Table S2. GenBank accession numbers and P-values of all annotated genes significantly expressed during osmotic stress
in Gillichthys mirabilis

GenBank accession

number ANOVA P-value Clone ID Common name
EB649272 0.00000115 Gm_09i14 Unclassifiable EST

EB649530 0.0072 Gm_09I23 L-lactate dehydrogenase A chain

EB650446 0.00333 Gm_09p11 Butyrate response factor 2

FG227870 0.00977 Gm_10b02 Ribosomal protein L7

FG227872 0.000501 Gm_10c18 Cytochrome ¢ oxidase subunit 1

EB651196 0.0119 Gm_10d08 Unclassifiable EST

EB651673 0.00175 Gm_10i07 Myeloid leukemia differentiation protein
EB649376 0.0235 Gm_10109 Kelch-like protein 13

EB647781 0.00291 Gm_10n05 Unclassifiable EST

FG227875 0.0000663 Gm_11b20 NADH dehydrogenase subunit 1

EB651985 0.000332 Gm_11c19 Microsomal glutathione S-transferase 3
EB652285 7.29E-12 Gm_11g08 Serum and glucocorticoid regulated protein kinase (Sgk-1)
EB652229 2.34E-10 Gm_11i01 Serum and glucocorticoid regulated protein kinase (Sgk-1)
EB651838 0.00844 Gm_11j11 Unclassifiable EST

EB651864 0.0014 Gm_11k21 Histone H2B

EB651956 0.0000929 Gm_12d23 Unclassifiable EST

EB651967 0.0125 Gm_12e16 6-phosphofructo-2-kinase/fructose-2,6-bisphosphatase 4
EB652029 0.0263 Gm_12i04 40S ribosomal protein S8

EB652244 0.00518 Gm_12j05 Unclassifiable EST

EB651815 0.0239 Gm_12[24 GTP cyclohydrolase |

EB652117 0.0169 Gm_12p15 Estradiol 17-B-dehydrogenase 1

EB652363 0.00588 Gm_13c08 Translationally-controlled tumor protein (TCTP)
EB652094 0.0121 Gm_13c14 Myosin light chain 1, skeletal muscle isoform
EB651812 0.0371 Gm_13e06 Unclassifiable EST

EB651940 0.0257 Gm_13e22 Casein kinase Il B subunit (CK Il B)
EB652304 0.0356 Gm_13g01 Unclassifiable EST

EB652085 0.0229 Gm_13l106 Sodium/potassium-transporting ATPase a-1 chain precursor
EB652349 0.0259 Gm_13m12 Unclassifiable EST

EB652110 0.0232 Gm_13m19 Unclassifiable EST

EB652178 0.000974 Gm_13002 Threonine deaminase

FG227881 0.0229 Gm_14a20 Unclassifiable EST

EB652340 0.0199 Gm_14c14 Pepsin A precursor

EB652223 0.012 Gm_14d16 Serotransferrin precursor

FG227884 0.028 Gm_14e08 Adenine nucleotide translocator S598
EB651785 0.00021 Gm_14e21 CCAAT/enhancer binding protein A (C/EBP A)
EB652084 0.000524 Gm_14h20 CCAAT/enhancer binding protein A (C/EBP A)
FG227888 0.00363 Gm_14I15 Unclassifiable EST

EB651871 0.00022 Gm_14m13 Inositol monophosphatase (IMPase)
FG227890 0.0497 Gm_14019 Parvalbumin-like protein

