
Table S4: Clone identifier and common names of genes from white muscle tissue that
passed one-way ANOVA for ‘Treatment’

Clone identifier Common name P-value

Gm_FP20 Heat shock protein HSP 90-alpha 0.0494

Gm_37a17 Mitogen-activated protein kinase 3 (EC 2.7.1.37) 0.0467

Gm_41a10 Ornithine carbamoyltransferase, mitochondrial (EC 2.1.3.3) 0.0456

Gm_13g23 GTP:AMP phosphotransferase mitochondrial (EC 2.7.4.10) 0.0443

Gm_09n19 Sarcoplasmic/endoplasmic reticulum calcium ATPase 1 (EC 0.044

Gm_40j24 Orphan sodium- and chloride-dependent neurotransmitter 0.044

Gm_37e04 Unclassifiable 0.0438

Gm_10i05 Very-long-chain acyl-CoA synthetase (EC 6.2.1.-) 0.0416

Gm_45d21 Unclassifiable 0.037

Gm_37j12 Diacylglycerol O-acyltransferase 1 (EC 2.3.1.20) 0.0359

Gm_32e24 Lipin 1 0.0335

Gm_DG07 Creatine kinase, M chain (EC 2.7.3.2) (M-CK) 0.0317

Gm_32i06 RNA polymerase II transcription factor TAFII140 [Homo sapiens] 0.0317

Gm_31d11 Unclassifiable 0.0315

Gm_DP20 60S acidic ribosomal protein P0 (L10E) 0.0315

Gm_46o07 Nucleolysin TIA-1 (RNA-binding protein TIA-1) 0.0295

Gm_20c07 Sarcalumenin precursor 0.0292

Gm_40d22 Zinc finger MYND domain containing protein 17 0.0212

Gm_31f18 Alpha-fetoprotein enhancer binding protein (AT motif-binding 0.0212

Gm_32f12 Heat shock protein HSP 90-alpha 0.0212

Gm_36i07 SH3 domain-binding glutamic acid-rich-like protein 0.0206

Gm_31c04 Fibroblast growth factor-6 precursor (FGF-6) (HBGF-6) 0.0206

Gm_48k11 Endoplasmin precursor (Heat shock 108 kDa protein) 0.02

Gm_DA21 Mitochondrial carrier protein RIM2 0.0198

Gm_18i01 Glutamine synthetase (EC 6.3.1.2) (Glutamate--ammonia 0.018

Gm_14a12 Developmentally regulated GTP-binding protein 1 (DRG 1) 0.0173

Gm_09f02 transducer of ERBB2, 1a [Danio rerio] 0.0167

Gm_44g16 Unclassifiable 0.0167

Gm_32c12 DNA-directed RNA polymerase III subunit 127.6 kDa 0.0122

Gm_45j06 Unclassifiable 0.0122

Gm_AJ09 Cathepsin L (EC 3.4.22.15) (Fragments) 0.012

Gm_10j16 Heat shock cognate 71 kDa protein (Hsc70.1) 0.0109

Gm_37n04 Histidine ammonia-lyase (EC 4.3.1.3) (Histidase) 0.0107

Gm_34e11 Phosphatidylinositol 3,4,5-trisphosphate-dependent Rac 0.0107

Gm_39d06 Lamin A 0.0107

Gm_43m07 (NM_021245) myozenin 1; myozenin; calsarcin-2 [Homo sapiens] 0.0105

Gm_34c12 ADP-ribosylation factor-like protein 1 0.00965

Gm_31a13 S-adenosylmethionine synthetase gamma form (EC 2.5.1.6) 0.00964

Gm_46a08 Von Willebrand factor precursor (vWF) (Fragment) 0.0088

Gm_36a22 LDHA|cDNA clone MGC:55215  complete cds 0.0088

Gm_40i16 Probable RNA-dependent helicase p68 (DEAD-box protein p68) 0.00752

Gm_38c22 Ornithine decarboxylase (EC 4.1.1.17) (ODC) 0.00722

Gm_11d12 40S ribosomal protein S6 0.00722

Gm_DL16 L-lactate dehydrogenase A chain (EC 1.1.1.27) (LDH-A) 0.00679



Gm_09d05 Isocitrate dehydrogenase [NADP], mitochondrial precursor 0.00652

Gm_37c15 Stress-70 protein, mitochondrial precursor (75 kDa glucose 0.00594

Gm_12d22 Probable ATP-dependent helicase LGP2 (EC 3.6.1.-) (Protein 0.00581

Gm_16o10 DNA excision repair protein ERCC-6 (Cockayne syndrome 0.00553

Gm_31a04 EH-domain containing protein 3 0.00553

Gm_32c18 Heat shock 70 kDa protein (HSP70) 0.00553

Gm_38a06 Transcription factor VBP (Vitellogenin gene binding 0.00553

Gm_14h20 CCAAT/enhancer binding protein delta (C/EBP delta) 0.00553

Gm_10d11 Cytochrome c oxidase subunit 1 (EC 1.9.3.1) (Cytochrome c 0.00553

Gm_09g14 Mitochondrial carrier protein RIM2 0.00553

Gm_32c16 Suppressor of G2 allele of SKP1 homolog 0.0055

Gm_40i04 Tubulointerstitial nephritis antigen-like precursor 0.0055

Gm_17c23 FK506-binding protein 5 (EC 5.2.1.8) (Peptidyl-prolyl 0.0055

Gm_DE05 L-lactate dehydrogenase A chain (EC 1.1.1.27) (LDH-A) 0.00472

Gm_48j06 Rho guanine nucleotide exchange factor 5 (Guanine 0.00472

Gm_12o12 Tob1 protein (Transducer of erbB-2 1) 0.00352

Gm_32n20 ADAM 17 precursor (EC 3.4.24.86) (A disintegrin and 0.00352

Gm_40p16 Solute carrier family 2, facilitated glucose transporter, 0.00188

Gm_34k14 sushi domain containing 2; Sushi domain (SCR repeat) containing 0.00188

Gm_AC09 Tob1 protein (Transducer of erbB-2 1) 0.00188

Gm_36o09 Isocitrate dehydrogenase [NADP], mitochondrial precursor 0.000819

Gm_14j08 Heat-shock protein beta-1 (HspB1) (Heat shock 27 kDa 0.000744

Gm_10i20 Heat shock cognate 71 kDa protein (Hsc70.1) 0.000673

Gm_40e12 Tubulointerstitial nephritis antigen-like precursor 0.000572

Gm_40k22 Myocyte-specific enhancer factor 2C 0.000572

Gm_40i15 Myocyte-specific enhancer factor 2C 0.000299

Gm_36n09 Endoplasmin precursor (Heat shock 108 kDa protein) 0.000239

Gm_10o19 Parvalbumin alpha (A1) 0.000117

Gm_40l02 Heat shock 70 kDa protein (HSP70) 5.16E-05


