Table S1. Primer sequences of quantitative reverse-transcription polymerase chain reaction (QRT-PCR) experiment

Gene name Forward primer sequences (5'-3’) Reverse primer sequences (5'-3’)
B-actin ATTGCTGACAGGATGCAGAAG GATGGTCCAGACTCATCGTACTC
cirbp TCATCGGTGGTCTGAGCTATG AGATTTGCCAGCTTCATCAAC
hmgb1 AGAGGAGGAGGATGACGAGTAG GGACGAACACAGATGACACTTC
atp2atl TCACTTCAATGACCCCGTTCA TTGGCCATACGTCTGGTACCA
atp2at TCTGATCCCAGTTCAGCTGCT CATAACCTCCAATGGCCAGGT
atpévia GAGGAACCACTGCCATTCCA CAACCCACATAAATGATGACATCG
krt18 TGACACCAACCTGAACCGCAT AGGAGCATCAACATCCACCTGC
anxala AGACTGCAAGACGCCATGAA C CCTTTGTGTGCTCAGCAATG
gbp TGGTTTGTCCTGGAATGGTGC AAAAGGTGTGACCCGTTGCCT
gtpbp4 TAAATACTTGCGCTGGCAGGT TCCGCACTGCTCTGAAACATC
tuba8l2 GCTCATCTCAGGAAAGGAGGA CGAAACTGTGGAAGACCAGGA
atplata.4 GGTTCTGCGCCTTCCCATATT TGTTTCTTGTTCCACCCAACCT
atp1b1b CCAGGGTTTAATTTGGGCTG GTTTGGGATCATTGTCTTGCTG
gem2 TCCCTGTGGTTATGACTTTGCA TGGACTTGAGCCATGAGACACT
foxi3a CTCTCGCTCAATGACTGCTTC CAGCCTGAGAGTCCGACTTTC
atptata.2 AGGAAGGTGCTCTGGCAGCTTT AGCGTATGGTAAGGCAGTGAAC
trpvé TCCTTTCCCATCACCCTCT GCACTGTGGCAACTTTCGT
slc12a3 GCCCCCAAAGTTTTCCAGTT TAAGCACGAAGAGGCTCCTTG
ndrg1 TTGGAGCCGGTGCTTACATC TCAGGCATGGCATGAGTCC
calsa TCAGAACACACTGTGGATGGC TGCTTGCTTCATTCGTTCCC
ca2 TCGTCTGCAAACAGTCCATCA TCCGAGAGGCCCTTCATTT
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