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Table S2: GenBank accession numbers for all ESTs from clones up- or downregulated by twofold or greater in heat shocked white muscle

tissue

Clone Identifier Common Name Accession number

Gm_09d05 Isocitrate dehydrogenase [NADP], mitochondrial precursor EB651324

Gm_09e17 Apolipoprotein Eb precursor (Apo-Eb) EB649584

Gm_09f02 transducer of ERBB2, 1a [Danio rerio] EB651720

Gm_09g14 Mitochondrial carrier protein RIM2 EB647910

Gm_09i20 Eukaryotic translation initiation factor 3 subunit 1 EB648936

Gm_09l11 Unclassifiable Sequence

Gm_09l23 L-lactate dehydrogenase A chain (EC 1.1.1.27) (LDH-A) EB649530

Gm_09n19 Sarcoplasmic/endoplasmic reticulum calcium ATPase 1 (EC EB648087

Gm_09o09 F-box only protein 32 (Muscle atrophy F-box protein) EB650284

Gm_10d11 Cytochrome c oxidase subunit 1 (EC 1.9.3.1) (Cytochrome c EB651191

Gm_10e20 Unclassifiable Sequence EB648685

Gm_10g14 MHC class I antigen antigen EB651641

Gm_10h20 14 kDa apolipoprotein EB647995

Gm_10i05 Very-long-chain acyl-CoA synthetase (EC 6.2.1.-) EB648296

Gm_10i20 Heat shock cognate 71 kDa protein (Hsc70.1) EB649992

Gm_10i22 Unclassifiable Sequence EB648516

Gm_10j16 Heat shock cognate 71 kDa protein (Hsc70.1) EB648691

Gm_10l07 Unclassifiable Sequence EB651209

Gm_10l09 Kelch-like protein 13 (BTB and kelch domain containing EB649376

Gm_10l14 T-complex protein 1, beta subunit (TCP-1-beta) (CCT-beta) EB649770

Gm_10o19 Parvalbumin alpha (A1) EB649864

Gm_10p05 Unclassifiable Sequence EB648170

Gm_10p18 Unclassifiable Sequence EB648644

Gm_11b08 complement control protein factor I-B EB651948

Gm_11b18 Unclassifiable Sequence EB652180

Gm_11d12 40S ribosomal protein S6 EB651953

Gm_11d18 Elongation factor 1-alpha (EF-1-alpha) EB651788

Gm_11e01 Histamine N-methyltransferase (EC 2.1.1.8) (HMT) EB652111

Gm_11m11 Tumor differentially expressed protein 2 (Tumor EB651808

Gm_11n14 Ubiquitin EB652118

Gm_12d22 Probable ATP-dependent helicase LGP2 (EC 3.6.1.-) (Protein EB652250

Gm_12j22 60S acidic ribosomal protein P0 (L10E) EB651944

Gm_12o12 Tob1 protein (Transducer of erbB-2 1) EB651832

Gm_13a07 Parvalbumin beta EB651975

Gm_13c02 Parvalbumin beta (Allergen Sco j 1) EB652367

Gm_13c07 Unclassifiable Sequence EB652116

Gm_13e01 Unclassifiable Sequence EB652212

Gm_13g14 Unclassifiable Sequence EB651987

Gm_13g23 GTP:AMP phosphotransferase mitochondrial (EC 2.7.4.10) EB652324

Gm_13h23 Parvalbumin beta (Allergen Sco j 1) EB651928

Gm_13i04 Parvalbumin beta EB651795

Gm_13j02 Unclassifiable Sequence EB652072

Gm_14a12 Developmentally regulated GTP-binding protein 1 (DRG 1) EB652350

Gm_14e11 Parvalbumin beta EB652042

Gm_14h20 CCAAT/enhancer binding protein delta (C/EBP delta) EB652084

Gm_14j08 Heat-shock protein beta-1 (HspB1) (Heat shock 27 kDa EB651847

Gm_14k14 Unclassifiable Sequence EB652146

Gm_14k22 similar to Mibp protein isoform 2 EB651786

Gm_14l12 Cytochrome c oxidase polypeptide VIII-heart, mitochondrial EB652322

Gm_14n20 ATP synthase beta chain, mitochondrial precursor (EC EB652093

Gm_14o07 Phosphoglycerate mutase 2 (EC 5.4.2.1) (EC 5.4.2.4) (EC EB651868

Gm_15p13 DnaJ homolog subfamily C member 7 (Tetratricopeptide EB650417

Gm_16b16 Unclassifiable Sequence

Gm_16o10 DNA excision repair protein ERCC-6 (Cockayne syndrome EB651104

Gm_16o15 Unclassifiable Sequence EB649442

Gm_16p17 similar to a disintegrin-like and metalloprotease (reprolysin type) with thrombospondin type 1 motif, 19 EB648962

