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Table S1: GenBank accession numbers for all ESTs from clones up- or downregulated by twofold or greater in heat

shocked gill tissue

Clone identifier Common name Accession number

Gm_09a06 Myosin heavy chain, fast skeletal muscle EB650376

Gm_09d05 Isocitrate dehydrogenase [NADP], mitochondrial precursor EB648205

Gm_09e03 Creatine kinase, M chain (EC 2.7.3.2) (M-CK) EB651333

Gm_09e05 Unclassifiable sequence

Gm_09e18 Unclassifiable sequence

Gm_09f02 transducer of ERBB2, 1a [Danio rerio] EB651577

Gm_09g15 Unclassifiable sequence

Gm_09h10 Unclassifiable sequence EB649458

Gm_09h23 Eukaryotic translation initiation factor 3 subunit 1 EB648590

Gm_09i07 Unclassifiable sequence EB650685

Gm_09i14 Unclassifiable sequence EB649272

Gm_09i19 Cytochrome P450, family 4, subfamily v, poly EB648275

Gm_09i20 Eukaryotic translation initiation factor 3 subunit 1 EB647842

Gm_09j10 Glutamine synthetase (EC 6.3.1.2) (Glutamate--ammonia EB649285

Gm_09j14 Unclassifiable sequence EB648687

Gm_09k02 Calmodulin (CaM) EB650324

Gm_09k20 Unclassifiable sequence EB650401

Gm_09l07 Unclassifiable sequence EB649393

Gm_09l09 Ubiquitin EB649689

Gm_09l10 Ubiquitin EB650255

Gm_09m10 Ubiquitin EB648674

Gm_09m11 Nucleoside diphosphate kinase NBR-B (EC 2.7.4.6) (NDK EB648654

Gm_09n09 Unclassifiable sequence EB650949

Gm_09n24 Keratin, type II cytoskeletal 8 (Cytokeratin 8) EB650855

Gm_09o05 casein kinase I alpha L isoform EB649929

Gm_09o08 Myosin heavy chain, fast skeletal muscle EB650793

Gm_09o17 Unclassifiable sequence

Gm_09o20 Apolipoprotein Eb precursor (Apo-Eb) EB650911

Gm_09p11 Butyrate response factor 2 (TIS11D protein) (EGF-response EB650446

Gm_10a24 Unclassifiable sequence EB649482

Gm_10c07 Myosin regulatory light chain 2, skeletal muscle isoform EB648661

Gm_10c24 Elongation factor 1-alpha, somatic form (EF-1-alpha-S) EB651270

Gm_10d13 Unclassifiable sequence EB647855

Gm_10f14 Unclassifiable sequence EB651495

Gm_10g14 MHC class I antigen antigen EB651641

Gm_10g18 Unclassifiable sequence EB649680

Gm_10h03 Reticulon protein 3 (Neuroendocrine-specific protein-like EB651732

Gm_10i07 Unclassifiable sequence EB651673

Gm_10i19 myosin heavy chain EB647801

Gm_10i20 Heat shock cognate 71 kDa protein (Hsc70.1) EB649992

Gm_10j16 Heat shock cognate 71 kDa protein (Hsc70.1) EB648691

Gm_10k06 Unclassifiable sequence

Gm_10k14 Unclassifiable sequence EB650752

Gm_10m06 Apolipoprotein Eb precursor (Apo-Eb) EB650507

Gm_10m12 Unclassifiable sequence EB650697

Gm_10n05 Unclassifiable sequence EB647781

Gm_10o10 Ubiquitin EB651218

Gm_10o19 Parvalbumin alpha (A1) EB649864

Gm_10o22 Cyclin G1 (Cyclin G) EB651585

Gm_10p22 Pepsin A precursor (EC 3.4.23.1) EB647832

Gm_11a10 Alpha-tropomyosin EB652176

Gm_11c11 Unclassifiable sequence EB652311

Gm_11c15 Unclassifiable sequence EB651830

Gm_11d08 Myosin regulatory light chain 2, skeletal muscle isoform EB651964

Gm_11e03 Unclassifiable sequence EB652017

Gm_11e07 Unclassifiable sequence EB652290

Gm_11e09 Unclassifiable sequence EB651999

Gm_11e19 Unclassifiable sequence EB652186

Gm_11e22 myosin light chain 2 EB652044

Gm_11f16 Transcription factor AP-1 (Proto-oncogene c-jun) EB652305

Gm_11g02 Creatine kinase, M chain (EC 2.7.3.2) (M-CK) EB651925

Gm_11g06 Unclassifiable sequence EB652317

Gm_11h16 Chloride intracellular channel 6 EB652299

Gm_11h22 Unclassifiable sequence EB652199
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Gm_11i01 Serine/threonine-protein kinase Sgk1 (EC 2.7.1.37) EB652229

