
Table S1. Complete list of genes with the fold change in expression compared with control HepG2 pre-fusion
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NM_000069 CACNA1S: calcium channel, voltage-dependent, L type, alpha 1S subunit (HGNC:1397, CACNL1A3, CCHL1A3, HOKPP, MHS5, hypoPP)contraction/excitation 0.8619 0.7742 0.938 0.6264 1.1593 0.3299 0.7509 0.9691 1.1102 0.6783
NM_000079 CHRNA1: cholinergic receptor, nicotinic, alpha polypeptide 1 (muscle) (HGNC:1955, ACHRA, ACHRD, CHRNA, CMS2A, FCCMS, SCCMS)contraction/excitation 0.8594 0.8457 1.1036 0.3786 1.464 0.1608 1.4707 0.2377 4.0237 0.0026
NM_000257 MYH7: myosin, heavy polypeptide 7, cardiac muscle, beta (HGNC:7577, CMH1, MPD1, MYHCB)contraction/excitation 0.8182 0.8477 0.9535 0.5966 0.9969 0.6441 1.3506 0.3091 1.4363 0.4114
NM_000334 SCN4A: sodium channel, voltage-gated, type IV, alpha (HGNC:10591, HYKPP, HYPP, NAC1A, Nav1.4, hNa(V)1.4)contraction/excitation 0.8439 0.7964 1.0076 0.5227 0.9228 0.7493 1.1117 0.5722 0.8686 0.8478
NM_000727 CACNG1: calcium channel, voltage-dependent, gamma subunit 1 (HGNC:1405, CACNLG)contraction/excitation 0.6406 0.9662 0.8954 0.5747 0.8695 0.7409 0.881 0.7855 1.534 0.2087
NM_001100.3 actin, alpha 1, skeletal musclecontraction/excitation 1.385 0.0718 1.082 0.3137 1.9102 0.077 2.9504 0.0043 4.6586 2.00E-04
NM_002465 MYBPC1: myosin binding protein C, slow type (HGNC:7549, MYBPCC, MYBPCS, slow-type)contraction/excitation 0.9474 0.6742 0.7379 0.9596 1.555 0.1084 1.9449 0.0624 3.8649 0.003
NM_003279 TNNC2: troponin C type 2 (fast) (HGNC:11944)contraction/excitation 0.493 0.9784 0.6436 0.9434 3.31 8.00E-04 2.3265 0.0257 15.9675 0
NM_003280 TNNC1: troponin C type 1 (slow) (HGNC:11943, TNC, TNNC)contraction/excitation 0.8669 0.4876 0.9613 0.1539 2.1734 0.0067 3.2609 0.0014 10.8374 0
NM_003281 TNNI1: troponin I type 1 (skeletal, slow) (HGNC:11945, DKFZp451O223, TNN1)contraction/excitation 0.9449 0.7782 1.1796 0.2585 1.0357 0.6638 0.9635 0.8324 1.1199 0.6399
NM_003282 TNNI2: troponin I type 2 (skeletal, fast) (HGNC:11946, AMCD2B, DA2B, FSSV)contraction/excitation 1.527 0.0212 0.6185 0.9957 1.446 0.0278 3.9885 3.00E-04 4.0792 0.0057
NM_003283 TNNT1: troponin T type 1 (skeletal, slow) (HGNC:11948, ANM, MGC104241)contraction/excitation 1.255 0.0425 0.7688 0.3444 1.9558 0.0053 3.771 1.00E-04 11.0939 0
NM_004320 ATP2A1: ATPase, Ca++ transporting, cardiac muscle, fast twitch 1 (HGNC:811, ATP2A, SERCA1)contraction/excitation 0.8948 0.7738 0.661 0.9886 1.5394 0.0599 3.5177 1.00E-04 2.63 0.0666
NM_006757 TNNT3: troponin T type 3 (skeletal, fast) (HGNC:11950, AMCD2B, DA2B, DKFZp779M2348, FSSV)contraction/excitation 1.0112 0.0335 0.3479 1.9139 0.0177 3.8166 3.00E-04 6.1866 0
NM_013292 MYLPF: fast skeletal myosin light chain 2 (DKFZp779C0757, MGC13450, MRLC2)contraction/excitation 1.5957 0.0177 0.5502 0.9232 1.241 0.3198 2.666 0.0087 3.7812 0.005