Gm_17a09 Unclassifiable Sequence EB649110

Gm_17c23 FK506-binding protein 5 (EC 5.2.1.8) (Peptidyl-prolyl EB647875

Gm_17d14 Unclassifiable Sequence EB651176

Gm_17e14 Unclassifiable Sequence EB650427

Gm_17e19 Unclassifiable Sequence EB650609

Gm_17g08 Unclassifiable Sequence

Gm_18i01 Glutamine synthetase (EC 6.3.1.2) (Glutamate--ammonia EB651343

Gm_18j03 Protein FAM53B EB651266

Gm_18k01 vitellogenin EB651179

Gm_18k21 Unclassifiable Sequence EB649077
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Gm_18o02 Serine/threonine-protein kinase Sgk3 (EC 2.7.1.37) EB649971

Gm_19a03 Unclassifiable Sequence EB648965

Gm_19a19 Unclassifiable Sequence

Gm_19c09 Unclassifiable Sequence EB650385

Gm_19j06 Unclassifiable Sequence

Gm_19l21 Caspase-3 precursor (EC 3.4.22.-) (CASP-3) EB650621

Gm_20a10 Signal transducer and activator of transcription 3 EB648652

Gm_20a17 Unclassifiable Sequence EB650850

Gm_20a22 Unclassifiable Sequence EB648185

Gm_20b09 Unclassifiable Sequence

Gm_20b16 Proteasome-associated protein ECM29 homolog (Ecm29) EB650638

Gm_20c07 Sarcalumenin precursor EB651734

Gm_20f04 Unclassifiable Sequence EB648769

Gm_20m08 Unclassifiable Sequence EB650603

Gm_27f17 GLutamate dehydrogenase (EC 1.4.1.3) (GDH) EB650657

Gm_27i05 Hemopexin precursor (Beta-1B-glycoprotein) EB650338

Gm_28c22 Unclassifiable Sequence EB649470

Gm_28i04 Unclassifiable Sequence EB648121

Gm_31a02 Synaptopodin 2-like protein EB649985

Gm_31a04 EH-domain containing protein 3 EB647743

Gm_31a08 Unclassifiable Sequence EB648651

Gm_31a09 S-adenosylmethionine synthetase alpha and beta forms (EC EB651436

Gm_31a13 S-adenosylmethionine synthetase gamma form (EC 2.5.1.6) EB651307

Gm_31c04 Fibroblast growth factor-6 precursor (FGF-6) (HBGF-6) EB649766

Gm_31c08 Unclassifiable Sequence

Gm_31c12 Unclassifiable Sequence EB650076

Gm_31d04 Unclassifiable Sequence EB648305

Gm_31d11 Nuclear pore complex protein Nup153 EB649905

Gm_31d14 Rp42-pen protein EB647809

Gm_31d24 Probable G-protein coupled receptor 109B (G-protein EB648031

Gm_31e06 Orphan nuclear receptor NR4A1 (Orphan nuclear receptor EB649314

Gm_31e08 Next to BRCA1 gene 1 protein (Neighbor of BRCA1 gene 1 EB649947

Gm_31f06 calpain 9 EB648359

