLMIAFLKWKNYNKQOKISENLGDEK

KKYMLLNLORFIKNDNLNRLRR ! L REFYNEQOVNOBIRK 1 11 R YEOTOTEOVESEORN

SLPGDDALKNQAKVSKFAISLGKIAYRFVKLNSWDOLENNEEDEOAKKKFCINKIIAITQ

SDLKKAFLLWHRKAWEMKMFDKFSQLNVTLNDQIVKQKLIGWINAGSKVKEFALTEVERR

ENONATERNERR: 119
QATKFEKSLSKFVFHIL
RTQIGAVWDTENKWK SRFETQLNKFTLHIWRK:
RTQIGAVWDTENKWKNLPEANA-DDLIKASRFETQLNKFTLHIWRK
RTQIGAVWDTENKWK SKFETQLNKFTLHIWRK
RTQIGAVWDTENKWK SRFETQLNKFTLHIWRK
RTQIGAVWDTENKWK SRFETQLNKFTLHIWRK
RAVLLMIKTQESEQORTLDQWNKNVSLIREVERCKVVISLFGLLGSHI

ITILMIKTQESEQQRALDOQWNKNVGLMKEVERCKCVIGLEFGFIGVHI
ITILMIKTQESEQQRALDOQWNKNVGLMKEVERCKCVIGLEFGFIGVHI
ITILMIKTQESEQQRALDOQWNKNVGLMKEVERCKCVIGLEFGFIGVHI
RATIILMIKTQESEQQRALDQWNKNVGLMKEVERCKCVIGLEFGFIGVHI
RATIILMIKTQESEQQRALDOQWNKNVGLMKEVERCKCVIGLEFGFIGVHI

FFMKWYNDGKLE
FFMKWYNDGKLE
FFMKWYNDGKLE
FFMKWYNDGKLE
FFMKWYNDGKLE
FFMKWYNDGKLE

NDFARLRAILAKF FOKW
NDFARLRAILAKF FOKW
NDFARLRAILAKF FOKW
NDFARLRAILAKF FOKW
NDFARLRAILAKF FOKW

NDFARLRAILAKF FOKWK-NPEPVNTEQMKN

ARKFERTLDILFRSHL CLRKLFEKSMSAHK
ARKFERTLDILFRSHL CLRKLFEKSMSAHK




rp3 1946 ARKFERTLDILFRSHLKVSFDPLKEDYMDALNIKRMCLRKLFEKSMSAHKRLELLWAQON
rP4 2373 ARKFERTLDILFRSHLKVSFDPLKEDYMDALNIKRMCLRKLFEKSMSAHKRLELLWAQQON
rP5 2800 ARKFERTLDILFRSHLKVSFDPLKEDYMDALNIKRMCLRKLFEKSMSAHKRLELLWAQON
rP6 3227 ARKFERTLDLLFRGRVKASFEPLKDVYQEGNSKKLYCLRKLMTLAMGONKRLFLYWRDIN

rPl1 1151 ROQAKQIEVCRLTTALEVGLAQIVTANVOPIMONPREAQAKEKALHLIFQGQAENLSRAFF
rP2 1579 ROAKQIEVCRLTTALEVGLAQIVTANVOPIMONPREAQAKEKALHLIFQGQTENLLRAFF
rp3 2006 ROAKQIEVCRLTTALEVGLAQIVTANVOPIMONPREAQAKEKALHLIFQGQTENLLRAFF
rP4 2433 ROAKQIEVCRLTTALEVGLAQIVTANVOPIMONPREAQAKEKALHLIFQGQAENLSRAFF
rP5 2860 ROAKQIEVCRLTTALEVGLAQIVTANVOPIMONPREAQAKEKALHLIFQGQAENLSRAFF
rP6 3287 RLHKSIETCKYTTNLEFQTLAFTLAGHVOSIFKPNKQQESVLNKMLLNYN---NTLRWAEV