Gm_11j12 Heterogeneous nuclear ribonucleoprotein A/B (hnRNP A/B) EB652215

Gm_11k03 Unclassifiable sequence EB652300

Gm_11k12 Mitochondrial glutamate carrier 1 (Glutamate/H(+) EB652235

Gm_11k21 Histone H2B EB651864

Gm_11l10 Actin, alpha skeletal muscle (Alpha-actin 1) EB651983

Gm_11l12 Nucleoside diphosphate kinase NBR-B (EC 2.7.4.6) (NDK EB651900

Gm_11l18 Cyclic-AMP-dependent transcription factor ATF-4 EB652113

Gm_11m01 Unclassifiable sequence EB652224

Gm_11m10 Unclassifiable sequence EB651992

Gm_11m20 60S ribosomal protein L10 EB651974

Gm_11n02 Unclassifiable sequence EB652282

Gm_11n10 60S ribosomal protein L19 EB652251

Gm_11n14 Ubiquitin EB652118

Gm_11n21 T-complex protein 1, eta subunit (TCP-1-eta) (CCT-eta) EB651902

Gm_11p07 Unclassifiable sequence EB652267

Gm_11p14 Unclassifiable sequence EB652062

Gm_12a06 Unclassifiable sequence

Gm_12c12 CCAAT/enhancer binding protein beta (C/EBP beta) (Nuclear EB652143

Gm_12e02 Unclassifiable sequence

Gm_12e12 Unclassifiable sequence

Gm_12f03 myosin light chain 2 EB652063

Gm_12h16 Unclassifiable sequence EB652361

Gm_12i04 40S ribosomal protein S8 EB652029

Gm_12i10 Unclassifiable sequence EB651922

Gm_12j14 Unclassifiable sequence EB652356

Gm_12j19 Unclassifiable sequence

Gm_12o21 Myosin regulatory light chain 2, skeletal muscle isoform EB652049

Gm_12p10 Unclassifiable sequence EB651996

Gm_12p17 Actin, alpha skeletal muscle 2 EB652131

Gm_13a14 Actin, alpha skeletal muscle (Alpha-actin 1) EB652263

Gm_13a17 Myosin regulatory light chain 2, skeletal muscle isoform EB651995

Gm_13a19 Unclassifiable sequence EB651894

Gm_13b07 Unclassifiable sequence EB652293

Gm_13c15 Unclassifiable sequence EB652133

Gm_13c18 Troponin T, fast skeletal muscle isoforms EB651787

Gm_13d12 Actin, alpha skeletal muscle (Alpha-actin 1) EB652068

Gm_13e11 Inter-alpha-trypsin inhibitor heavy chain H2 precursor EB652135

Gm_13e19 Unclassifiable sequence EB651968

Gm_13f06 Unclassifiable sequence EB651916

Gm_13f07 Actin, alpha skeletal muscle (Alpha-actin 1) EB652040

Gm_13f09 Actin, alpha skeletal muscle (Alpha-actin 1) EB651893

Gm_13f19 Nucleoside diphosphate kinase NBR-B (EC 2.7.4.6) (NDK EB652012

Gm_13f20 Unclassifiable sequence EB651843

Gm_13g02 Unclassifiable sequence EB651840

Gm_13h18 Creatine kinase, M chain (EC 2.7.3.2) (M-CK) EB652253

Gm_13h21 Ubiquitin EB651848

Gm_13i05 Unclassifiable sequence EB651826

Gm_13j08 Somatostatin II precursor [Contains: EB651869

Gm_13j12 Unclassifiable sequence EB652151

Gm_13j15 Unclassifiable sequence EB652167

Gm_13k07 Unclassifiable sequence EB652018

Gm_13k19 60S ribosomal protein L32 EB652333

Gm_13l12 Unclassifiable sequence EB652038

Gm_13l18 Unclassifiable sequence

Gm_13l21 Actin, alpha skeletal muscle (Alpha-actin 1) EB652139

Gm_13n12 Unclassifiable sequence

Gm_13o07 Unclassifiable sequence

Gm_13o10 Unclassifiable sequence EB652366

Gm_14a08 Creatine kinase, M chain (EC 2.7.3.2) (M-CK) EB652342

Gm_14b05 Unclassifiable sequence

Gm_14b10 Elongation factor 1-alpha (EF-1-alpha) EB652205

Gm_14b15 Myosin regulatory light chain 2, skeletal muscle isoform EB652270

Gm_14c15 ATP synthase beta chain, mitochondrial precursor (EC EB651827

Gm_14d15 Actin, alpha skeletal muscle (Alpha-actin 1) EB651969

Gm_14d16 Serotransferrin precursor EB652223

Gm_14e11 Parvalbumin beta EB652042
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Gm_14e15 Unclassifiable sequence