EB651290 0.000836 Gm_15e01 Butyrate response factor 2

FG227897 0.0301 Gm_15f13 Ankyrin 2

FG227898 0.00247 Gm_15g08 C1q-like adipose specific protein

EB647917 0.012 Gm_15g11 Unclassifiable EST

EB647963 0.0232 Gm_15h07 SCY-1 like protein

EB648845 0.0403 Gm_15h14 Unclassifiable EST

FG227903 0.0394 Gm_15n03 Sox 21

EB651109 0.00438 Gm_16b06 Hepatic leukemia factor

EB649134 0.0157 Gm_16b09 B-1,3-galactosyltransferase 7

EB648843 0.0346 Gm_16d13 Unclassifiable EST

FG227906 0.0198 Gm_16f05 Myotubularin related protein 14

EB649869 0.0263 Gm_16g03 Unclassifiable EST

EB649116 0.0288 Gm_16g13 Unclassifiable EST

EB647717 0.0273 Gm_16i01 Unclassifiable EST

EB649149 0.0208 Gm_16i09 Rho-GTPase-activating protein 8

EB647907 0.0152 Gm_16k17 Unclassifiable EST

FG227908 0.0095 Gm_16107 Etoposide induced 2.4 mRNA isoform 1
EB651154 0.00164 Gm_16l12 y-butyrobetaine dioxygenase

EB650537 0.00309 Gm_16114 Unclassifiable EST

EB649685 0.011 Gm_16003 Kelch repeat and BTB domain containing protein 2
EB651423 0.0294 Gm_16013 Grancalcin

EB649890 0.0051 Gm_16021 TBC1 domain family member 17

EB647875 4.07E-08 Gm_17¢c23 FK506-binding protein 51

EB651101 0.0095 Gm_17e08 Nuclear factor interleukin 3 regulated
EB649234 0.012 Gm_17e12 Unclassifiable EST

EB650918 0.0394 Gm_18a21 Mucin 4 (Tracheobronchial mucin)



EB650187 0.0323 Gm_19h22 Unclassifiable EST

FG227920 0.00264 Gm_19i01 Unclassifiable EST

EB647958 0.011 Gm_19i14 Unclassifiable EST

FG227922 0.0422 Gm_19p11 Unclassifiable EST

FG227923 0.0192 Gm_19p24 Unclassifiable EST

EB650539 0.00111 Gm_20g24 Plectin 1

EB651534 0.0482 Gm_20i19 Unclassifiable EST

EB647988 0.00844 Gm_20j22 Nebulin

EB650527 0.00893 Gm_28g22 Unclassifiable EST

EB650185 0.00589 Gm_28i15 Unclassifiable EST

EB650358 0.0269 Gm_31c07 Cyclin-dependent kinase inhibitor 1B

EB648090 0.0407 Gm_31i13 Butyrophilin subfamily 2 member A2 precursor
EB647750 0.0157 Gm_31i17 Tubulointerstitial nephritis antigen-like precursor
EB648667 0.0346 Gm_31i23 Receptor-interacting serine/threonine-protein kinase 2
FG227929 0.0173 Gm_31j14 Prostaglandin E2 synthase

EB651244 0.0114 Gm_32c21 Scavenger receptor class B, member 2

EB650821 0.00199 Gm_32d05 ADP-ribosylation factor-like protein 8

EB649883 0.0029 Gm_32e12 Suppressor of cytokine signaling 3 (SOCS-3)
EB648621 0.00155 Gm_32e23 Solute carrier family 2, facilitated glucose transporter
EB651623 0.0198 Gm_32g05 Protein disulfide-isomerase A6 precursor

EB649415 0.00387 Gm_32k22 Mitogen activated protein kinase phosphatase (MPK) 8
EB651189 0.0401 Gm_32010 A disintegrin and metalloproteinase (ADAM) 17 precursor
EB649589 0.0192 Gm_32016 Unclassifiable EST

FG227962 0.0315 Gm_32p08 Unclassifiable EST

EB650931 0.0291 Gm_34a01 Shroom 2

EB647960 0.000651 Gm_34d11 Secretory carrier-associated membrane protein 1
EB648363 0.0267 Gm_34g11 RING finger protein 87

EB649944 0.00199 Gm_34h20 Retinoid X receptor B

EB650113 0.0000143 Gm_34j05 Eukaryotic translation initiation factor 4 y 2
EB648265 0.0095 Gm_34k22 Nucleolar protein 11