rP1 1211 LWRNRAQQERMNONFEDALTIEKKKQLTEQLVQFENGNKFALYRQILAKFSLAHKKEKLV
rP2 1639 KWRNWSQODRMNDNLLNQLQSEQRKELVDRLQGFCHGNKLNLYRLILAKFSLAHKKEKLV
rp3 2066 KWRNWSQODRMNDNLLNQLQSEQRKELVDRLQGFCHGNKLNLYRLILAKFSLAHKKEKLV
rP4 2493 LWRNRAQQERMNONFEDALTIEKKKQLTEQLVQFENGNKFALYRQILAKFSLAHKKEKLV
rP5 2920 LWRNRAQQERMNONFEDALTIEKKKQLTEQLVQFENGNKFALYRQILAKFSLAHKKEKLV
rP6 3347 HWNNQAKOAKIQS----QLDDEKKKLLLFALHRNLRTNDQGKLRDILRKEFSKERQKQALT

rP1 1271 LQINARIL
rP2 1699 LQINARIL
rp3 2126 LQINARIL
rP4 2553 LQINARIL
rP5 2980 LQINARIL
rP6 3407 KKIQIQLL

Cterm 3422 VGQIEVSFQKWKALPETKALDOMKASIFEKSLNRFKIHMVRKSAYNOLYNIYLDGOQAKQK

Cterm 3482 YAINKMLYNCMSAQKKAFLKWYKVVEFSKAAEAFDISDKKKLAIQLEFYQHKMNQLNVAEV

Cterm 3542 EWKRLSSHLTNKQETAQEREVRLKREAILLEONFAQIRLRIYFQRWNIRAVKKNMISVEN

Cterm 3602 AIQKLLCTERMMKQODRELIKEALDIWRGPKLONQWEQRVAEMIAKNTRITPQIAFWRMRDNA

Cterm 3662 TTQKAVSLNTLQIVKCKKLINNLLKAYDRVRQRAFTNIEHFGRGITDASSFQPSHSSFLQ

Cterm 3722 QTPVRDSQAKSQMESIILKNSQQVALSTLORVFRRHLKIRFTELVLIASQCQKLGEQMLK

Cterm 3782 SSIQPTQYKFIHKKMATEKLIGVLERNLQLKELVEENSIANOSDPDLLKRMNELIEENSR

Cterm 3842 LRDOATNDETINSKDQQISEQQORLIQDLNTRLDRMRGORMIKSLEEYQDHLVEDGFFAIE




Cterm 3902 EYKKE*



B) Localisation of the peptides along CenBP2 and CenBP3 sequences.
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CenBP3

61
61

120
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180
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240
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300
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360
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420
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480
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540
541

600
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660
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720
721

780
781

840

MLSDSNNRLSTQLSPKLKGIIVSQLIKTQSSLSIQDAFIRWQVRTNPEIVKKAVDKILLN
MLSDTNNQLSTKLSPKLKGIIVSQLIKTOONLTLODAFIRWQVRTNPEIVKQAVDKILLN

SKLNQFNAFHKLKFLLG-YQKLLIRMNAKKKKNLS I INLALFVOKKELO LK
SKLNQFNAFHKLKFLLGTKQPKEARMNARKKKNLSLINLALFIQKKELQOLKRQAIESIKP

B LTS ISSKYRER Y LREKFNWWKLIAKIKSNKLEKQLKALERLGDEYNMR
TSQDSNKMLGLLIWSISSKYRERY LREKFNWWKLIAKMKSNKLEKQLKALEILGDEYNMR

NDRLDRQRLKEAFEIWRGDLLNFRLKKKFFAVLLKTTFGRLORCYTRWVDLPDKRENDIK
NDRLDRSRLKEAFEIWRGDLLNFRLKKKFFAVLLKTTFGRLORCYTRWVDLPDKRENDIK

KOGLLLINKLGNKVDONKRLVWNAFKDIHDEAKNKKTKVIRELIEVTENQSYTAFYKWAN
KOGLLLINKLGNKVDONKRLVWNAFKDLHDEAKNKKTKVIRELIEVTENQSYTAFYKWAN

YNTYAKLTETNLKKIKSFQOSANVTHQLVKQETFKLENLSKKMQICSFLDKIILKLQQORO
YNTYAKLTETNLKKIKSLOOSANVTHQLVKQETFKLENLSKKMQICSFLDKIILKLQQOKQ

KLDSLRQIENYCVOKKMEEKLKNINKQDLISRLKDTANKTEKGLLKQVLKKESLNRTTQE
KLDALRQIENYCVOKKMEEKLNNINKQDLIARLKETANKTEKGLLKQILRKEFQINRETQE