Gm_14e19 Actin, alpha skeletal muscle (Alpha-actin 1) EB652161

Gm_14f08 Unclassifiable sequence EB652287

Gm_14f13 ATP synthase beta chain, mitochondrial precursor (EC EB652166

Gm_14f15 Fructose-bisphosphate aldolase A (EC 4.1.2.13) EB652266

Gm_14f16 Unclassifiable sequence EB651954

Gm_14f18 Unclassifiable sequence EB652109

Gm_14g03 Unclassifiable sequence

Gm_14h20 CCAAT/enhancer binding protein delta (C/EBP delta) EB652084

Gm_14i02 Creatine kinase, M chain (EC 2.7.3.2) (M-CK) EB651824

Gm_14j07 Actin, alpha skeletal muscle 2 EB652145

Gm_14m12 Unclassifiable sequence EB651828

Gm_14p02 Unclassifiable sequence EB651793

Gm_15b15 Unclassifiable sequence

Gm_15d11 40S ribosomal protein S11 EB650118

Gm_15e01 Butyrate response factor 2 (TIS11D protein) (EGF-response EB651290

Gm_15f10 Coatomer gamma-2 subunit (Gamma-2 coat protein) (Gamma-2 EB648857

Gm_15g06 Unclassifiable sequence EB649823

Gm_15h16 Complement C3-1 [Contains: C3a anaphylatoxin] (Fragment) EB647865

Gm_15l05 Unclassifiable sequence EB651075

Gm_15l06 Unclassifiable sequence EB650482

Gm_15l19 Unclassifiable sequence EB649444

Gm_15m07 Unclassifiable sequence

Gm_15o02 Ubiquitin EB648311

Gm_15p13 DnaJ homolog subfamily C member 7 (Tetratricopeptide EB650417

Gm_16a16 Unclassifiable sequence EB648181

Gm_16b06 Hepatic leukemia factor EB651109

Gm_16c17 Polyadenylate-binding protein 1 (Poly(A)-binding protein EB648216

Gm_16d05 Serotransferrin precursor EB648537

Gm_16e24 DnaJ homolog subfamily C member 7 (Tetratricopeptide EB648648

Gm_16g20 Elongation factor 1-alpha (EF-1-alpha) EB650596

Gm_16h05 Nucleoside diphosphate kinase NBR-B (EC 2.7.4.6) (NDK EB648681

Gm_16h15 Unclassifiable sequence

Gm_16h16 Actin, alpha skeletal muscle 2 EB650287

Gm_16j08 2-oxoglutarate dehydrogenase E1 component, mitochondrial EB648994

Gm_16k04 40S ribosomal protein S23 EB651239

Gm_16k07 Parvalbumin alpha (A1) EB650780

Gm_16l11 Unclassifiable sequence

Gm_16l18 Unclassifiable sequence EB648671

Gm_16m01 Proteasome subunit beta type 3 (EC 3.4.25.1) (Proteasome EB651705

Gm_16m19 Disco-interacting protein 2 homolog EB650437

Gm_16n04 Unclassifiable sequence EB650432

Gm_16o17 Nucleoside diphosphate kinase NBR-B (EC 2.7.4.6) (NDK EB650345

Gm_16o18 unnamed protein product EB648384

Gm_16p01 Unclassifiable sequence

Gm_16p02 Unclassifiable sequence

Gm_17b09 Unclassifiable sequence EB649955

Gm_17c23 FK506-binding protein 5 (EC 5.2.1.8) (Peptidyl-prolyl EB647875

Gm_17d24 Hypoxia-inducible factor 1 alpha inhibitor (EC 1.14.11.16) EB650368

Gm_17e03 5-aminolevulinate synthase, nonspecific, mitochondrial EB647714

Gm_17e09 Unclassifiable sequence

Gm_17e12 Unclassifiable sequence EB649234

Gm_17g01 Unclassifiable sequence

Gm_17g09 Protoporphyrinogen oxidase (EC 1.3.3.4) (PPO) EB649146

Gm_17g11 26S proteasome non-ATPase regulatory subunit 1 (26S EB648928

Gm_17g16 ornithine aminotransferase EB648523

Gm_17i22 Unclassifiable sequence

Gm_17k11 Creatine kinase, M chain (EC 2.7.3.2) (M-CK) EB650899

Gm_17k13 Unclassifiable sequence EB648704

Gm_17o07 Claudin-4 EB650374

Gm_18b11 Signal transducer and activator of transcription 3 EB648944

Gm_18b20 Syntaxin-12 EB651299

Gm_18e01 Beta-1,3-galactosyltransferase 8 (EC 2.4.1.-) EB650796

Gm_18e03 Unclassifiable sequence EB649448

Gm_18e17 Serotransferrin precursor EB647985

Gm_18i07 Unclassifiable sequence EB649454

Gm_18i10 Unclassifiable sequence EB651445
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Gm_18j04 Nucleoside diphosphate kinase NBR-B (EC 2.7.4.6) (NDK EB651100