NM_017534 MYH2: myosin, heavy polypeptide 2, skeletal muscle, adult (HGNC:7572, MYH2A, MYHSA2, MYHas8, MyHC-2A, MyHC-IIa)contraction/excitation 1.249 0.1799 0.7656 0.833 1.2644 0.2741 0.8291 0.9274 0.8535 0.8595
NM_079420 MYL1: myosin, light polypeptide 1, alkali; skeletal, fast (HGNC:7582, MLC1F, MLC3F)contraction/excitation 1.0593 0.5051 0.9401 0.7294 2.9158 0.0104 2.6122 0.0243 6.9207 0
NM_000290 PGAM2: phosphoglycerate mutase 2 (muscle) (HGNC:8889, MGC88743, PGAMM)metabolism 1.476 0.0095 1.5183 0.012 1.4157 0.0706 2.8819 0.0033 1.9172 0.0957
NM_000766.3 Homo sapiens cytochrome P450, family 2, subfamily A, polypeptide 13 (CYP2A13), mRNA.metabolism 0.8879 0.7903 0.5491 0.999 0.7682 0.9377 0.9032 0.8175 0.9802 0.7424
NM_001001975ATP5D: ATP synthase, H+ transporting, mitochondrial F1 complex, delta subunit (HGNC:837)metabolism 0.904 0.5603 0.6976 0.8087 0.362 0.9996 0.8372 0.7634 0.5827 0.8493
NM_001824 CKM: creatine kinase, muscle (HGNC:1994, CKMM, M-CK)metabolism 1.0257 0.2893 1.1134 0.322 1.8535 0.0736 1.6178 0.1907 4.6498 0.0022
NM_002103.3 glycogen synthase 1 (muscle)metabolism 1.1589 0.3113 1.1526 0.163 0.9884 0.6453 1.0012 0.7855 1.1331 0.5986
NM_002625 PFKFB1: 6-phosphofructo-2-kinase/fructose-2,6-biphosphatase 1 (HGNC:8872, PFRX)metabolism 0.9921 0.5411 0.9766 0.5878 0.8484 0.8684 0.7626 0.9587 0.7436 0.9607
NM_003837 FBP2: fructose-1,6-bisphosphatase 2 (HGNC:3607)metabolism 0.8756 0.6637 1.1853 0.2126 1.1366 0.3311 0.877 0.8176 1.1884 0.4966
NM_004102 FABP3: fatty acid binding protein 3, muscle and heart (mammary-derived growth inhibitor) (HGNC:3557, FABP11, H-FABP, MDGI, O-FABP)metabolism 0.8458 0.913 0.676 0.9949 1.0372 0.6239 0.9894 0.8206 0.9011 0.9226
NM_004776 B4GALT5: UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 5 (HGNC:928, B4Gal-T5, BETA4-GALT-IV, beta4Gal-T5, beta4GalT-V, gt-V)metabolism 1.4472 0.0384 0.9298 0.5996 1.3497 0.2326 1.8493 0.0852 1.4077 0.1559
NM_021245.2 myozenin 1 metabolism 1.07 0.5232 1.2307 0.3046 1.6976 0.1621 1.2937 0.3926 1.2675 0.3962
NM_133371.2 myozenin 3 metabolism 1.0317 0.6205 1.1225 0.3649 0.9809 0.7928 0.809 0.9711 1.021 0.7828
NM_001002810PDE4DIP: phosphodiesterase 4D interacting protein (myomegalin) (HGNC:15580, CMYA2, DKFZp781J054, MGC75440, MMGL)Misc 0.9654 0.632 0.6714 0.9759 0.9016 0.678 0.7743 0.9541 0.6561 0.9759
NM_001234 CAV3: caveolin 3 (HGNC:1529, LGMD1C, MGC126100, MGC126101, MGC126129, VIP-21, VIP21)Misc 1.0096 0.6461 1.1517 0.3435 1.1424 0.5362 1.0752 0.6885 1.0732 0.6184
NM_001835 CLTCL1: clathrin, heavy polypeptide-like 1 (HGNC:2093, CHC22, CLH22, CLTCL, CLTD)Misc 1.0383 0.4075 0.9908 0.5759 1.0113 0.5083 1.2439 0.3284 0.9912 0.779
NM_002152 HRC: histidine rich calcium binding protein (HGNC:5178)Misc 0.9373 0.7349 0.5851 0.9607 0.7277 0.7989 1.5014 0.2344 1.6063 0.407