IKNKYFGRILLSVNGOQLIDAFRKWKTLPNPNDINNIQKASKEFQIKLOMEFITNKRKQAYDP
IKNKYFGKILLSVNGOQLIDSFRKWKILPNPDDINNIQKVSKEFOMKLOLEFIVNKHKQAYDP

LKYLYYDALQKKRFCIRQLFSVTMSAPQRYLKOWONVAKVYKSVVACQKTNNLFYSLALI
LKYLYYEALQKKRFCIRQLFSVTMSAPQRYIKQWONVAKVYKSVVACQKTNNLFYSLAMI

IQOSNLLTFVONKKDVDIKEKCIQKILASQHSNLATAFFKWKSHNKQEQILERLGDEKMKE
LOSNLLAFIQONKKDVDIKEKCIQKILASQHSNLATAFFRWKSQNKQQOILERLGDEKMKE

LILNLKKFLENDKKQRLRRALNLFHQKLOVAQQIKKINLRLMQTVVGQVSSSFQKWKYLP
LILNLKKFLENDKKQRLRRALNLENSNLQLAQQIKKINLRLMQTVIGQVSTSFQKWKYLP

EDKVNGSTAKVSKFMISLGRVAYREVKVNSWNIMEDYLLDGOQAKKKYCINKIISVGQSDL
EDRVNGKTVKVSKFMISLGRVAYREVKVNSWNILEDDLLEGOQAKKKYCINKIFSVGQSDL

KTAFLIWHRRSWEMKMFDQFSQLNVTLNDEI IKQRLINWINSGNKVKHYALIEI LK}
KTAFLSWHRRSWEMKMFDQFSQLNVTLNDEI IKQRLVNWINSGYKVKHYALIEILKRFHQ

BRI 2 1 THRNTISQVWISFNKWKQIPEHDYSQLTKVTKFEQSINRFLIRQAK
NAQSYNLRRKALAITHRNTISQVWISFNKWKQIPELDYSQLAKVTKFEQQFNHFLIRQTK
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841

900
901

960
961

1020
1021

1080
1081

1140
1141

1200
1201

1260
1261

1320
1321

1380
1381

1440
1441

1500
1501

1560
1561

1620
1621

1679
1681

KKIWNPLYEIYDDALAIKKRAVLLLIKTQESEQQOKALSNWNKNVSLIQEVERCKSVILLFE

KEVGDOQIQCNLOIMOPNQESRLKEKALLKIIGGNYDNIRYFFMRWRNYLKFERLQAIEGE
KEVGDOQIQFNLOIMOPNQESRLKEKALLKIIGGNYDNIRYFFMRWTNYLKFERIQAIEGE

KKEFLIRQIGFFYRNNMKSKLRLALSKEFKRNSVLSAVQOKEFFSRLESTKEGGAIVAFQKW
KKEFLIRQIGFFYRNNMKSKLRLALSKEKRNSVLSAVQOKEFFSKLESTKEGGAIVAFQKW

KNLPDIONYENVKKGRRLEKLLENLYRGRIKLSYDPLKDEYQEAMNKKMHCIRKLIILGM
KNLPEIONFENLKKGRRLEKILENLYRGRIKLSYDPLKDEYQEAMNKKLHCIRKLIILGM

GSNKRLEFLSWRNTNRLLKSIETCKQTTNEFFQTLSLTLSGNVQVIFKTNQLOEKVFEKMLS
GLNKRLFLOWRNTNKLLKSIETCKQTTNFFQTLALTLSGNVQVIFKTNQLOQEKVFEKMLS

QYNNLLRWAFIKWNNQAKSDRIASLMDKETRKFLLEFALQRNLKHNKIGQLRDILRNENDR
KYNNLLRWGEIKWNNQAKSAKIASLMDOQEKRKFLLEFALQRNLKHNONGQLRDILRKENDG

RNRINLIKKIQLKFLHTFAGQVETSFLKWKQLPDSSNLKQASRFEQKLNSFKIQILRKSS
RSRONLIKKIQLKLLHTFAGQVETSFLKWKQLPDPSNLKQASIFEQKLNSFKLOVLRKSS

FKYLONIYODGOAKQKYAINKLMENCMSVEKKVELQWNKVSELQKTEERASKVMGEFEFGSI
FKYLONIYODGOAKQKFAINKLLENCMSAEKKAFLEWNKVSELQRTEQRASKVESEFEGSI