Gm_18m08 Unclassifiable sequence

Gm_19c07 Unclassifiable sequence EB650042

Gm_19d05 nuclease diphosphate kinase B EB650214

Gm_19d07 Unclassifiable sequence EB648731

Gm_19d21 Maltose excess protein 1, chloroplast precursor (Root cap EB651518

Gm_19d22 nuclease diphosphate kinase B EB648703

Gm_19e11 Actin, alpha skeletal muscle (Alpha-actin 1) EB649094

Gm_19f03 Unclassifiable sequence EB650232

Gm_19i02 Nucleoside diphosphate kinase NBR-B (EC 2.7.4.6) (NDK EB648801

Gm_19m20 vitellogenin EB650025

Gm_19n10 Serotransferrin precursor EB651112

Gm_19p22 probable cytochrome P450 monooxygenase EB648953

Gm_20a15 Unclassifiable sequence EB650980

Gm_20a16 Unclassifiable sequence EB648871

Gm_20f07 Putative adenosylhomocysteinase 2 (EC 3.3.1.1) EB647990

Gm_20f15 Unclassifiable sequence EB650828

Gm_20j21 Cytochrome c oxidase subunit IV isoform 1, mitochondrial EB649367

Gm_20l22 Unclassifiable sequence EB650644

Gm_20n19 Unclassifiable sequence

Gm_23d17 Unclassifiable sequence EB650083

Gm_23f08 heat shock 70kDa protein 8 isoform a EB650884

Gm_23i02 Unclassifiable sequence

Gm_23k05 L-lactate dehydrogenase A chain (EC 1.1.1.27) (LDH-A) EB649755

Gm_23n21 Ras-related protein Rab-6A (Rab-6) EB649544

Gm_23o02 L-lactate dehydrogenase A chain (EC 1.1.1.27) (LDH-A) EB650208

Gm_23o13 Glutamine synthetase (EC 6.3.1.2) (Glutamate--ammonia EB649526

Gm_24a12 Unclassifiable sequence

Gm_24g15 Clathrin coat assembly protein AP50 (Clathrin coat EB649771

Gm_24i23 cytochrome b

Gm_24i24 cytochrome b

Gm_24l13 Unclassifiable sequence EB651658

Gm_24n22 Unclassifiable sequence

Gm_24o02 Unclassifiable sequence

Gm_24p10 Unclassifiable sequence EB648184

Gm_31a15 Unclassifiable sequence EB649884

Gm_31e10 Phosphatidylinositol transfer protein beta isoform (PtdIns EB649166

Gm_31o01 Unclassifiable sequence EB650856

Gm_31p03 Transcription regulator protein BACH1 (BTB and CNC homolog EB648481

Gm_32a20 Transmembrane emp24 domain containing protein 9 precursor EB649056

Gm_32a22 T-complex protein 1, alpha subunit (TCP-1-alpha) EB649532

Gm_32c16 Suppressor of G2 allele of SKP1 homolog EB650133

Gm_32c18 Heat shock 70 kDa protein (HSP70) EB648675

Gm_32f12 Heat shock protein HSP 90-alpha EB650776

Gm_32g05 Protein disulfide-isomerase A6 precursor (EC 5.3.4.1) EB651623

Gm_32h18 Unclassifiable sequence EB650302

Gm_32n20 ADAM 17 precursor (EC 3.4.24.86) (A disintegrin and EB649932

Gm_32o10 ADAM 17 precursor (EC 3.4.24.86) (A disintegrin and EB651189

Gm_34a04 Unclassifiable sequence EB651697

Gm_34b08 Sorting nexin 6 EB651728

Gm_34c17 beta tubulin EB650348

Gm_34f12 Dipeptidyl-peptidase I precursor (EC 3.4.14.1) (DPP-I) EB649610

Gm_34g17 Unclassifiable sequence EB648431

Gm_34i17 Histone deacetylase 1 (HD1) EB650886

Gm_34j05 Eukaryotic translation initiation factor 4 gamma 2 EB650113

Gm_34j07 Histone H4 EB650571

Gm_34j08 Unclassifiable sequence EB650705

Gm_34k05 Unclassifiable sequence EB648815

Gm_34n19 Unclassifiable sequence EB648500

