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Fig. S3

B +/+C

M
ig

fil
in

/
/

M
ac

1
D

A
P

I
M

ig
fil

in
M

ac
1

D
A

P
I

M
ig

fil
in

/
/

P
ec

am
1

D
A

P
I

M
ig

fil
in

P
ec

am
1

D
A

P
I

+/+

-/
-

+
/+

MigfilinMigfilin VinculinVinculinAA

+/+

Migfilin

Src

Src pY416 *

+/+ +/+ -/- -/- -/-
D



10 0 10 1 10 2 10 3 10 4
0

20

40

60

80

100

%
of

M
ax

10 0 10 1 10 2 10 3 10 4
0

20

40

60

80

1009EG7 9EG7
2++1 mM Mn

B

+/++/+

-/--/-

IsotypeIsotype

A

Itgb1 Itgb4 Itga2 Itga5 Itga6 Itgav
0.0

0.2

0.4

0.6

0.8

1.0

1.2 +/+

+/-

-/-

M
F

I



Fig. S5

fl/fl siScr
fl/fl siMig

-/- siScr
-/- siMig

fl/
fl

-/
-

A

Migfilin

Gapdh

fl
/f

l
s

iM
ig

fl
/f

l
s

iS
c

r

-/
-

s
iM

ig

-/
-

s
iS

c
r

B siScrsiScr siMigsiMig

Migfilin/ /Vinculin DAPIMigfilin/Vinculin/DAPI

D

fl/fl siScr

fl/fl siMig

-/- siScr

-/- siMig

0 20 40 60
0

500

1000

1500

2000

time (minutes)

a
re

a
(µ

m
2

)

C

+/+ -/-
550 µm

0 µm

PLL Col I FN Col IV
0.0

0.2

0.4

0.6

0.8

in
p
u
t

E

350 µm

0 µm

F
fl/fl -/-


	1: Fig. S1
	2: Fig. S2
	3: Fig. S3
	4: Fig. S4
	5: Fig. S5

