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Fig. S4. SIRT2 downregulation or overexpression cannot complement ANKLE2 downregulation phenotype 
and nuclear shape defects caused by SIRT2 depletion are not an indirect result of tubulin acetylation. (A) 
Immunofluorescence images of U2OS LAP2β-GFP cells transfected with siControl, siANKLE2, siSIRT2, 
siANKLE2+siSIRT2, HA-SIRT2 and siANKLE2+HA-SIRT2 for 48 h. Scale bars: 10 μm. (B) Quantification of 
lobulated nuclei for conditions under (A). (C) Immunofluorescence images of acetylated tubulin in U2OS LAP2β-
GFP cells transfected with siANKLE2, siSIRT2 and siControl for 48 h. Scale bars: 10 μm. (D) Quantification of 
aggregates of acetylated tubulin due to siSIRT2 or siANKLE2 in all cells compared to only those that exhibit the 
polylobed phenotype for two independent experiments. 
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