Gm_36b09 26S proteasome non-ATPase regulatory subunit 11 (26S EB650560

Gm_36d24 Unclassifiable sequence EB648226

Gm_36e20 chromosome 6 open reading frame 110 [Homo sapiens] EB649562

Gm_36g23 14-3-3-like protein 2 EB649667

Gm_36h20 14-3-3-like protein 2 EB650298

Gm_36i17 Unclassifiable sequence EB648973

Gm_36j13 Fatty acid synthase (EC 2.3.1.85) [Includes: EB649851

Gm_36j18 Unclassifiable sequence EB648740
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Gm_36l11 Bifunctional 3'-phosphoadenosine 5'-phosphosulfate EB649697

Gm_36l16 S-adenosylmethionine synthetase gamma form (EC 2.5.1.6) EB647769

Gm_36m07 Protein disulfide-isomerase precursor (EC 5.3.4.1) (PDI) EB650978

Gm_36n09 Endoplasmin precursor (Heat shock 108 kDa protein) EB651313

Gm_36p10 150 kDa oxygen-regulated protein precursor (Orp150) EB648636

Gm_37a01 Unclassifiable sequence

Gm_37b15 similar to zinc finger protein 185 (LIM domain) [Rattus norvegicus] EB648856

Gm_37f01 N-acetylglucosamine-6-sulfatase precursor (EC 3.1.6.14) EB651419

Gm_37g20 Clathrin light chain B EB649643

Gm_37h11 Histamine N-methyltransferase (EC 2.1.1.8) (HMT) EB650688

Gm_37i16 Solute carrier family 6 (neurotransmitter tr EB650034

Gm_37l06 Alpha-aminoadipic semialdehyde synthase, mitochondrial EB651631

Gm_38a06 Transcription factor VBP (Vitellogenin gene binding EB649048

Gm_38d02 suppressor of actin 1 [Homo sapiens] EB651606

Gm_38f24 Unclassifiable sequence EB651614

Gm_38g17 Unclassifiable sequence EB650032

Gm_38h10 Elongation of very long chain fatty acids protein 3 (Cold EB649055

Gm_38h22 Cop-coated vesicle membrane protein p24 EB649281

Gm_38j10 Tubulin beta chain (Beta tubulin) EB648279

Gm_38k22 Methionyl-tRNA synthetase (EC 6.1.1.10) (Methionine--tRNA EB649052

Gm_38l04 Ubiquitin carboxyl-terminal hydrolase 16 (EC 3.1.2.15) EB651377

Gm_39f04 Arginase II, mitochondrial precursor (EC 3.5.3.1) EB649564

Gm_39g10 Methionyl-tRNA synthetase (EC 6.1.1.10) (Methionine--tRNA EB647749

Gm_39h18 Nuclear RNA helicase, DECD variant of DEAD EB649244

Gm_39k04 S-adenosylmethionine synthetase gamma form (EC 2.5.1.6) EB647753

Gm_39l24 Unclassifiable sequence EB650868

Gm_39p05 Unclassifiable sequence

Gm_40b12 Kunitz-type protease inhibitor 1 precursor (Hepatocyte EB647899

Gm_40c08 Tissue factor precursor (TF) (Coagulation factor III) EB651169

Gm_40d04 Unclassifiable sequence EB648273

Gm_40e04 Elongation of very long chain fatty acids protein 3 (Cold EB648727

Gm_40e12 Tubulointerstitial nephritis antigen-like precursor EB651498

Gm_40f11 Putative eukaryotic translation initiation factor 3 EB648608

Gm_40g05 Protein disulfide-isomerase A3 precursor (EC 5.3.4.1) EB649192

Gm_40g23 Unclassifiable sequence EB649924

Gm_40h05 Unclassifiable sequence EB649714

Gm_40h06 Unclassifiable sequence EB648294

Gm_40h11 Host cell factor (HCF) (HCF-1) (C1 factor) [Contains: HCF EB649381

Gm_40h13 Similar to guanine nucleotide binding protein, alpha inhibiting 1 EB651114

