Figure ST

Graphical representations of various constructs used in the manuscript.

MLL mutant proteins are shown schematically and grouped according to the experi-
ments in which they were employed and the relevant figure numbers in the main

text: (A) proteins shown in Fig. 4A and B, (B) Fig. 4C, (C) Fig. 4E and F, (D) Fig. 5B,
(E) Fig. 5C, (F) Fig. 5D, (G) Fig. 6A, (H) Fig. 6B, () Fig. 6C, (J) Fig. 6D, (K) Fig. 6E,
and (L) Fig. 6F. Predicted molecular mass (kDa) of each mutant is shown on the right.
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Figure S1 continued
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Figure S1 continued
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