NM_002422.3 Homo sapiens matrix metallopeptidase 3 (stromelysin 1, progelatinase) (MMP3), mRNA.Misc 1.1771 0.3055 1.0746 0.4219 0.8932 0.913 1.0223 0.7592 0.7624 0.9564
NM_003356 UCP3: uncoupling protein 3 (mitochondrial, proton carrier) (HGNC:12519, SLC25A9)Misc 0.9178 0.801 0.7241 0.8617 0.8284 0.9272 0.806 0.9393 0.9473 0.7324
NM_003673 TCAP: titin-cap (telethonin) (HGNC:11610, CMD1N, LGMD2G, T-cap, TELE, telethonin)Misc 0.7586 0.898 0.5816 0.9916 1.4212 0.1462 3.9784 0 5.1229 6.00E-04
NM_006308 HSPB3: heat shock 27kDa protein 3 (HGNC:5248, HSPL27)Misc 0.7967 0.7944 0.8007 0.7657 1.0677 0.5312 1.0449 0.6227 1.3686 0.3053
NM_007078 LDB3: LIM domain binding 3 (HGNC:15710, CYPHER, KIAA01613, KIAA0613, ORACLE, PDLIM6, ZASP)Misc 0.9387 0.7562 0.8057 0.9068 0.916 0.8561 0.7886 0.9578 0.7282 0.9649
NM_015206 KIAA1024: KIAA1024 proteinMisc 0.9034 0.7886 1.1365 0.3529 1.1592 0.3147 1.1803 0.4707 0.8979 0.8649
NM_000540 RYR1: ryanodine receptor 1 (skeletal) (HGNC:10483, CCO, MHS, MHS1, RYDR, RYR)sarcoplasmic reticulum 0.6473 0.9362 1.0011 0.2326 0.9854 0.6038 1.965 0.0624 2.0742 0.1425
NM_001231.2 calsequestrin 1 (fast-twitch, skeletal muscle)sarcoplasmic reticulum 1.0608 0.5329 0.6675 0.9736 1.2553 0.2551 1.1552 0.4497 1.1325 0.6271
NM_001232 CASQ2: calsequestrin 2 (cardiac muscle) (HGNC:1513, PDIB2)sarcoplasmic reticulum 1.0608 0.2487 0.6563 0.9502 1.0908 0.3134 1.5677 0.0638 1.1989 0.4389
NM_004274.3 A kinase (PRKA) anchor protein 6sarcoplasmic reticulum 1.0738 0.4072 1.1452 0.261 1.0244 0.5735 0.9854 0.7848 1.1682 0.4692
NM_006073.1 triadin sarcoplasmic reticulum 1.2387 0.2423 1.4644 0.0791 1.1913 0.3374 1.2423 0.3957 1.0243 0.7981
NM_020647.2 junctophilin 1 sarcoplasmic reticulum 1.2364 0.2141 0.6472 0.9907 1.6824 0.0683 1.3255 0.3162 0.9645 0.6824
NM_000109.2 dystrophin (muscular dystrophy, Duchenne and Becker types)surface/structure 1.5284 0.0307 0.9091 0.5422 1.2772 0.2905 1.1493 0.5824 1.1877 0.3532
NM_000117.1 emerin (Emery-Dreifuss muscular dystrophy)surface/structure 0.6802 0.9914 1.2276 0.2628 0.8752 0.8188 0.9013 0.847 0.9413 0.8907
NM_000231 SGCG: sarcoglycan, gamma (35kDa dystrophin-associated glycoprotein) (HGNC:10809, A4, DAGA4, DMDA, DMDA1, LGMD2C, MAM, MGC130048, SCARMD2, SCG3, TYPE)surface/structure 1.2055 0.2652 1.0582 0.4526 1.176 0.4262 1.0951 0.6536 1.0935 0.7405
NM_000337 SGCD: sarcoglycan, delta (35kDa dystrophin-associated glycoprotein) (HGNC:10807, 35DAG, CMD1L, DAGD, MGC22567, SG-delta, SGD)surface/structure 1.0506 0.5864 1.0017 0.6245 0.964 0.7976 1.0036 0.7833 0.895 0.8684
NM_001104 ACTN3: actinin, alpha 3 (HGNC:165, MGC117002, MGC117005)surface/structure 1.4479 0.0274 0.9626 0.397 1.5427 0.1084 3.0884 0.0025 3.1087 0.0261