NKIQONHMYFFFEDQIKELKKQEELVRLLKEWEEMEKDSYQKWKQTQAKLDLLASQNRQK
NKIQONHMYFFFEDQIKELKKQEELVRLLKEWEDMEKDSYQKWKQTQAKLDLLASQNRQK

OKFSITIEILKDYIQONKKNYNLRLILRKESNSNKSQKAVNKEFLLGISHSSIGQLHNSEQMW
OKFSIIEILKDYIQONKKNYNLRLILRKESNSNQROKAVNKEFLLGISNSSIGQLHNSEQMW

RRLPEPQKTKQGYIFEKKIFSLFRKOLLOSFDGLODIYFQALNKKRRVVLLLVRTTKSQQ
RRLPEPQKTKQGYIFEKKLEFGLFRROLLOSFDGLODLYFQALNKKRRVVLLLVRTTKSQQ

QOAVQORWRDALNQOMNQQOELONVOQENRKLAIQLEFYQHKMNQLNVAFIEWRDTIRLHTNKQE
QOSVORWRDAINQMNQQOELONVOENRKLAIQLEFYQHKMNQLNVAFIEWRDTIRIHTNKQE

NKTOQRDERLKKEAILLFONYAYVRLRVYFTQWKIRAVKRNMIQICQATIQRMIQLNRFAEK
NKTOQKEERLKKEAILLFONYAYVRLRVYFTQWKIRAVKRNMIQICQATIQRMIQLNRFAEK

AMKKYVMDIWKGQPSKNKWEFKRVADITAKNSKISKQIAYWRMRDN-LNQKAVGLSTQQTII
ATKKYVMDVWKGQPSKNKWEKRVADITAKNSRISKQVAYWRMRDNSLNQKAVGLSTQQII

KCKKLENNLFKAFDRIKQRAFTLLEHYGKGIPDDTSFQPSQTSFLOOTPIKKIKDTEFEKS
KCKKLENNLCKAFDRIKQRAFTHLEHYGKGIPDDTSFQPSHSSFLOQT---PIKDAFFKS



CenBP3
CenBP2

CenBP3
CenBP2

CenBP3
CenBP2

1739
1738

1799
1798

1859
1858

DEFDSILOKNGOKMALNAISRVVKVYFKOQRFIELMIELGDOKLRKVSTHKKKGAEKLEFAIL
DEFDSIIQKNGOKLALNAISRVFKGFLKOQRFIEFMIELDDOQKQKSWSTPQKKGAEKLEFAIL

EONLKLKKQVICYQISQVINIKNIQVNEQGVLNQINEIINYQQOSTQSSSRLESSQLKEQQ
EONLKLKQOVICYQISQVLQLELIQVNEQGVLNQINEIINYQOSTQSASRLELSQIKEQQ

LKLNEKERMLEGWQEKLRCVAINRLIKALERCEDHFVEDAFVAISEYQLK
TKLNEQERMILDLOQEKLRCMAIHRLFKALEKCEDHFVEDAFLGISEYQLK



C) Localisation of the peptides along the proteins of ICL1a family

ICLla
ICL1d
ICL1b
ICLlc
ICL1f
ICL1a/ICL1d
ICL1b
ICL1c
ICL1f
ICLla 5
ICL1d 5
ICL1Db 6
ICLlc 6
ICL1f 6
ICLla 11
ICL1d 11
ICLl1b 12
ICLlc 12
ICL1f 12
ICLla 17
ICLl1d 17
ICL1b 18
ICLlc 18

ICL1f 18

MARRGOOPPPOQO--APPAQKNQPGKFNPAEFVKPGLTEEEVLEIKEAFDLEDTDGTQSID
MARRGOOPPPOO--APPAQKNQTGKFNPAEFVKPGLTEEEVLEIKEAFDLEDTDGTQSID
OAGKFNPAEFVKPGLTEEEVLEIKEAFDLEDTDGTQOSID
OAGKFNPAEFVKPGLTEEEVLEIKEAFDLEDTDGTQSID
OAGKFNPAEFVKPGLTEEEVLEIKEAFDLEDTDGTQOSID

el e

9 PKELKAAMTSLGFEAKNOTIYOMISDLDTDGSGQIDFAEFLKLMTARISERDSKADIQKV
9 PKELKAAMTSLGFEAKNOTIYOMISDLDTDGSGQIDFAEFLKLMTARISERDSKADIQKV
0 PKELKAAMTSLGFEAKNOTIYOMISDLDTDGSGQIDFAEFLKLMTARISERDSKADIQKV
1 PKELKAAMTSLGFEAKNQOTIYOMISDLDTDGSGOIDFAEFLKLMTARISERDSKADIQKV
1 PKELKAAMTSLGFEAKNOTIYOMISDLDTDGSGQIDFAEFLKLMTARISERDSKADIQKV