Gm_40h17 Unclassifiable sequence EB651501

Gm_40i16 Probable RNA-dependent helicase p68 (DEAD-box protein p68) EB648712

Gm_40l02 Heat shock 70 kDa protein (HSP70) EB649223

Gm_41c23 T-complex protein 1, zeta subunit (TCP-1-zeta) (CCT-zeta) EB649384

Gm_41d16 Unclassifiable sequence EB651080

Gm_41d18 Unclassifiable sequence EB649334

Gm_41e18 Glucose-6-phosphate isomerase (EC 5.3.1.9) (GPI) EB649826

Gm_41e19 Unclassifiable sequence EB648250

Gm_41f12 Unclassifiable sequence

Gm_41g06 Unclassifiable sequence EB650328

Gm_41h24 Unclassifiable sequence

Gm_41i09 Tyrosine-protein kinase HCK (EC 2.7.1.112) EB648903

Gm_41i12 S100 calcium-binding protein A16 (S100F) EB650572

Gm_41i21 Runt-related transcription factor 3 (Core-binding factor, EB649845

Gm_41k16 Ras-like protein 3 (Roughened protein) EB649185

Gm_41n19 Prolactin receptor precursor (PRL-R) EB651078

Gm_41o15 Nuclear factor NF-kappa-B p97/p50B subunit (DNA-binding EB649217

Gm_42e16 Unclassifiable sequence EB651315

Gm_42f12 Intermediate filament protein ON3 EB649264

Gm_42h05 Unclassifiable sequence EB650163

Gm_42h06 Unclassifiable sequence EB648127

Gm_42i18 Unclassifiable sequence EB649510

Gm_42j19 Septin 6 EB648555

Gm_42l02 60 kDa heat shock protein, mitochondrial precursor (Hsp60) EB651214

Gm_42o11 KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein retention receptor 2 EB650120

Gm_42o24 Unclassifiable sequence EB651134

Gm_42p19 Homo sapiens cDNA: FLJ21244 fis, clone COL01174. /gb=AK024897 EB648624

Gm_43a18 Golgi autoantigen, golgin subfamily A member 2 (Golgi EB649829
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Gm_43b07 Unclassifiable sequence EB649501