EB651494 0.0154 Gm_34m07 Unclassifiable EST

EB648150 0.000784 Gm_34n03 Sodium channel protein type IX a subunit

EB649536 0.0381 Gm_34005 Something about silencing protein 10

EB651128 0.03 Gm_36a23 Unclassifiable EST

EB650467 0.049 Gm_36906 Cholesteryl ester transfer protein precursor
EB649005 0.0187 Gm_36I24 Unclassifiable EST

EB649390 0.0142 Gm_36013 Chick ovalbumin upstream promoter (COUP) transcription factor 1
EB649700 0.000164 Gm_36021 Cytochrome P450 1A1

EB651186 0.00547 Gm_37n10 Elongation of very long chain fatty acids protein 3
EB649931 0.0259 Gm_38d24 Very-long-chain acyl-CoA synthetase

EB649981 0.00844 Gm_38m20 System N amino acid transporter 1

FG227978 0.00239 Gm_38n09 Histone H1 family, member 0

EB650007 0.00558 Gm_38n23 Carbonic anhydrase

FG227982 0.0212 Gm_39c13 Cyclin-dependent kinase inhibitor 1B

EB650316 0.00346 Gm_39c15 Unclassifiable EST

EB649564 0.0000907 Gm_39f04 Arginase Il, mitochondrial precursor

EB648743 0.0132 Gm_39f14 Unclassifiable EST

EB650067 0.0141 Gm_39g04 Hermansky-Pudlak syndrome 1 protein

FG227989 0.0381 Gm_39h19 Lipid phosphate phosphatase 2

FG227996 0.0208 Gm_39002 Ankyrin repeat domain containing protein 40
FG228004 0.00951 Gm_40b10 Receptor associated protein of the synapse
FG228007 0.000416 Gm_40c16 Succinate dehydrogenase complex subunit A
EB651386 0.00735 Gm_40c18 Proline rich nuclear receptor coactivator protein 2
FG228008 0.0411 Gm_40d03 Unclassifiable EST

EB651498 0.00207 Gm_40e12 Tubulointerstitial nephritis antigen-like precursor
EB647853 0.00985 Gm_40m21 Nuclear factor interleukin 3 regulated

FG228026 0.0402 Gm_40016 a 2 HS glycoprotein

EB647843 0.0112 Gm_40p07 Unclassifiable EST

FG228031 0.0149 Gm_40p15 Secretory carrier-associated membrane protein 1
FG228036 0.0383 Gm_41g17 Unclassifiable EST

EB647746 0.0189 Gm_41g20 Receptor-type tyrosine-protein phosphatase -y precursor
FG228037 0.0496 Gm_41h18 « parvin

EB648515 0.00148 Gm_41i05 Prolactin receptor precursor (PRL-R)

EB648227 0.00246 Gm_41k11 y-interferon inducible lysosomal thiol reductase
FG228038 0.0282 Gm_41101 Serum and glucocorticoid regulated protein kinase (Sgk-1)
FG228041 0.00197 Gm_41n16 Neural orphan nuclear receptor (NOR1)

EB648882 0.00589 Gm_42d23 Otopetrin 1

FG228052 0.00954 Gm_42f09 Cytochrome P450 1A1

EB650394 0.00127 Gm_42f13 Unclassifiable EST

EB649703 0.0002 Gm_42g15 « 1,3 glucosyltransferase 8



FG228056
EB650362
FG228062
EB651416
FG228079
FG228083
EB650211

FG228088
FG228094
FG228095
EB650607
FG228101
FG228102
FG228126
FG228135
FG228138
FG228149
EB650733
EB649831

EB649834
EB650333
EB647878
EB649868
EB648373
EB651367
FG228170
EB651604
EB649250
EB650188
EB649287
EB648120
EB650845
EB650595
EB651710
FG228177
FG228179
EB648459
FG228180
FG228181