9 FNLEFDSERAGVVTLKDLRKVAKELGETMDDSELQEMIDRADSDGDAQVTFEDEFYNIMTKK
9 FNLEFDSERAGVITLKDLRKVAKELGETMDDSELQEMIDRADSDGDAQVTFEDFYNIMTKK
0 FNLFDSERAGVITLKDLRKVAKELGETMDDSELQEMIDRADSDGDAQVTFEDFYNIMTKK
1 FNLEFDSERAGVITLKDLRKVAKELGETMDDSELQEMIDRADSDGDAQVTFEDFYNIMTKK
1 FENLEFDSERAGFITLKDLRKVAKELGETMDDSELQEMIDRADSDGDTQVTFEDFYNIMTKK

9 TFA
9 TFA
0 TFA
1 TFA
1 TFA



D) Localisation of the peptides along the proteins of ICL1e family.

Ptcen8
Ptcenlb
PtcenlO
Ptcenl?2
ICLle

— 1cr1g

Ptcenl8

Ptcenl?2
ICLle
ICLlg
Ptcenl8

Ptcen8
Ptcenlb
PtcenlO

Ptcen8
Ptcenlb
PtcenlO
Ptcenl?2
ICLle
_E ICLlg

— Ptcenl8

el e

61
61
59
59
59
59
59

121
121
119
119
119
119
119

MRSKAQAQAPVTQOKQOOPOKQOGNVRKPOQERPGLTEDEIDEIREAFNLEFDTEGTGRVDPREL
MRGKQQAQAPVTQOKOQPOKQGNVRKPOQERPGLTDDEIDEIREAFNLEFDTEGTGRVDPREL
--MRAKPQQQVAQKQQPOKQOGNVRKPOQERPGLTDDEIDEIREAFNLEFDTEGTGRVDPREL
--MRGKPQAQVAQKQQPOKQGNARKPQERPGLTDDEIDEIREAFNLEFDTEGTGRVDPREL
--MSKKQQOAPVAQKPVGKQOQVNRKPODRPGLTEDEIEEIKEAFNLEDTEGTGRVDPREL
--MSKKQOAPVAQKPVGKQOQVNRKPODRPGLTEDEIEEIKEAFNLEFDTEGTGRVDPREL
—--MNRKQOAPVAQKPVGKQOQVSRKQODRPGLTEDEIEEIKEAFNLEFDTEGTGKVDPREL

KAAMOSLGEDOKNPTIFNMIAELENEGTDIDEFDQFLDAITSKLGNREHRDGINKIFDLED
KAAMOSLGEDOKNPTIFNMIAELENEGTDIDEFDQFLDAITSKLGNRENRDGINKIEDLED
KAAMOSLGEDOKNPTIFNMIAELENEGTDIDEFDQFLDAITSKLGNRESKDGINKIEDLED
KAAMOSLGEDOKNPTIFNMIAELENEGTDVDEFDQFLDAITSKLGNRESKDGINKIEFDLED
KAAMOSLGEDOKNPTIFNMIAELENEGTDIDEFDQFLDAITSKLGNRESRDGINKIEFDLED
KAAMOSLGEDOKNPTIFNMIAELENEGTDIDEFDQFLDAITSKLGNRESRDGINKIEDLED
KAAMOSLGEDOKNPTIFNMIAELENEGNEIDFDQFLDAITSKLGNRESRDGINKIFDLED

DDGSNTINLNNLKRVSKELGETMTAEELAEMLERAASNGREISREDFYNIMVKRTFEF
DDGSNSINLNNLKRVSKELGETMTAEELAEMLERAASNGREITREDFYNIMVKRTFE
DDGSNSINLNNLKRVSKELGETMTAEELAEMLERAASNGREITREDFYNIMVKRAF
DDGSNSINLNNLKRVSKELGETMTAEELAEMLERAASNGREITREDFYNIMVKRAF
DDGSNSINLNNLKRVSKELGETMTAEELAEMLERAASNGRDISREDFYNIMVKRTF
DDGSNSINLNNLKRVAKELGETMTAEELGEMLERAASNGRDISREDFYNIMVKRTF
DDGSNAINLNNLKRVSKELGETMTAEELAEMLERAASNGREISREDFYNIMVKRTFEF




E) localisation of the peptides along the proteins of ICL3a and ICL3b families.