Gm_31f18 Alpha-fetoprotein enhancer binding protein (AT motif-binding EB649479

Gm_31f22 Unclassifiable Sequence EB651037

Gm_31g06 Unclassifiable Sequence EB649387

Gm_31g10 Unclassifiable Sequence EB649140

Gm_31h16 Import inner membrane translocase subunit TIM44, EB648349

Gm_31i13 Butyrophilin subfamily 2 member A2 precursor EB648090

Gm_31n08 Unclassifiable Sequence EB649843

Gm_31o06 Unclassifiable Sequence EB648423

Gm_31o22 Lipin 1 (Fatty liver dystrophy protein) EB650160

Gm_32a17 Desmoplakin (DP) (250/210 kDa paraneoplastic pemphigus EB651346

Gm_32a22 T-complex protein 1, alpha subunit (TCP-1-alpha) EB649532

Gm_32a23 Transmembrane emp24 domain containing protein 9 precursor EB648693

Gm_32b17 Unclassifiable Sequence EB650897

Gm_32c12 DNA-directed RNA polymerase III subunit 127.6 kDa EB648017

Gm_32c16 Suppressor of G2 allele of SKP1 homolog EB650133

Gm_32c18 Heat shock 70 kDa protein (HSP70) EB648675

Gm_32d18 Unclassifiable Sequence EB649074

Gm_32d23 Tyrosine-protein phosphatase, non-receptor type 1 (EC EB648295

Gm_32e03 Unclassifiable Sequence

Gm_32e23 Solute carrier family 2, facilitated glucose transporter, EB648621

Gm_32e24 Lipin 1 EB650487

Gm_32f09 Unclassifiable Sequence EB648342

Gm_32f12 Heat shock protein HSP 90-alpha EB650776

Gm_32f20 Unclassifiable Sequence EB647942

Gm_32f23 Phosphatidylinositol 3,4,5-trisphosphate-dependent Rac EB647729

Gm_32h21 Activity-dependent neuroprotector EB648853

Gm_32i06 RNA polymerase II transcription factor TAFII140 [Homo sapiens] EB647719

Gm_32i08 Ras homolog gene family, member T1 EB651285

Gm_32i14 T-cell activation protein phosphatase 2C [Homo sapiens] EB648910

Gm_32i15 Peptidyl-glycine alpha-amidating monooxygenase precursor EB649907

Gm_32k07 Unclassifiable Sequence EB649202

Gm_32n01 Unclassifiable Sequence EB649148

Gm_32n20 ADAM 17 precursor (EC 3.4.24.86) (A disintegrin and EB649932

Gm_32p19 Unclassifiable Sequence EB651450

Gm_34c12 ADP-ribosylation factor-like protein 1 EB648633

Gm_34e11 Phosphatidylinositol 3,4,5-trisphosphate-dependent Rac EB650740

Gm_34j03 Target of Myb protein 1 EB649853

Gm_34j11 Unclassifiable Sequence EB650700
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Gm_34k14 sushi domain containing 2; Sushi domain (SCR repeat) containing EB650944