EB650047
EB650547
EB649084
EB650786
FG228186
EB650714
FG228188
EB649513
EB650720
EB649474
EB649180
EB650561

FG228191

EB650481

FG228194
FG228196
FG227819
FG227820
FG227821

FG227822
EB650204
FG227824
FG227828
EB649006
EB649737
EB650681

FG227832
FG227834
EB649386
FG227835
FG227836

0.0346
0.0327
0.0422
0.0000724
0.000215
0.00399
0.015
0.0233
0.00000309
0.00811
0.0282
0.0299
0.00107
0.00925
0.0142
0.000171
0.0222
0.0124
0.00743
0.0231
0.0157
0.0308
0.000045
0.00853
0.00362
0.0267
0.007
0.000651
0.0418
0.0233
0.0371
0.024
0.028
0.00682
0.014
0.0142
0.000333
0.0167
0.011
0.0187
0.0171
1.11E-09
0.00525
0.00309
0.00177
0.00117
0.0000297
1.5E-09
0.03
0.0116
0.0139
0.0229
0.0207
0.0346
0.0128
0.021
0.00502
0.000715
0.0186
0.00309
0.036
0.0432
0.0095
0.0116
0.0105
0.04
0.0116
0.00803
0.0153
0.0486

Gm_42h16
Gm_42k17
Gm_42I11
Gm_43c21
Gm_43j08
Gm_43106
Gm_43005
Gm_43020
Gm_44a16
Gm_44b05
Gm_44f22
Gm_44h14
Gm_44j12
Gm_45b17
Gm_45f03
Gm_45f17
Gm_45n13
Gm_46¢16
Gm_46e21
Gm_46g17
Gm_46i15
Gm_46013
Gm_47e08
Gm_47i06
Gm_47j05
Gm_47j12
Gm_47113
Gm_47m04
Gm_47018
Gm_48a09
Gm_48c18
Gm_48d21
Gm_48e22
Gm_48f15
Gm_48f21
Gm_48f24
Gm_48g02
Gm_48h02
Gm_48h11
Gm_48i10
Gm_48i20
Gm_48m02
Gm_48m11
Gm_48n19
Gm_48010
Gm_48022
Gm_49a19
Gm_49c21
Gm_49c22
Gm_49g14
Gm_49h05
Gm_49j09
Gm_49k23
Gm_49n03
Gm_49023
Gm_ABO5
Gm_ABO08
Gm_AB15
Gm_AB17
Gm_AC09
Gm_ADO08
Gm_AF24
Gm_AGO05
Gm_AIO3
Gm_AK17
Gm_ALO2
Gm_ANO03
Gm_AN20
Gm_AP11
Gm_AP19

Unclassifiable EST

Class | helical cytokine receptor number 18
Novel protein containing a short chain dehydrogenase domain
System N amino acid transporter 1

Tissue transglutaminase 2

Glutamate decarboxylase like-1

Insulin receptor substrate-2 (IRS-2)
Unclassifiable EST

RING finger protein

Unclassifiable EST

Peroxisomal N1-acetyl-spermine/spermidine oxidase
Sodium/sialic acid co-transporter

Cytochrome P450 1A1

Unclassifiable EST

Lyn tyrosine kinase

RING finger protein

Stromal interacting molecule 1
Rho-GTPase-activating protein 7

Feline leukemia virus subgroup C receptor-related protein
Arylsulfatase A precursor

Butyrophilin subfamily 2 member A2 precursor
Apolipoprotein L

Cysteine sulfinic acid decarboxylase
Unclassifiable EST

Unclassifiable EST

Scinderin

Unclassifiable EST

RAD 54-like protein 2

General negative regulator of transcription subunit 1
Glycerophosphoryl phosphodiesterase 2
Laminin B-1 chain precursor (Laminin 81 chain)
C-ets-2 protein

Unclassifiable EST

Myeloperoxidase precursor

Zinc fingers and homeoboxes 3

Vacuolar sorting protein 45a

Regulator of G-protein signaling 14

Potassium channel auxillary subunit

Pellino 1

Unclassifiable EST

Xenotropic and polytropic retrovirus receptor
BTB (POZ) domain containing 14A
Somatostatin-like receptor 5