_|: ICL3a
ICL3d
- ICL3e

_ ICL3f
ICL3b

_|: ICL3g

_|: ICL3a
ICL3d
—— ICL3e
—— ICL3f

ICL3Db
I: ICL3g

_|: ICL3a
ICL3d
—— 1ICL3e

—— ICL3f
ICL3b

— 1crag

1

1

1

1

1 PQSKPVQEDKQFNPDNYVR-QNINSIBAVARNR

1 —————- MRSNPRSQSKKESKTVQPPPPPPPQ-KPVQEEKQFNPDTYVR-QNLSRDEVIEL
:|ICL3a

:|ICL3b

] ICL3d
] ICL3e

ICL3f ICL3f

51 KQAFDIFDNDGSGSIDPQELREAFEASGIKTYHNKFIYQVLGELDTDNSGGIDFEEFLHL
51 KQAFDIFDNDGSGSIDPQELREAFEASGIKTYHNKFIYQVLGELDTDNSGGIDFEEFLHL
49 KQAFDIFDNDGSGSIDPQELREAFEASGIKTYHNKFIYQVLGELDTDNSGGIDFEEFLHL
56 KQAFDIFDGDGSGAIDPQELREAFEASGIKTYHNKFIYQVLGELDTDNSGGIDFEEFLHL
54 KKAFDLFDDDGSGTIDPAELKGAFEDLGLRAQN-KMIYQVLGEIDQDNQGGEFSEDNFEIKL

53 KKAFDLFDDDGSGTIDPAELKGAFEELGLRAQN-KMIYQVLGEIDQDNQGGESEDNFIKL
ICL3b/g ICL3b/g

ICL3a/d/e ICL3a/d/e/f

ICL3a/d/e

111 ATAKVSDKDTREQIQKVENLYDWNKEGRITWDELKRVAQDLGEEMTDEEIQHMFKKADLD
111 ATAKVSDKDTREQIQKVENLYDWNKEGRITWDELKRVAQDLGEEMTDEEIQHMFKKADLD
109 ATAKVSDKDTREQIQKVENLYDWNKEGRVTWDELKRVAQDLGEEMTDEEIQHMFKKADLD
116 ATAKVSDKDTREQIQKVENLYDWNKEGRITWDELKRVAQDLGEEMTDEEIQHMFKKADLD
113 ATAKQNLKETRGSLMRTEFNLFDLNREGRITWDELKRVSVDLGDELNDEEVKKIFRKADLD
112 ATAKQNLKETRGSLMRTEFNLFDLNREGRITWDELKRVSVDLGDDLNDEEVKKIFRKADLD

_|: ICL3a 171 DDGEVTEDDEYNLMTOKEYGKQ
ICL3d 171 DDGEVTEDDEYNLMTOKEYGKQ

— ICL3e 169 DDGEVTEDDEYNLMTOKEYGKQ
—_— ICL3f 176 DDGEVTEDDEYNLMTOKEYGKQ
ICL3b 173 DDGEVTEDDEYNMMTGRVYYD-

_|: ICL3g 172 DDGEVTEDDEYNMMTGRVYYD-




F) Localisation of the peptides along the proteins of ICLS family.

