A. Amino acid sequence of AD17 constructs

Ext llul Predicted
xtraceruiar Transmembrane Predicted cytoplasmic domain
domain .
domain
AD17wt ..KFLADN | IVGSVLVFSLIFWIPFSILVHCV | DKKLDKQYESLSLFHHSNIEMLSSMDSASVRIIKPFPAPQT
PGRLQALQPAAMMPPVSAAPKLDHQRMDTIQEDPSTDSHVD,
DDGFEKDPFPNSSTAAKSFEDLTDHPVTRSEKAASFKLQRQ
SRVDSKETEC -HAtag
AD17A-cyto ..KFLADN | IVGSVLVFSLIFWIPFSILVHCV DKKLD -HAtag
mBTC .QQDRGAQ [ ILVVCLIVVMVVFIILVIGVCTCC HPLRKHRKKKKEEKMETLDKDKTPISEDIQETNIA
AD17-BTC ..LADNGS [ILVVCLIVVMVVFIILVIGVCTCC HPLRKHRKKKKEEKMETLDKDKTPISEDIQETNIA -HAtag
mCD62L ..KEGDYN | PLFIPVAVMVTAFSGLAFLIWLA RRLKKGKKSQERMDDPY
AD17-CD62L ..KFLADN | PLFIPVAVMVTAFSGLAFLIWLA RRLKKGKKSQERMDDPY -HAtag
Adam17-/-cells: TGF a Adam17-/-cells: TGF a
B: 4h constitutive C: cells lysates
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D: WB of transfected ADAM17-HA clones in Adam17-/- cells

IP: ConA beads

WB: anti-HA tag MW: kDa