Gm_43b08 Sodium/myo-inositol cotransporter (Na(+)/myo-inositol EB648100

Gm_43e11 F-box only protein 3 EB649557

Gm_43g20 SH3-domain kinase binding protein 1 (Cbl-interacting EB650938

Gm_43k17 Beta-catenin EB651023

Gm_44a02 Unclassifiable sequence EB649718

Gm_44b21 nucleoporin 210 EB649332

Gm_44c07 similar to Phospholemman precursor EB651149

Gm_44e04 Tight junction protein ZO-2 (Zonula occludens 2 protein) EB650411

Gm_44e05 Periplakin (195 kDa cornified envelope precursor protein) EB651470

Gm_44g17 Unclassifiable sequence EB650237

Gm_44g24 Coxsackievirus and adenovirus receptor precursor EB649812

Gm_44h09 Alpha-1 catenin (102 kDa cadherin-associated protein) EB648984

Gm_44j02 Unclassifiable sequence EB647975

Gm_44k03 Unclassifiable sequence EB651129

Gm_44k10 Tyrosine-protein kinase ITK/TSK (EC 2.7.1.112) EB648038

Gm_44l22 Protein transport protein Sec23B (SEC23-related protein B) EB650986

Gm_44n22 CCR4-NOT transcription complex subunit 8 (CCR4-associated EB651336

Gm_44o10 FK506-binding protein 1B (EC 5.2.1.8) (Peptidyl-prolyl EB649788

Gm_44o12 Prostasin precursor (EC 3.4.21.-) EB650602

Gm_44p05 CD2-associated protein (Mesenchym-to-epithelium transition EB648547

Gm_45a18 GTPase, IMAP family member 7 (Immunity-associated EB650322

Gm_45a22 Adapter-related protein complex 1 sigma 1A subunit EB650268

Gm_45a24 progestin and adipoQ receptor family member EB648761

Gm_45b08 similar to zinc finger protein EB650792

Gm_45c11 Unclassifiable sequence EB648625

Gm_45c21 Unclassifiable sequence EB649098

Gm_45d19 Unclassifiable sequence EB648399

Gm_45e11 Unclassifiable sequence EB648454

Gm_45e12 Unclassifiable sequence EB647904

Gm_45f12 Unclassifiable sequence EB649398

Gm_45f13 acidic (leucine-rich) nuclear phosphoprotein EB650763

Gm_45g02 Catenin, alpha 1 EB649450

Gm_45g11 Unclassifiable sequence EB650936

Gm_45g13 Coxsackievirus and adenovirus receptor precursor EB648660

Gm_45h16 Unclassifiable sequence EB649062

Gm_45h21 Unclassifiable sequence EB649205

Gm_45j21 Unclassifiable sequence EB649053

Gm_45k18 Unclassifiable sequence

Gm_45k22 Elongation of very long chain fatty acids protein 1 EB647756

Gm_45m24 Unclassifiable sequence EB649220

Gm_45o06 RAB1, member RAS oncogene family EB648862

Gm_45p22 Unclassifiable sequence EB648533

Gm_46a04 Unclassifiable sequence EB651042

Gm_46a10 Unclassifiable sequence EB650061

Gm_46a11 Protein transport protein Sec23B (SEC23-related protein B) EB650035

Gm_46a15 Protein transport protein Sec23B (SEC23-related protein B) EB648749

Gm_46a22 Integrin beta-1 binding protein 2 (Melusin) EB650794

Gm_46b19 hypothetical protein LOC312132 EB647824

Gm_46c15 Unclassifiable sequence EB648364

Gm_46c19 Microtubule-associated protein RP/EB family member 3 EB651435

Gm_46g12 cAMP response element binding protein 2 (CREB2) (Cyclic EB648210

Gm_46k03 Citrate synthase, mitochondrial precursor (EC 2.3.3.1) EB649414

Gm_46m11 Nuclear factor erythroid 2 related factor 1 (NF-E2 related EB651116

Gm_46n13 Coronin-1C (Coronin-3) EB649524

Gm_46n14 Unclassifiable sequence EB651280

Gm_46n16 Alpha-actinin 1 (Alpha-actinin cytoskeletal isoform) EB648552

Gm_46o12 Dihydroceramide delta(4)-desaturase (EC 1.14.-.-) EB651650

Gm_47a02 tumor suppressing subtransferable candidate 4; tumor-suppressing EB648799

Gm_47a14 Unclassifiable sequence EB649962

Gm_47b01 Calpain-9 (EC 3.4.22.-) (Digestive tract-specific calpain) EB648104

Gm_47b05 Cullin homolog 3 (CUL-3) EB650065

Gm_47b10 Alpha-1 catenin (102 kDa cadherin-associated protein) EB648581

Gm_47c05 Unclassifiable sequence EB648945

Gm_47d06 Unclassifiable sequence EB649157

Gm_47d14 activating transcription factor 7 interacting protein EB650466

Gm_47d16 Unclassifiable sequence EB648865
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Gm_47e05 Serine/threonine-protein kinase Sgk1 (EC 2.7.1.37) EB650711