Gm_34l19 steroid receptor-interacting SNF2 domain protein EB650788

Gm_34n05 Transmembrane GTPase MFN1 (EC 3.6.5.-) (Mitofusin 1) (Fzo EB648806

Gm_34p03 Unclassifiable Sequence EB648171

Gm_34p08 Unclassifiable Sequence EB649160

Gm_34p23 glucose-6-phosphate-1-dehydrogenase EB651609

Gm_36a22 LDHA|cDNA clone MGC:55215 complete cds EB648156

Gm_36h12 Unclassifiable Sequence EB649528

Gm_36i07 SH3 domain-binding glutamic acid-rich-like protein EB648854

Gm_36i15 Mu-crystallin homolog EB648700

Gm_36n09 Endoplasmin precursor (Heat shock 108 kDa protein) EB651313

Gm_36o09 Isocitrate dehydrogenase [NADP], mitochondrial precursor EB651326

Gm_37a09 Unclassifiable Sequence

Gm_37a17 Mitogen-activated protein kinase 3 (EC 2.7.1.37) EB647720

Gm_37b13 Unclassifiable Sequence EB649776

Gm_37c15 Stress-70 protein, mitochondrial precursor (75 kDa glucose EB650542

Gm_37e04 similar to caspase recruitment domain protein 10 EB648545

Gm_37h15 Unclassifiable Sequence EB648149

Gm_37j12 Diacylglycerol O-acyltransferase 1 (EC 2.3.1.20) EB651286

Gm_37k18 Unclassifiable Sequence

Gm_37n04 Histidine ammonia-lyase (EC 4.3.1.3) (Histidase) EB649385

Gm_38a06 Transcription factor VBP (Vitellogenin gene binding EB649048

Gm_38c14 similar to Cold autoinflammatory syndrome 1 protein EB650521

Gm_38c22 Ornithine decarboxylase (EC 4.1.1.17) (ODC) EB651668

Gm_38d19 Testis-specific protein PBS13 EB651655

Gm_38d22 Unclassifiable Sequence EB648382

Gm_38g08 Microsomal triglyceride transfer protein large subunit EB649676

Gm_38i20 Unclassifiable Sequence EB650477

Gm_38k05 Unclassifiable Sequence EB648330

Gm_38n23 Carbonic anhydrase (EC 4.2.1.1) (Carbonate dehydratase) EB650007

Gm_39b04 1-phosphatidylinositol-4,5-bisphosphate phosphodiesterase EB650851

Gm_39b08 Unclassifiable Sequence EB651515

Gm_39c15 Unclassifiable Sequence EB650316

Gm_39d06 Lamin A EB650014

Gm_39e13 ATP-dependent Clp protease ATP-binding subunit ClpX-like, EB651086

Gm_39h24 Unclassifiable Sequence EB649879

Gm_39j02 Unclassifiable Sequence EB649709

Gm_39j18 Unclassifiable Sequence EB650223

Gm_39k13 similar to Tumor necrosis factor-inducible protein TSG-6 precursor EB648913

Gm_39l06 NADPH:quinone oxidoreductase/zeta crystallin EB651385

Gm_39m19 Lipin 1 (Fatty liver dystrophy protein) EB649195

Gm_39n09 Unclassifiable Sequence EB647822

Gm_39n17 Unclassifiable Sequence EB649987

Gm_39n19 Lipin 1 (Fatty liver dystrophy protein) EB648827

Gm_39p03 Tubulointerstitial nephritis antigen-like precursor EB648498

Gm_39p08 similar to CG13409-PA isoform 2 EB649995

Gm_39p17 Unclassifiable Sequence

Gm_40a22 Protein-glutamine gamma-glutamyltransferase K (EC EB649666

Gm_40b18 Unclassifiable Sequence EB649336

Gm_40d22 Zinc finger MYND domain containing protein 17 EB650257

Gm_40e12 Tubulointerstitial nephritis antigen-like precursor EB651498

Gm_40f14 hect domain and RLD 2 [Homo sapiens] EB651441

Gm_40h24 Unclassifiable Sequence

Gm_40i04 Tubulointerstitial nephritis antigen-like precursor EB650119

Gm_40i15 Myocyte-specific enhancer factor 2C EB650286

Gm_40i16 Probable RNA-dependent helicase p68 (DEAD-box protein p68) EB648712

Gm_40j04 Vacuolar protein sorting 39 EB650531

Gm_40j16 Probable RNA-dependent helicase p68 (DEAD-box protein p68) EB651500

Gm_40j24 Orphan sodium- and chloride-dependent neurotransmitter EB650511

Gm_40k02 Unclassifiable Sequence EB649100

Gm_40k22 Myocyte-specific enhancer factor 2C EB649578

Gm_40l02 Heat shock 70 kDa protein (HSP70) EB649223

Gm_40l05 Glucose-6-phosphate 1-dehydrogenase (EC 1.1.1.49) (G6PD) EB650782

Gm_40l06 NT-3 growth factor receptor precursor (EC 2.7.1.112) EB648587

Gm_40l15 Thrombospondin-1 precursor EB648015

Gm_40l17 Unclassifiable Sequence EB650858

Gm_40m08 Glutaredoxin EB651469

Gm_40n12 Solute carrier family 2, facilitated glucose transporter, EB650249

Gm_40o24 Rp42-pen protein EB650305

Gm_40p16 Solute carrier family 2, facilitated glucose transporter, EB647831

Gm_40p22 Unclassifiable Sequence EB650947
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Gm_41a10 Ornithine carbamoyltransferase, mitochondrial (EC 2.1.3.3) EB649346

