Table S1. Oligonucleotide primers for reverse transcription and PCR amplification.

Design of the recombinant

GTPases:

Name

5’- 3’ orientation

wtSariwt_Bglll-s

CATAGATCTGGCTTTGGTGACTGGTTC

wtSariwt Pac-as

CGTTAATTAATCAAAGGTACTTGGAGAGCCAC

mutSar1[H74G]-s

CGGTGGCGGCGAGGTAGCAAG

mutSar1[H74G]-as

TACCTCGCCGCCACCGAGATC

mutSar1[S34N]-s

CAACGCCGGGAAGAATACACTTC

mutSar1[S34N]-as

GAAGTGTATTCTTCCCGGCGTTG

witRab1 Nsil-s

CGGGATGCATGGCCAGTCCTAATCAC

wtRab1_ Pacl-as

CCTTAATTAATCAGCAGCACCCCTTGCTG

mutRab1[Q68L]-s

CCGGCCTAGAGAAGTTCCGGAC

mutRab1Q68L]-as

CCGGAACTTCTCTAGGCCGGCCGTG

mutRab1[S23N]-s

GGCAAAAACGCTCTTCTTCTG

mutRab1[S23N]-as

GAAGAAGAGCGTTTTTGCCCACTCCAG

wt ARF1_Nsil-s

GCATGCATATGGGCCAAGGCGCATC

wt ARF1_Pacl-as

CGTTAATTAATCATCTCTTCTTCCCCTTC

MUtARF1[T31N]-s

CTGCCGGGAAAAACACCATTCTTTAC

mutARF1[T31N]-as GAATGGTGTTTTTCCCGGCAG
mutARF1[Q71L]-s GTTGGAGGCCTCGATTCGATC
mutARF1[Q71L]-as GATCGAATCGAGGCCTCCAAC
Rab 1 stem-loop construct:

Name 5-3

Rab1-Nsil-stop-as

CCATGCATTGATCAGCAGCACCCCTTGCTG

Rab1-BamHlI-s

TGGGATCCATGGCCAGTCCTAATCAC

Rab1-Pacl-as

CCTTAATTAATCAGCAGCACCCCTTGCTG

HsBcl-500nt-Bglll-s

CATAGATCTCAACCGGGAGCTGGTGGTTG

HsBcl-500nt-Pacl-as

CGTTAATTAAAAGAGTGAGCCCAGCAGAAC

RT-PCR primers:

Name 5’-3

PHO-s-quant CACGTTGGGAGACCATTGCA

CWP1-s-quant CTGGTACATGAGTGACAACGCT

Rab1-quant CGGACCATTACTTCTACGTACT

k-adaptor CCGGAATTCGGTACCTCTAGA

k-anchorV CCGGAATTCGGTACCTCTAGA(T18)V

Design of vector for stable integration

Name 5’-3

TPI-F1-Clal-s GCGCATCGATATTTAAATCTTCACGGCGTAGTACTTTC
TPI-F1-Hindlll-as GCGAAGCTTCGAGGCAGCCAATGGTGTC
TPI-F2-EcoRlI-s GCGAATTCTCGGATCAAGACTTCAAATTAG
TPI-F2-Spel-as GCACTAGTATTTAAATGCGTTCATGAAGGTATTAG
GDH-as GGGGCGCCTGTAATTAAAG

mcs-EcoRI-s GCGAATTCTCTAGAAGATCTTTAATTAAACGGTAGCCACGAG

TGAG

CWP1-3'UTR-EcoRl-as

CGAATTCTCTTGAGCTGAGCTCTTG




Table S2. GenBank accession numbers of protein sequences used for comparisons within
the GTPase superfamily

A)

Sarl:

gi|1370452|emb|CAA97933.1| SAR1 [Saccharomyces cerevisiae],
gi|6746583|gb|AAF27634.1|AF216959 1 Sarl [Pichia pastoris]
8926205|gb|AAF81741.1|AF261717 1 SARI1 [Homo sapiens]

21|124505467|ref| XP_001351475.1] small GTP-binding protein sarl [P.falciparum
3D7]

£1|22035409|gb|AAMS83404.1| small GTP-binding protein [Giardia intestinalis]

B)

Rabl:

£i/10047431|gb|AAG12239.1|AF183936 1 guanine nucleotide-binding protein RablA
[Giardia intestinalis]

21/49065350|emb|CAG38493.1| RABIB [Homo sapiens]

£i|836716|dbj|BAA09201.1| GTP-binding protein YPT1 [Saccharomyces cerevisiae]
gi|1877405|emb|CAA68211.1| rabl [Trypanosoma brucei]
gi|1613773|gb|AAB16753.1| Rabl [Plasmodium falciparum]
21|27924279|gb|AAH45014.1| Rabl-prov protein [Xenopus laevis]
£1|32398960|emb|CAD98425.1| rabla protein, probable [ Cryptosporidium parvum]

&)

Arfl:

gi|1431314|emb|CAA98769.1| ARF1 [Saccharomyces cerevisiae]
gi|15226521|ref]NP_182239.1| ARF1 [Arabidopsis thaliana]
2i|1565207|dbj|BAA13490.1| ARF1 [Mus musculus]

21/44829140|tpg| DAA01202.1| TPA_exp: ADP-ribosylation factor 1 [Trypanosoma
brucei]

2i|44829142|tpg| DAA01203.1| TPA_exp: ADP-ribosylation factor 1 [Leishmania
major|

gi|47117660|sp|P61209|ARF1 [Drosophila melanogaster|
21/56204828|emb|CAI23120.1| ADP-ribosylation factor 1 [Homo sapiens]
2i|159109429|ref| XP_001704979.1] ADP-ribosylation factor [ Giardia lamblia ATCC
50803]