Gm_47f08 Clathrin heavy chain EB648554

Gm_47f10 Serine/threonine protein phosphatase 4 catalytic subunit EB649248

Gm_47g06 Unclassifiable sequence EB648027

Gm_47h04 Pre-mRNA splicing factor RNA helicase PRP43 (Helicase JA1) EB649259

Gm_47i20 GDP-mannose 4,6 dehydratase (EC 4.2.1.47) (GDP-D-mannose EB648268

Gm_47i24 Beta-1,3-galactosyltransferase 8 (EC 2.4.1.-) EB650400

Gm_47j05 Unclassifiable sequence EB651367

Gm_47l23 Eukaryotic translation initiation factor 4 gamma 2 EB651654

Gm_47m04 Unclassifiable sequence EB649250

Gm_47m11 Discoidin, CUB and LCCL domain containing protein 2 EB648812

Gm_47o16 Unclassifiable sequence EB648440

Gm_48a24 ER lumen protein retaining receptor 2 (KDEL receptor 2) EB650732

Gm_48d04 rhophilin, Rho GTPase binding protein 2 EB650000

Gm_48f17 Unclassifiable sequence EB648752

Gm_48h19 Fatty acid synthase (EC 2.3.1.85) (Fragment) EB650968

Gm_48j08 Rhesus blood group-associated glycoprotein (Rhesus blood EB649324

Gm_48k09 Unclassifiable sequence EB648425

Gm_48k10 Striatin EB647742

Gm_48k11 Endoplasmin precursor (Heat shock 108 kDa protein) EB648160

Gm_48l16 similar to periaxin [Mus musculus] EB648543

Gm_48m02 BTB (POZ) domain containing 14A [Homo sapiens] EB649084

Gm_48n16 Unclassifiable sequence EB648764

Gm_49d12 Fibronectin precursor (FN) EB651680

Gm_49g03 Neuroblast differentiation associated protein AHNAK EB648557

Gm_49g07 Mus musculus ladinin (Lad1), mRNA /cds=(286,1872) /gb=NM_133664 EB651624

Gm_49h01 Unclassifiable sequence

Gm_49i16 Myeloperoxidase precursor (EC 1.11.1.7) (MPO) EB649539

Gm_49j08 Unclassifiable sequence EB650769

Gm_49j22 Chaperonin containing TCP1, subunit 4 EB651309

Gm_49k08 Protein disulfide-isomerase A4 precursor (EC 5.3.4.1) EB651659

Gm_49k12 RECS1 protein homolog (PP1201) EB649691

Gm_49k16 Eukaryotic translation initiation factor 4 gamma 2 EB649763

Gm_49k20 SEC14-like protein 1 EB648535

Gm_49l08 Unclassifiable sequence EB650923

Gm_49o17 Unclassifiable sequence EB647752

Gm_49p12 Unclassifiable sequence EB649460

Gm_50c04 Unclassifiable sequence

Gm_AK02 Unclassifiable sequence

Gm_AL14 Contrapsin-like protease inhibitor 3 precursor (CPI-23) EB649311

Gm_BA20 Unclassifiable sequence

Gm_BB22 Unclassifiable sequence

Gm_BN24 Unclassifiable sequence EB650585

Gm_BO20 Unclassifiable sequence EB647778

Gm_CH23 Unclassifiable sequence

Gm_CK12 Unclassifiable sequence EB648501

Gm_CP11 Unclassifiable sequence

Gm_DA01 Nucleoside diphosphate kinase NBR-B (EC 2.7.4.6) (NDK EB651371

Gm_DA18 Myosin regulatory light chain 2, skeletal muscle isoform EB649657

Gm_DB06 Nucleoside diphosphate kinase NBR-B (EC 2.7.4.6) (NDK EB648717

Gm_DB22 Actin, alpha skeletal muscle (Alpha-actin 1) EB649790

Gm_DB23 Proteasome subunit beta type 1-A (EC 3.4.25.1) (20S EB647730

Gm_DC23 Nucleoside diphosphate kinase NBR-B (EC 2.7.4.6) (NDK EB649002

Gm_DD02 Unclassifiable sequence

Gm_DF09 Unclassifiable sequence

Gm_DG16 Actin, alpha skeletal muscle (Alpha-actin 1) EB648949

Gm_DG18 Unclassifiable sequence

Gm_DK20 Unclassifiable sequence

Gm_DL16 L-lactate dehydrogenase A chain (EC 1.1.1.27) (LDH-A) EB650125

Gm_DM02 Actin, alpha skeletal muscle (Alpha-actin 1) EB651121

Gm_DM20 Creatine kinase, M chain (EC 2.7.3.2) (M-CK) EB649943

Gm_DM24 Nucleoside diphosphate kinase NBR-B (EC 2.7.4.6) (NDK EB650709

Gm_DN15 Myosin heavy chain, fast skeletal muscle EB650186

Gm_DN18 Creatine kinase, M chain (EC 2.7.3.2) (M-CK) EB648053

Gm_DO11 Unclassifiable sequence

Gm_EH11 Unclassifiable sequence

Gm_EM01 Unclassifiable sequence
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Gm_EN12 Cathepsin L precursor (EC 3.4.22.15) (Major excreted EB650159

Gm_FA12 Unclassifiable sequence

Gm_FB02 Serotransferrin precursor EB651182

Gm_FD20 Glutamine synthetase (EC 6.3.1.2) (Glutamate--ammonia EB651185

Gm_FF15 Ferritin, middle subunit (EC 1.16.3.1) (Ferritin M) EB648709

Gm_FG16 Elongation factor 1-alpha (EF-1-alpha) EB650301

Gm_FL03 Serotransferrin precursor EB648475

Gm_FL13 Unclassifiable sequence

Gm_FP14 Tubulin beta chain EB650309

Gm_GF05 Unclassifiable sequence