Gm_41a17 Unclassifiable Sequence EB649225

Gm_41d16 Unclassifiable Sequence EB651080

Gm_41d18 Unclassifiable Sequence EB649334

Gm_41e12 6-phosphofructo-2-kinase/fructose-2,6-biphosphatase 4 EB650261

Gm_41l11 Unclassifiable Sequence

Gm_41l18 Unclassifiable Sequence EB650930

Gm_41l22 Unclassifiable Sequence

Gm_41m08 Poly(rC)-binding protein 2 (Alpha-CP2) (hnRNP-E2) EB648136

Gm_41n16 Unclassifiable Sequence

Gm_41o07 Unclassifiable Sequence EB648894

Gm_42b24 Unclassifiable Sequence EB648805

Gm_42d08 Unclassifiable Sequence EB649187

Gm_42e15 interleukin-20 receptor alpha EB651247

Gm_42j20 Serine/threonine-protein kinase PAK 2 (EC 2.7.1.37) EB651679

Gm_42k17 interleukin 13 receptor alpha-2 EB650362

Gm_42l02 60 kDa heat shock protein, mitochondrial precursor (Hsp60) EB651214

Gm_42l22 Unclassifiable Sequence EB647919

Gm_42m17 Unclassifiable Sequence

Gm_43a16 hypothetical protein LOC447856 EB649163

Gm_43d15 unnamed protein product EB651277

Gm_43k11 Unclassifiable Sequence EB649534

Gm_43m07 (NM_021245) myozenin 1; myozenin; calsarcin-2 [Homo sapiens] EB647902

Gm_43m08 (NM_021245) myozenin 1; myozenin; calsarcin-2 [Homo sapiens] EB650013

Gm_43m14 Unclassifiable Sequence EB650907

Gm_43o10 similar to crystallin, gamma S EB649824

Gm_43p15 peptidoglycan recognition protein SC2 EB648465

Gm_43p19 Translocation protein SEC63 homolog EB650759

Gm_44b09 Centaurin alpha 2 EB649648

Gm_44e05 Periplakin (195 kDa cornified envelope precursor protein) EB651470

Gm_44g16 DnaJ (Hsp40) homolog, subfamily A, member 1 EB650701

Gm_44h12 5'-nucleotidase, cytosolic II EB648706

Gm_44i23 AT rich interactive domain 2 (ARID, RFX-like) EB651113

Gm_44k15 Unclassifiable Sequence EB648933

Gm_45d21 similar to GTPase, IMAP family member 4 isoform a EB651203

Gm_45g19 Ras-related protein R-Ras2 EB648550

Gm_45i24 Signal recognition particle 68 kDa protein (SRP68) EB649626

Gm_45j05 Oxysterol binding protein-related protein 9 (OSBP-related EB651117

Gm_45j06 ELK1, member of ETS oncogene family EB650648

Gm_45j10 Unclassifiable Sequence EB650692

Gm_45k13 similar to M83 protein EB649815

Gm_45l09 Acetyl-Coenzyme A acyltransferase 1 EB647931

Gm_45m13 Golgi autoantigen, golgin subfamily a, 3 EB648297

Gm_45o09 Unclassifiable Sequence EB651174

Gm_45o13 Histone deacetylase 9 (HD9) (HD7B) (HD7) EB651082

Gm_46a08 Von Willebrand factor precursor (vWF) (Fragment) EB650124

Gm_46a12 Unclassifiable Sequence

Gm_46a22 Integrin beta-1 binding protein 2 (Melusin) EB650794

Gm_46c15 Unclassifiable Sequence EB648364

Gm_46c23 Unclassifiable Sequence EB647830

Gm_46d05 Unclassifiable Sequence EB649545

Gm_46d17 Phosphatidylinositol transfer protein alpha isoform EB650011

Gm_46f20 RIKEN cDNA 4933425A18 EB649411

Gm_46g12 cAMP response element binding protein 2 (CREB2) (Cyclic EB648210

Gm_46g14 DnaJ homolog subfamily C member 1 EB649752

Gm_46h16 rac/cdc42 guanine nucleotide exchange factor 6 EB647774

Gm_46i09 Unclassifiable Sequence EB648372

Gm_46j01 phenylalanine-tRNA synthetase-like EB649451

Gm_46j07 Unclassifiable Sequence EB649669

Gm_46l05 Endoplasmin precursor (Heat shock 108 kDa protein) EB648542

Gm_46l11 Unclassifiable Sequence EB649246

Gm_46o07 Nucleolysin TIA-1 (RNA-binding protein TIA-1) EB650077

Gm_47a14 Unclassifiable Sequence EB649962

Gm_47d09 Unclassifiable Sequence EB648321

Gm_47f08 Clathrin heavy chain EB648554

Gm_47k04 Unclassifiable Sequence

Gm_47k22 Unclassifiable Sequence EB651039

Gm_47l13 Unclassifiable Sequence EB651604

Gm_48a04 Unclassifiable Sequence

Gm_48b01 Unclassifiable Sequence EB649897

Gm_48b02 Unclassifiable Sequence
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Gm_48b03 Unclassifiable Sequence