Ras-guanyl releasing protein 1

Numb-binding protein 2

Transforming growth factor B Il receptor
Transcription factor Sp1

Cysteine sulfinic acid decarboxylase

Insulin receptor substrate-2 (IRS-2)

Lysosomal a-mannosidase precursor

Growth arrest and DNA-damage-inducible protein (GADD45)
Unclassifiable EST

Bullous pemphigoid antigen 1

Protein arginine methyltransferase 5 isoform 1
Protein kinase C, A

Serine protease inhibitor clade A member 1
Intra-a trypsin inhibitor heavy chain 3a
Cytochrome P450 1A

Fibrinogen o chain

Tob1 protein (Transducer of erbB-2 1)
Mannose receptor C type 2

Serotransferrin |

Cytochrome P450 24A1, mitochondrial precursor
Serotrasferrin |

Serotransferrin | precursor

Alanine glyoxalate aminotransferase

Inter-a trypsin inhibitor heavy chain 3

Tob1 protein (Transducer of erbB-2 1)

Elastase 1 precursor

Unclassifiable EST



EB649147
FG227837
FG227838
EB648079
EB650182
EB649637
EB650815
EB650585
EB650252
EB648420
EB649934
FG227842
EB651340
EB651180
EB651193
FG227845
EB650476
EB648501
EB649476
EB649743
EB651191
FG227848
EB650202
EB649729
EB650125
FG227857
FG227858
EB649970
FG227845
FG227860
EB648647
FG227861
EB648908
EB650450

0.0371
0.00979
0.0301
0.00597
0.00000511
0.000428
0.0000185
0.00000511
1.5E-09
0.0115
0.0000907
0.01
0.000524
0.00932
0.000119
0.00596
0.00143
0.000432
0.00373
0.0238
0.0152
0.0024
0.00951
0.0235
0.00727
0.00053
0.000475
0.00919
0.00937
0.0324
0.0025
0.0188
0.00205
0.00986

Gm_BA22
Gm_BB05
Gm_BCO08
Gm_BC11
Gm_BM11
Gm_BN15
Gm_BN17
Gm_BN24
Gm_BP03
Gm_CAO01
Gm_CC11
Gm_CDO07
Gm_CD22
Gm_CE04
Gm_CFO01
Gm_CJ15
Gm_CJ18
Gm_CK12
Gm_CL06
Gm_CN23
Gm_CP04
Gm_DB18
Gm_DD21
Gm_DG19
Gm_DI16
Gm_DN20
Gm_DO19
Gm_EB08
Gm_EC10
Gm_EC20
Gm_EEO1
Gm_EH20
Gm_FM18
Gm_GLO03

Unclassifiable EST

60S ribosomal protein L38

Apolipoprotein A

Unclassifiable EST

Cytochrome P450 1A1

Insulin-like growth factor binding protein 1
6-phosphofructo-2-kinase/fructose-2,6-bisphosphatase 4
Unclassifiable EST

Mitogen activated protein kinase phosphatase (MKP) 1
Insulin-like growth factor binding protein 1
Insulin-like growth factor binding protein 1 precursor
Hemopexin

Cytochrome P450 24A1

Unclassifiable EST

Insulin-like growth factor binding protein 1
Unclassifiable EST

Insulin-like growth factor binding protein 1
Unclassifiable EST

Insulin-like growth factor binding protein 1 precursor
Unclassifiable EST

Cytochrome ¢ oxidase subunit 1

MID1 interacting protein

Actin, a skeletal muscle (a-actin 1)

Unclassifiable EST

L-lactate dehydrogenase A chain

55kDa erythrocyte membrane protein

40S ribosomal protein 27a

Insulin-like growth factor binding protein 1 precursor
Unclassifiable EST

Unclassifiable EST

Insulin-like growth factor binding protein 1

Elastase 4-like protein

Tyrosine aminotransferase

Unclassifiable EST