T LT

ICLb6a
ICL6b
ICL5a
Icl5b

ICLo6a
ICL6b
ICL5a
Icl5b

ICLb6a
ICL6b
ICL5a
Icl5b

ICLb6a
ICL6b
ICL5a
Icl5b

e

61
61
59
59

121
121
119
119

181
181
179
179

MSRANKQAEQAPAQNNKQKGAPAAKPOKPKENYLTPEEINDLRETFDLEDDDKSGTIDAH

MSRANKQAEQAPAQNNKQKGAPAAKPOKPKENYLTPEEINDLRETFDLEDDDKSGTIDAH

MSRTNESSAASSlo IS 20 YO A\ P— - AKPOKPKENYLTPEE INDLRETFDLFDDDKSGT IDAH

IgEFTN N2 IR N YO AP- - AKPOKPKENYLTPEEINDLRETFDLEFDDDKSGT IDAH
a

ICL5b

EIKKVLEDLGVDARNKEFVYQOMVQODLENHGESINEFDTEFVDITI SNRLGNNKTREGAQ-

EIKKVLEDLGVDARNKEFVYQOMVODLENHGESINEDTFVDIISNRLGNNKTREGAQKLEQT

EIKKVLEDLGVDARNKEFVYQOMVODLENFGGSIDEDTFVNIISDRLGNNKTKEGAFKLEQT

EIKKVLEDLGVDARNKFVYQMVQDLENFGGSIDFDTFVNIISDRLGNNK%%RFAFKLFQI
a

T <ELCETLNDDELHEMIHHIHILRKTESPEQISFEEFYEIITA
YDPEDTGFIDETNLKRVAKELGETLNDDELHEMIHHIHILRKTESPEQISFEEFYEIITA
YDPEDTGFIDFTNLKRVAKELGETLNDDELHEMIHHIHILRKTESPEQISFDEFYEIITA
YDPEDTGFIDFTNLKRVAKELGETLNDDELHEMIHHIHILRKTESPEQISFDEFYEIITA

PRRY
PRRY
PRRY
PRRY



G) Localisation of the peptides along the proteins of ICL7 family.

—

ICL7a
ICL7b

ICL7a
ICL7b

ICL7a
ICL7b

ICL7a
ICL7b

61
61

121
121

181
181

MNQOILDKDEIALLOKPWVKNHTTLTNDHI LEL Y SRS e~ | T D1 [ uRaerel

MNOQONLDKDETIALLQKPWVKNHTTLTNDHILELYRLFNLYCDPRTRRIDLKDVMITAQHL
Icl7a Icl7a

-2 TLSQVSDOHGDGGVDFEEFVRELTTKLGNT FDOKGREQLFTLVDI DG}
GLVEKSPIVANTLSOVSDQHGDGGVDFEEEVREL T TKLGNTFEQKGREQLETLVDIDGKG

Icl7a —

T L.DKED LRKEEINNINIETs \4 E LAKLTNRRKIETEV
TLDKDDLKKISDELHLNFSQ I \4 LAKLTNRRKIETEV
Icl7a
Iel7b
LRTK
LRTK



H) Localisation of the peptides along the proteins of ICL8 family.

ICL8a
ICL8Db

ICL8a
ICL8Db

ICL8a
ICL8b

ICL8a
ICL8b

61
61

121
121

181
181

MSRREQIEKDKQALLAKPWVKNHPIFTYDHIAEFYEMFILYAEPRTKKADVRDILVTAKT
MSRRDQIEKDKQALLAKPWVKNHPIFTYDHIAEFYEMFVLYAEPRTKKADVRDILVTAKT

LGLTDKEPITIAHALDDLASSYDDAVDFETEFISDLTAKLGNPEFDOKGRVQOLEFKLIDVDGKG
LGLTDKEPITAHALDDLASSYDDAVDFETEFISDLTAKLGHPEFDOKGRVQOLEFKLIDVDGKG

TLDKGDLHKISEEL T LGKRVOQRROVEQE T
TLDKGDLHKISEEL S LGKRVORROVEQE T

ICL8a

ICLS8b

YRNK
YRNK



I) Localisation of the peptides along the proteins of ICL9 family.

ICL9a
ICL9b
ICLO9c
ICL9d

ICL9a
ICL9b
ICLO9c
ICLY9d

ICL9a
ICL9b
ICLO9c
ICL9d

ICL9a
ICL9b
ICLO9c
ICL9d

e

60
60
58
60

120
120
118
120

180
180
178
180

ICL9b E

MNRNOR)S PPPAQAPAKGKG AQOAVOQQPG VKPG
MSRTOSIS PAPLPAPTKCK v (0]0) 7 KPG
MSRSOQI VQQ TK PAPVV ---PAA VKPG
MSRSOQKOQOQAAQTTOOANKSOV-QAPAATR[EIESH - V- PAA KPG

LSKEEVLKIKECEFDIFDDDKSGSISPNEMKNAIIALGMEQSAEEIVNMIQDLDODGSSLI
LSKDEVLKIKECFDIFDDDKSGSISPNEMKNAIIALGMEQSAEEIVNMIQDLDODGSSLI
LSKEEVQKIKECFDIFDDDKSGSISPNEMKNATIIALGMEQSAEEIVNMIQDLDODGSSLI
LSKDEVLKIKECFDIFDDDKSGSISPNEMKNAIIALGMEQSAEEIVNMIQDLDODGSSLI