Gm_48b05 protein tyrosine phosphatase 4a2 EB648213

Gm_48b13 Unclassifiable Sequence EB650905

Gm_48b23 Unclassifiable Sequence

Gm_48c13 Myotonin-protein kinase (EC 2.7.1.-) (Myotonic dystrophy EB649963

Gm_48c22 DNA-directed RNA polymerase II largest subunit (EC 2.7.7.6) EB649940

Gm_48j06 Rho guanine nucleotide exchange factor 5 (Guanine EB651431

Gm_48k11 Endoplasmin precursor (Heat shock 108 kDa protein) EB648160

Gm_48l13 Pleckstrin 2 EB649340

Gm_48m07 Ceramide kinase (EC 2.7.1.138) (Acylsphingosine kinase) EB651163

Gm_48p09 Unclassifiable Sequence

Gm_48p13 Unclassifiable Sequence EB649663

Gm_49a06 Ankyrin repeat and SOCS box protein 13 (ASB-13) EB648261

Gm_49b03 Unclassifiable Sequence EB650334

Gm_49c20 Homo sapiens chemokine (C-C motif) receptor 9 (CCR9), transcript EB650433

Gm_49d02 Unclassifiable Sequence EB649552

Gm_49e19 (NC_000911) ATP-dependent proteinase; BsgA [Synechocystis sp. PCC EB649253

Gm_49g09 Unclassifiable Sequence EB649484

Gm_49g12 Unclassifiable Sequence EB650640

Gm_49k03 Unclassifiable Sequence EB651627

Gm_49k13 Unclassifiable Sequence

Gm_49k21 Unclassifiable Sequence EB648796

Gm_49k22 Unclassifiable Sequence

Gm_AC09 Tob1 protein (Transducer of erbB-2 1) EB650204

Gm_AH23 Unclassifiable Sequence

Gm_AJ09 Cathepsin L (EC 3.4.22.15) (Fragments) EB649443

Gm_AM13 Unclassifiable Sequence

Gm_AN20 Tob1 protein (Transducer of erbB-2 1) EB649386

Gm_AO22 Unclassifiable Sequence

Gm_BC03 Tob1 protein (Transducer of erbB-2 1) EB648445

Gm_BG10 Unclassifiable Sequence

Gm_BI20 Unclassifiable Sequence EB650424

Gm_BN24 Unclassifiable Sequence EB650585

Gm_CC04 Unclassifiable Sequence EB648870

Gm_CK12 Unclassifiable Sequence EB648501

Gm_DA06 Unclassifiable Sequence

Gm_DA21 Mitochondrial carrier protein RIM2 EB650370

Gm_DC09 60S acidic ribosomal protein P0 (L10E) EB648631

Gm_DC23 Nucleoside diphosphate kinase NBR-B (EC 2.7.4.6) (NDK EB649002

Gm_DD07 Unclassifiable Sequence

Gm_DD20 Unclassifiable Sequence

Gm_DE05 L-lactate dehydrogenase A chain (EC 1.1.1.27) (LDH-A) EB649806

Gm_DG07 Creatine kinase, M chain (EC 2.7.3.2) (M-CK) EB651305

Gm_DJ09 Unclassifiable Sequence

Gm_DK08 Unclassifiable Sequence

Gm_DL01 Unclassifiable Sequence

Gm_DL16 L-lactate dehydrogenase A chain (EC 1.1.1.27) (LDH-A) EB650125

Gm_DL21 Unclassifiable Sequence EB651478

Gm_DP20 60S acidic ribosomal protein P0 (L10E) EB648830

Gm_EB17 Unclassifiable Sequence

Gm_EE08 Serine--pyruvate aminotransferase, mitochondrial precursor EB650853

Gm_EL11 Unclassifiable Sequence

Gm_EN12 Cathepsin L precursor (EC 3.4.22.15) (Major excreted EB650159

Gm_FB02 Serotransferrin precursor EB651182

Gm_FD05 Unclassifiable Sequence

Gm_FH07 Unclassifiable Sequence EB647955

Gm_FK13 (NM_016438) CLST 11240 protein; CLST 11240-15 protein [Homo EB651363

Gm_FL10 Unclassifiable Sequence

Gm_FP10 Unclassifiable Sequence EB648565

Gm_FP20 Heat shock protein HSP 90-alpha EB648956