NM_001782 CD72: CD72 antigen (HGNC:1696, LYB2)surface/structure 0.6817 0.9909 0.9591 0.6575 0.904 0.7846 1.1063 0.3734 0.8344 0.9399
NM_003637 ITGA10: integrin, alpha 10 (HGNC:6135, PRO827)surface/structure 0.9721 0.7091 0.6803 0.9699 0.8524 0.8391 0.8619 0.8516 0.874 0.8886
NM_004393.1 dystroglycan 1 (dystrophin-associated glycoprotein 1)surface/structure 1.1926 0.2547 1.2026 0.1574 1.0127 0.6359 1.0564 0.5936 1.0643 0.6408
NM_004933.2 cadherin 15, M-cadherin (myotubule)surface/structure 1.0205 0.5655 1.0797 0.446 0.9062 0.7812 1.2212 0.4266 1.23 0.4172
NM_005055 RAPSN: receptor-associated protein of the synapse, 43kD (HGNC:9863, CMS1D, CMS1E, MGC3597)surface/structure 1.097 0.5302 1.3449 0.1495 0.8962 0.8751 1.2155 0.4966 1.2707 0.5259
NM_000325 PITX2: paired-like homeodomain transcription factor 2 (HGNC:9005, ARP1, Brx1, IDG2, IGDS, IGDS2, IHG2, IRID2, MGC111022, MGC20144, Otlx2, PTX2, RGS, RIEG, RIEG1, RS)transcription factors 1.1476 0.3426 1.1204 0.4086 1.0368 0.533 1.0835 0.6736 1.1427 0.6421
NM_001001419SMAD5: SMAD, mothers against DPP homolog 5 (Drosophila) (HGNC:6771, DKFZp781C1895, DKFZp781O1323, Dwfc, JV5-1, MADH5)transcription factors 0.8066 0.9675 1.0555 0.5482 0.9046 0.9051 0.7453 0.9937 0.812 0.9472
NM_002165.2 inhibitor of DNA binding 1, dominant negative helix-loop-helix proteintranscription factors 1.1002 0.2997 0.7448 0.9268 0.5188 0.9868 0.5165 0.9977 0.7705 0.9012
NM_002478 MYOD1:  Myogenic factor 3transcription factors 0.6438 0.8273 1.1613 0.0906 0.7625 0.3787 0.5802 0.7591 0.6984 0.9013
NM_002479 MYOG: myogenin (myogenic factor 4) (HGNC:7612, MYF4, MYOGENIN)transcription factors 0.8473 0.2214 0.6608 0.5226 0.3355 0.9203 0.4548 0.741 0.3207 0.9988
NM_003199.1 transcription factor 4transcription factors 1.1036 0.4257 0.7415 0.9749 1.1059 0.5422 1.2442 0.3186 0.8862 0.8771
NM_003200.1 transcription factor 3 (E2A immunoglobulin enhancer binding factors E12/E47)transcription factors 1.0284 0.6016 1.1082 0.3981 0.9129 0.8457 0.8316 0.9654 0.7281 0.9861
NM_003205.3 transcription factor 12 (HTF4, helix-loop-helix transcription factors 4)transcription factors 1.2646 0.133 0.9732 0.5262 1.2931 0.308 1.032 0.6457 0.8697 0.8599
NM_005098.2 musculin (activated B-cell factor-1)transcription factors 1.0818 0.4093 1.0392 0.5466 1.0131 0.6613 1.1247 0.5748 0.8736 0.9406
NM_005587.1 MADS box transcription enhancer factor 2, polypeptide A (myocyte enhancer factor 2A)transcription factors 1.0704 0.3061 0.9244 0.6004 0.9191 0.7219 0.9102 0.8418 0.9234 0.6926
NM_005593 MYF5: myogenic factor 5 (HGNC:7565)transcription factors 1.0989 0.4249 0.9942 0.5189 1.0844 0.5247 1.0167 0.7697 0.7086 0.983
NM_005919.1 MADS box transcription enhancer factor 2, polypeptide B (myocyte enhancer factor 2B)transcription factors 0.7883 0.9724 0.9039 0.8193 1.0566 0.6175 0.9996 0.7845 1.0646 0.677


