
Table S1. Intrinsically disordered profile of polarisome proteins in conserved fungi species. 

  Aip5 Spa2 Bni1 Bud6 
Homologous species Protein 
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aa 

IDR 

(%) 
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identity 

Protein 

aa 

IDR 

(%) 

Protein 

identity 

Protein 

aa 

IDR 

(%) 

Protein 

identity 

Protein 

aa 

IDR 

(%) 

Saccharomyces 

cerevisiae 

NP_116671

.1 
1234 92 XP_0337677

59.1 
1466 67 NP_014128.

2 
1953 51 XP_03376

8061.1 
789 32 

Aspergillus fischeri XP_001260

982.1 
335 64 XP_0012659

31.1  
941 53 XP_0012577

01.1  
1798 44 XP_00126

4801.1  
1058 45 

Aspergillus lentulus GAQ06256

.1 
335 70 GFF53506.1  941 48 GFF73301.1  1029 54 GFG0802

6.1  
1029 43 

Aspergillus fumigatus XP_755853

.1  
335 58 XP_749503.

1  
941 50 KMK55101.

1  
1800 44 EDP5620

0.1  
1055 45 

Aspergillus udagawae GFF42331.

1  
335 61 GFF48627.1  942 64 GFF58115.1  2514 36 GFF39265

.1  
1056 45 

Aspergillus clavatus XP_001275

805.1  
326 69 XP_0012728

14.1  
945 63 XP_0012700

53.1  
1813 55 XP_00126

9295.1  
1058 45 

Aspergillus calidoustus CEL04557.

1  
308 71 CEN61787.1  915 48 CEL01604.1  1788 50 CEN6217

1.1  
1012 36 

Aspergillus nomius XP_015405

442.1  
315 71 XP_0154089

06.1  
930 78 XP_0154067

51.1 
1720 52 XP_01540

9029.1 
1030 43 

Aspergillus parasiticus KAB82036

45.1  
313 68 KJK68401.1  923 76 KAB820092

7.1  
1819 49 KJK66467

.1  
983 41 

Aspergillus nidulans XP_680856

.1  
302 67 XP_661419.

1  
906 44 P78621.2 1790 45 XP_65892

8.1 
981 41 

Talaromyces marneffei XP_002152

292.1  
384 74 XP_0021519

08.1 
915 55 KFX41980.1  1791 45 XP_00214

4169.1  
1024 43 

Coccidioides immitis XP_001247

641.1  
283 65 XP_0012450

46.2  
955 59 XP_0012488

75.1  
1705 47 TPX2437

3.1  
1054 49 

Coccidioides posadasii KMM6508

1.1  
281 64 XP_0030717

43.1  
953 59 XP_0030711

51.1  
1706 41 XP_00307

0246.1  
1054 46 

Histoplasma 

capsulatum 

XP_001536

494.1  
353 57 XP_0015406

47.1  
419 100 EEH02998.1 1741 40 EGC4125

9.1  
1158 52 

Candida auris XP_028892

374.1  
1097 89 XP_0288912

75.1  
1295 69 XP_0288890

60.1  
1784 39 XP_02888

9153.1  
681 3 

Candida parapsilosis CCE39881.

1  
1039 90 CCE42632.1  1252 62 CCE41612.1  1833 49 CCE4303

2.1  
721 22 

Candida maltosa EMG45747

.1  
736 84 EMG49455.1  1492 68 EMG49434.1  1780 45 EMG4562

8.1  
719 19 

Candida albicans XP_714301

.2  
896 89 XP_711580.

2  
1466 67 XP_722138.

1  
1732 46 XP_71762

4.2  
703 11 

Candida dubliniensis XP_002420

884.1  
892 82 XP_0024178

20.1  
1451 67 XP_0024178

47.1  
1735 35 XP_00241

7412.1 
691 12 

Candida glabrata SCV12466.

1  
989 80 XP_445693.

1  
1178 59 KTB11339.1  1898 37 SCV1674

0.1 
752 27 

Candida orthopsilosis XP_003870

749.1  
1044 89 XP_0038692

64.2  
956 54 XP_0038660

02.1  
1802 50 XP_00386

6437.1  
670 12 

Lodderomyces 

elongisporus 

XP_001523

888.1  
1057 91 XP_0015254

76.1 
1380 65 XP_0015277

94.1  
1940 52 XP_00152

8044.1 
806 25 

Pneumocystis murina XP_007874

865.1  
99 0 XP_0078744

55.1  
601 0 XP_0078745

32.1  
1615 25 XP_00787

4485.1  
786 20 

Pneumocystis jiroveci CCJ28939.

1  
99 0 XP_0182306

45.1  
798 0 XP_0182280

33.1  
1617 12 XP_01823

0676.1  
823 24 

Aspergillus 

ochraceoroseus 

KKK17899

.1  
298 70 KKK20028.1  936 62 PTU18701.1  2099 29 KKK2187

6.1 
1007 44 

Aspergillus flavus RAQ56689.

1  
313 68 XP_0023810

20.1  
864 46 XP_0023782

48.1  
1813 44 KAB8246

000.1 
1083 33 

Aspergillus niger XP_001393

661.1  
321 69 XP_0254514

51.1  
915 65 EHA24423.1 2210 32 GAQ4142

5.1 
1051 42 

Colletotrichum salicis KXH63757

.1  
377 60 KXH67854.1  928 60 KXH56996.1  1679 48 KXH3679

0.1 
929 34 

Fusarium langsethiae KPA43545.

1  
479 79 KPA40969.1  913 74 KPA43974.1  1738 40 KPA3754

3.1 
1028 43 

Fusarium poae OBS20875.

1  
479 62 OBS26936.1  922 74 OBS21314.1  1737 40 OBS2571

1.1 
1029 39 

Fusarium 

pseudograminearum 

XP_009257

579.1  
482 46 XP_0092634

28.1  
929 74 XP_0092586

69.1  
1757 40 XP_00926

3492.1 
1028 39 

Botrytis cinerea XP_024553

261.1  
234 36 XP_0015599

63.2  
1083 56 XP_0245540

29.1  
1766 40 XP_00155

0080.1 
1026 39 

Zymoseptoria tritici SMQ46323

.1  
370 68 SMR41250.1  913 84 SMY28523.1  1782 45 SMR6412

0.1 
1045 46 

Ustilago maydis XP_011391

805.1  
906 60 XP_0113911

41.1  
1025 59 XP_0113908

16.1  
1866 43 XP_01138

8054.1 
1280 31 

Sporisorium reilianum SJX65519.

1  
905 60 CBQ69286.1  1019 59 SJX64379.1  1905 42 SJX61532

.1 
1278 44 

The human pathogenic fungi are highlighted in yellow, while the plant pathogenic fungi are highlighted 

in green. The protein identity codes are from database NCBI (https://www.ncbi.nlm.nih.gov/), and the 

total protein length and IDR ratio are specified, respectively. 
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https://www.ncbi.nlm.nih.gov/