DFEEFLNIFGESCTIEDEOVLE G « =0 KRINDLVSERY TDOELREM
DFEEFLNIFGESGTIEDEQVLEKLYQEFDSSGQSKVIYEDFKRINDLVSERY TDQELREM
DFEEFLNIFGESGTIEDEQVLEKLYQEFDSSGQSKVIYEDFKRINDLVSERYTDQELREM
DFEEFLNIFGESGTIEDEQVLEKLYQEFDSSGQSKVIYEDEKRINDLVSERYTDQELREM

ICL9a - R

VEYADKDKDGSLSWDEFKAVVQKEYPNQA

v R /- 0110

VEYADKDKDGSLSWDEFKAVVQKEYPNQA
VEYADKDKDGSLSWDEFKAVVQKEYPNQA

ICL9b

ICL9a

ICL9c¢

ICL9d



J) Localisation of the peptides along the proteins of ICL10 family.

_|: ICL10a
ICL10b
_|: ICL10a
ICL10b
ICL10a

_|: ICL10b

ICL10a
—L_ IcLiom

61
61

121
121

181
181

MNRKKNTTSVPTLPOSKINQSLLVPPPQIMSPNQSYSTYIPPEPKEDPNDYITGSTTKRD
MNRKKNTTSVPTLPQSKVNPQYLAPPPQOQOLSPNQSYSTFIPPEPKEDPNDYITGSTTKRD

ITLYKEIFDFLDSNNNGVIQPMDLRKAFASAGKYQPKKQIIYQOMIADFDODQOSGIIEFRE
ITLYKEIFDFLDSNNNGVIQPMDLRKAFASAGKYQPKKQIIYQOMIADFDODQSGIIEFRE

FVRMMSMHPGEKDTDEDFENIFYQFDLDYKGYITIDDLREMASECNENLKDEDLENIIEE
FVRMMSMNPGEKDTDEDFENIFYQFDIDYKGYISIDDLREMASECNENLKDEDLONIIQS

e 0 TR Y MK S LOKKN

CDPEGNGTIRKQAFIRYMKSAQKKR



K) Localisation of the peptides along the proteins of ICL11 family.

=

S
S
S

ICL11la
ICL11b
ICL11lc

ICL11la
ICL11b
ICL11lc

ICL11la
ICL11b
ICL11lc

ICL11la
ICL11b
ICL11lc

=

61
61
61

121
121
121

181
181
181

MKNQRKSQSPFRTTQSIMRDSPNTQLDESSISTNRIPONRES TRARMKINOSHNNATAQE
MRNQRKSQSPFRTNQSVMRDSPNTQLDESSISTNRVPONRES TRARMKINQSHNNALAQG
MRNQITSHSPFRTTOS I I [BIh rWONMBISIEI B S NN RV PONRE SMRARMLINQSHNNIQNOG

GOIRKOTANE eI NI / T K DLKESDI IDIKQVEDY YDSEQAGILSPNDL
GQIRKOIANERTSAKGGNPNEFNPKKEFVTKDLKESDIIDIKQVFDYYDSEQAGILSPNDL

QOVRKQIANERTQSKGGNPNEFNPKKFITKELKESDIIDIKQVEDYYDSEQAGILSPNDL

EQLLSSCGYHPTKETLYEIFSELDEDELGGITFEYFLGILNQDKSKSERKDTIRRVYRKY
EQLLTSFGYHPTKETLYEIFSELDEDELGGITFEYFLOILNQODKSKSERKDTIRRVYRKY
EQLLISFGYHPSKETLYEIFSELDEEELGGITFQYFLAILNQODKTKSEKKDVIRRVYRKY

DKNNKGFITLODLRQVVYKDLKEEIDEEVLAEIFKKTDSNOQDGKMTFEDEFYNVMTKKVYY
DKNNKGEFVTLODLRQVVYKDLKEEIDEEVLAEIFKKTDSNOQDGKMTFEDEFYNVMTKKVYY
DKSNKGYITLODLRQVVYKDLKEDIDEEVLAETIFRKTDSNODGKMTFEDEFYNVITKKVYY



